CTATTGATCT

TGAGGCCTCT

et ArgAl alLe

CTTTCGATTC
LeuSerl| eP

AGAGCACACA
ud uHi sThr

TCCAGTACCA
hed nTyr Hi

GGCCCTCAGC
d yProd nP

ATGGGGATAC
gTr pd yTyr

ACAGCCCCTG

GGACTCCTGG

GCTGCTCCTG

uLeulLeulLeu

CACCTTGGGA
roProTr pd

GICGTTCTCA
Val Val LeuT

CCGGCAGCTG
sArgd nLeu

CCTGGTGIGC
roTr pCysAl

TGTTTGGAGC
CysLeud uP

CCAGAAAGGA

F12 (NM 000505. 3)

ATAGGCAGCT

GGGITCCTGC
d yPhelLeulL

AGCCCCCAAG
uAl aProlLys

CTGTCACCGG
hrval Thr@

TACCACAAAT
Tyr Hi sLysC

TACCACCCCC
aThr ThrPro

CCAAGAAAGT
roLysLysVa

GGGACCTGTG

ATA

GGACCAACGG ACGGATGCCA 1
M1

TGGTGAGCTT

euVal Ser Le

GAGCATAAGT
Qd uHi sLysT

GGAGCCCTGC
y@ uProCys

GTACCCACAA
ysThr Hi sLy

AACTTTGATC
AsnPheAspG

GAAAGACCAC
| LysAspHi s

TGAACATGCC

GGAGTCAACA
ud uSer Thr

ACAAAGCTGA
yrLysA ad

CACTTCCCCT
Hi sPhePr oP

GGGCCGGECCA
sd yArgPro

AGGACCAGCG
| nNAspd nAr

TGCAGCAAAC
CysSer LysH

AAGCGGECCCC

51
17

101
34

151
51

201
67

251
84

301
101

351
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i sSer ProCy

CACTGICTCT
H sCysLeuC

GIGCTTTGAG
sCysPhed u

ATAGAACTCGA
yrArgThrd@d

GCCCACTGCC
Al aHi sCysG

CCATGGEGEGEGT
uH sd ydy

CGGTGGCECTA
roval d yTy

TATGATGGCC
Tyr Aspd yA

GGGTGCECCC
rd yAl aPro

CTGCCGAGCA
hr Al ad ud@

sd nLysdy

GTCCACAACA
ysProd nHi

CCTCAGCTTC
Pr od nLeulL

GCAAGCAGCT
ud nAl aAl a

AGCGGCTGGEC
I nAr gLeuAl

CCCTGCCTAG
ArgCysLeuG

CACCGGAGCC
rThrd yAl a

GCGGCCTCAG
rgd yLeuSe

TGTCAGCCGT
Cysd nProT

AGCGCGGAAC
nAl aAr gAsn

d yThr CysV

CCTCACTGGA
sLeuThrdy

TCCGGTTTTT
euAr gPhePh

GTGGCCAGAT
Val Al aArgC

CAGCCAGGCC
aSerd nAl a

AGGTGGAGGG
| uval d ud

TTCTGCGACG
PheCysAspV

CTACCGCGGEC
rTyrArgdy

GGGCCTCGGA
r pAl aSerd

TGGGGACTGG
Tr pd yLeuG

al AsnMet Pr

AACCACTCCC
AsnHi sCysG

CCACAAGAAT
eHi sLysAsn

GCCAGTGCAA
ysd nCysLy

TGCCGCACCA
CysArgThr A

CCACCGCCTG
yH sArglLeu

TGGACACCAA
al AspThr Ly

CTGGCCAGGA
LeuAl aArgT

GGCCACCTAC
uAl aThr Tyr

GCGGCCACGC
| yd yHi sAl

oSerd yPro

AGAAAGAGAA
| nLysd uLy

GAGATATGGT
G ull eTrpT

GGGTCCTGAT
sd yProAsp

ACCCGTGCCT
snProCysLe

TGCCACTGCC
CysHi sCysP

GGCAAGCTGC
sAl aSer Cys

CCACGCTCTC
hr Thr LeuSe

CGGAACGTGA
ArgAsnVal T

CTTCTGCCGG
aPheCysArg

117

401
134

451
151

501
167

551
184

601
201

651
217

701
234

751
251

801
267



AACCCGGACA
AsnPr oAspA

GCTGAGCIGG
gLeuSer Trp

CGGCGCCTCC
| aAl aPr oPr

GCGCAGCCGG
Al ad nPr oA

GTCCCAGACC
nSer d nThr

TGACCAGGAA
euThr Ar gAs

TCTTCGATGA
Ser Ser Met T

CCCCTACATC
sProTyrlle

TCATCGCCCC

eul | eAl aPr

ACGACATCCG
snAspl | eAr

GAGTACTGCG
A uTyr CysA

GACCCCGGTG
oThr Pr oVval

CACCGCCGAA
| aPr oPr oLy

CCGGGAGCCT
Prod yAl aL

CGGCCCACTG
nd yProLeu

CCCGCGTCGT
hr Ar gVval Va

GCCGCCCTGT
Al aAl aLeuT

CTGCTGCCGTG
oCysTr pVal

CCCGTGGTGC
gProTr pCys

ACCTGGCACA
spLeuAl ad

TCCCCTAGCC
Ser Pr oAr gL

GCCTCAGCCC
sProd nPro

TGCCGGCGAA
euPr oAl aLy

AGCTGCGEEC
Ser Cysd yG

TGGCGGECTG
| d yd ylLeu

ACTGGEGEGECCA
yr Tr pd yHi

CTGACGGCCG
LeuThr Al aA

TTCGTGCTGA
PheVal LeuA

GTGCCAGACC
nCysd nThr

TTCATGICCC
euHi sVal Pr

ACGACCCCCGA
Thr Thr ArgT

GCGGGAGCAG
sArgd ud n

AGCGCCTCCG
| nAr gLeuAr

GTGGCGCTAC
Val Al aLeuA

CAGITTCTGC
sSer PheCys

CTCACTGCCT
| aHi sCysLe

ACCCCGACCG
SnAr gAspAr

CCAACCCAGG
ProThr d nA

ACTCATGCCC
oLeuMet Pro

CCCCGCCTCA
hr ProPr o@

CCGCCTTCCC
Pr oProSerL

CAAGAGTCTG
gLysSer Leu

GCGGGGECGCA
rgd yAl aHi

GCCGGCAGCC
Al ad ySer L

GCAGGACCGG
ud nAspArg

851
284

901
301

951
317

1001
334

1051
351

1101
367

1151
384

1201
401

1251
417

s
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CCCGCACCCG AGGATCTGAC
Pr oAl aProG | uAspLeuTh

CAGCTGTGAG CCGTGCCAGA
sSerCys@ u ProCysd nT

AGGCCTTCTC GCCCGTCAGC
| uAl aPheSe r ProVal Ser

CAGGAGGATG CGGACGGCAG
A nd uAspA | aAspd ySe

GGTGTGCCTG CCAAGCGGCG
oVal CysLeu ProSerd yA

AGGTGGCCGG CTGGEGEGCCAC
I nval Ala@ yTrpdyHi s

TTCCTGCAGG AGGCGCAGGT
PheLeud nG | uAl ad nVa

CCCGGACGTG CACGGATCCT

aProAspVal Hi sdySerS

TCCTCGAGGG CGGCACCGAT
heLeud ud yd yThr Asp

GIGTGTGAGG ACCAAGCTGC

GGIGGIGCTC
r Val Val Leu

CGTTGGECCGT
hr LeuAl aVa

TACCAGCACG
Tyrd nHi sA

CTGCGCCGCTC
r CysAl aLeu

CCGCGCGACC
[ aAl aAr gPr

CAGTTCGAGG
d nPhed uG

ACCGITCCTC
| ProPhelLeu

CCATCCTCCC

erl | eLeuPr

GCGTGCCAGG
Al aCysd nG

AGAGCGCCGG

GGCCAGGAAC
d yd nd uA

GCGCTCCTAC
| ArgSer Tyr

ACCTGGCTCT
spLeuAl aLe

CTGICGCCTT
LeuSer ProT

CTCCGAGACC
oSerd uThr

GGGCGGAGGA
| yAl ad ud

TCCCTGGAGC
Ser Leud uA

CGGCATGCTC
od yMet Leu

GTGATTCCGG
| yAspSerd

CTCACCCTGC

GCCGTAACCA
r gAr gAsnHi

CGCTTGCACG
ArgLeuHi sG

GITGCGCCTT
uLeuArglLeu

ACGTTCAGCC
yr Val d nPr

ACGCTCTGCC
Thr LeuCysG

ATATGCCAGC
uTyr Al aSer

GCTGCTCAGC
r gCysSer Al

TGCGCAGGGT
CysAl ad yP

AGGCCCGCTG
yd yProLeu

AAGGCATCAT

1301
434

1351
451

1401
467

1451
484

1501
501

1551
517

1601
534

1651
551

1701
567

1751



Val Cysd uA spd nAl aAl ad uArgArg LeuThrLeuG In@yllell 584

CAGCTGGGGA TCGGGCTGIG GTGACCGCAA CAAGCCAGGC GTCTACACCG 1801
eSerTrpdy Serd yCysG | yAspArgAs nLysPrody Val Tyr Thr A 601

ATGTGGCCTA CTACCTGGECC TGGATCCGGEG AGCACACCGT TTCCTGATTG *3
spVal Al aTy rTyrLeuAl a TrplleArgG | uHi sThrVa | Ser St op

CTCAGGGACT CATCTTTCCC TCCTTGGTGA TTCCCCAGIG AGAGAGTGEC *53
TGGGGECATGG AAGGCAAGAT TGIGICCCAT TCCCCCAGIG CGGCCAGCTC * 103

CGCGCCAGGA TGGCGCAGGA ACTCAATAAA GTGCTTTGAA AATGCTGAGA *153
A

F12 (NM_000505.3) - cDNA + Protein - 2024-05-19
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