CTATTGATCT GGACTCCTGG ATAGGCAGCT

TGAGGECECTCT
CTTTCGATTC
AGAGCACACA
TCCAGTACCA
GGCCCTCAGC
ATGGCGATAC
ACAGCCCCTG
CACTGTCTCT
GIGCTTTGAG
ATAGAACTCGA
GCCCACTGCC
CCATGEEEGT
CGGTGGECCTA
TATGATGGECC
[ceejjcoceoe:
CTGCCGAGCA
AACCCGGACA
GCTGAGCTGG

GCTCCTCCTG
CACCTTGGGA
GICGTTCTCA
CCGGCACCTG
CCTGGIGIGC
TGTTTGGAGC
CCAGAAAGGA
GI'CCACAACA
CCTCAGCTTC
GCAAGCAGCT
AGCGECTGEC

GGGITCCTGC
AGCCCCCAAG
CTGICACCGG
TACCACAAAT
TACCACCCCC
CCAAGAAAGT
GCGACCTGTG
CCTCACTGA
TCCGGITTTT
GIGGCCAGAT
CAGCCAGGECC

F12 (NM 000505.

GGACCAACGG ACGGATGCCA

TGGTGAGCTT
GAGCATAAGT
GGAGCCCTGC
GIACCCACAA
AACTTTGATC
GAAAGACCAC
TGAACATGCC
AACCACTGCC
CCACAAGAAT
GCCAGTGCAA
TGCCGCACCA

GGAGTCAACA
ACAAACCTCGA
CACTTCCCCT
GGGCCGECCA
AGGACCAGCG
TGCAGCAAAC
AAGCGECCCC
AGAAAGAGAA
GAGATATGGT
GGGTCCTGAT
ACCCGTGCCT

CGCTGCCTAG AGGTGGAGGG CCACCGCCTG TGCCACTGCC

CACCGGAGCC
GCGGEECTCAG
TGTCAGCCGT
AGCGCGGAAC
ACGACATCCG
GAGTACTGCG

TTCTGCGACG
CTACCGCGEC
GGGECCTCGEA
TGGGGACT GG
CCCGTGGTGC
ACCTGGCACA

CGGCGCCTCC GACCCCGGTG TCCCCTAGEC

GCGCAGCCGG
GTCCCAGACC

CACCGCCGAA
CCGGGAGCCT

GCCTCAGCCC
TGCCGCCGAA

TGGACACCAA
CTGGECCAGA
GGCCACCTAC
GCGGECCACGC
TTCGTGCCTGA
GIGCCAGACC
TTCATGICCC
ACGACCCGCGA
GCGGEGAGCAG

GGCAAGCTGC
CCACCCTCTC
CGGAACGTGA
CTTCTGCCGG
ACCGCGACCG
CCAACCCAGG
ACTCATGCCC
CCCCGCCTCA
CCGECCTTCCC

ATA

51
101
151
201
251
301
351
401
451
501
551
601
651
701
751
801
851
901
951
1001
1051
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TGACCAGGAA CGGCCCACTG
TCTTCGATGA CCCGCGTCGT
CCCCTACATC GCCGCCCTGT
TCATCGCCCC CTCCTGEGTG
CCCGCACCCG AGGATCTGAC
CACCTGIGAG CCGTGCCAGA
AGGCCTTCTC GCCCGTCAGC
CAGGAGGATG CGGACGGECAG
GGTGTGCCTG CCAAGCEECG
AGGTIGECCGG CTGEGEGECCAC
TTCCTGCAGG AGGCGCAGGT
CCCGGACGTG CACGGATCCT
TCCTCGAGEG CGGCACCGAT
GIGTGTGAGG ACCAAGCTCC
CACCTGGGGA TCGCEECTGTG
ATGTGGCCTA CTACCTGGECC
CTCAGGGACT CATCTTTCCC
TGGGCCATGCG AAGGCAAGAT
CGCGCCAGGA TGGCGCAGGA
A

AGCTGCGEEC
TGGECEEECTG
ACTGGEGEGECCA
CTGACGECCG
GGTGGICGCTC
CGITGECCGT
TACCAGCACG
CTGCGCECTC
CCGCGCGACC
CAGITCGAGG
ACCGITCCTC
CCATCCTCCC
GCGTGCCAGE
AGAGCCCCGG
GI'GACCGCAA
TGGATCCGCG
TCCTTGGTGA
TGTGICCCAT
ACTCAATAAA

AGCGECTCCG
GIGECGECTAC
CAGITTCTGC
CTCACTCGCCT
GGCCAGGAAC
GCCCTCCTAC
ACCTGGCTCT
CTGICGCCTT
CTCCGAGACC
GGGCGGAGGA
TCCCTGGAGC
CGGCATCCTC
GIGATTCCGCG
CTCACCCTGC
CAAGCCAGGEC
AGCACACCGT
TTCCCCAGIG
TCCCCCAGTG
GIGCTTTGAA

F12 (NM 000505. 3) -

CAAGAGICTG
GCGGEEECECA
GCCGGCAGCC
GCAGGACCGG
GCCGTAACCA
CCCTTGCACG
GITGCGCCTT
ACGTTCAGCC
ACGCTCTGCC
ATATGCCAGC
GCTGCTCAGC
TGCGCAGGEGET
AGGCCCCCTG
AAGGCATCAT
GICTACACCG
TTCCTGATTG
AGAGAGTGCC
CGGCCACCTC
AATGCTGAGA

1101
1151
1201
1251
1301
1351
1401
1451
1501
1551
1601
1651
1701
1751
1801
*3
*53
*103
*153
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