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TRNTL (NM 182916. 3) - 2024- 05- 19

AGCCCGGAAG
GATGITGTAGT

GGCACAGECC

r pH sAr gPr

CAGTATCTAT
d nTyr LeuP

CACAGAAGGA
eThrA udy

AATTAAGAAT
| uLeuArgl |

CCTCAGGATA
Pr oG nAspl

GATGITTCAG

uMet Phed n

TGCGCGTGEC
TGGTIGACTCGC

AGTGCTGAAC
oVal LeuAsn

TCACAATGAA
heThr Met Ly

CTGAAGAGTC
LeuLysSerL

AGCAGGAGGA
eAlad ydy

TAGATTTTGC
| eAspPheAl

TCGGCTGGGA
Ser Al ad yl

GECGGTCECG
CTCTCCAGAT
Me

CGTAGGTGGA
Ar gArgTr pS

GITGCAGICT

sLeud nSer

TGACAGAATT
euThr d uLe

GCAGTGAGGG
Al aval Ar gA

CACCACTGCT
aThr Thr Al a

TTCGGATGAT
| eArghet ||

GCTGCGCGCAA
GCTGAGGTGC
t LeuAr gCys

GTAGGCTGIG
er ArgLeuCy

CCCGAATTCC
Prod uPheG

ATTTGTCAAA
uPheVal Lys

ATTTATTAAA
spLeulLeuAs

ACCCCTACTC
Thr ProThr G

AAACAACAGA
eAsnAsnArg

CAGCGEEECC
CTGTATCATT
LeuTyrHi sT

CCTTCCGAAG

sLeuProlLys

AGTCACTTTT
| nSer LeuPh

GAGAATCACG
d uAsnHi sG

TGGAGTAAAG
nd yVal Lys

AAATGAAGCGA
| nMet Lysd@d

GGAGAAAAGC
d yd uLysH

-29
22
8

72
24

122
41

172
58

222
74

272
91

322
108

&
<

c.126_128del AGA T49*

3
=


https://infevers.umai-montpellier.fr
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=2806&page=sequence&seq=cDNA&ancre=2806&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=2806&page=sequence&seq=cDNA&ancre=2806&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1854&page=sequence&seq=cDNA&ancre=1854&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=2779&page=sequence&seq=cDNA&ancre=2779&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1854&page=sequence&seq=cDNA&ancre=1854&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=2779&page=sequence&seq=cDNA&ancre=2779&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1856&page=sequence&seq=cDNA&ancre=1856&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1856&page=sequence&seq=cDNA&ancre=1856&prot=1

ACGGAACAAT
isdyThrll

CTACGGATTG
LeuArgl | eA

AACTGACTGG
r Thr AspTr p

TACTGCCAGG
eThr Al aAr g

ATGITCACCAC
spVal Thr Th

CAGAAAGATG
d nLysAspA

TGITTTTAGG
et PheLeud

GATTTAAAAA
AsplLeulLysA

ACAAGAGGAT
ed nd uAsp

TTGTAGACAA
| eVal AspLy

GAAAATGCAA
d uAsnAl aL

ACTGAAAAAA
uLeulLysLys

TCTATGATCT

TTTTGATGGC
yPheAspd y

ATAAGAAAGT
snLysLysVa

TATCTTAGAA
Tyr LeuAr gl

ACCTGGTGAC
sProd yAsp

AAGGCTTGGC
ysd yLeuAl

ATTCTTGITG
Il eLeuval G

TGATGTGGECT

CTTCATGAAG
LeuH sd uG

TGATGGAAGA
r Aspd yArg

CGGAACGCAG
| ad uAr gAr

ACTTTATTTG
Thr LeuPheA

TAGATTTGIT
| Ar gPheVal

TTTTAAGATA
| eLeuAr gTy

CATGATCCTG
H sAspPr oG

TGGAATATCA
ad yl | eSer

GTAACCATGT
| yAsnH sVa

CCTTATATAG

AAAATTTTGA
| uAsnPhed

CATGCTGAGG
Hi sAl ad uV

AGATCTCACT
gAspLeuThr

ACTACTTTAA
spTyr PheAs

GGACATGCTA
G yHi sAl aL

CTTCAGGTTT
r PheAr gPhe

AGACTTTGGA
| uThr Leud

GGAGAAAGGA
d yd uArgl

AAATCATTTG
| AsnHi sLeu

GITTACCTGC

GATTACTACA
ul l eThr Thr

TAGAATTTAC
al d uPheTh

ATAAATTCTA

372
124

422
141

472

Il eAsnSer M 158

TGGITATGAA
nd yTyrd u

AACAGAGAAT
ysGA nArgl |

TATGGGAGAA
Tyrd yArgl

AGCAATTCGCA
uAl al | eAl a

TTTGGGTGGA
| eTrpVval @

ATTCACCTTA

Il eH sLeul

TAATGCAAGT

522
174

572
191

622
208

672
224

722
241

772
258

822

Al148V R150C T154L 1155T M58V

L166S F167Tfs*9 Y173F

p.Leul76X R190I



https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=2807&page=sequence&seq=cDNA&ancre=2807&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=2807&page=sequence&seq=cDNA&ancre=2807&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1851&page=sequence&seq=cDNA&ancre=1851&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1851&page=sequence&seq=cDNA&ancre=1851&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1849&page=sequence&seq=cDNA&ancre=1849&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1843&page=sequence&seq=cDNA&ancre=1843&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1836&page=sequence&seq=cDNA&ancre=1836&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1858&page=sequence&seq=cDNA&ancre=1858&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1837&page=sequence&seq=cDNA&ancre=1837&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1849&page=sequence&seq=cDNA&ancre=1849&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1843&page=sequence&seq=cDNA&ancre=1843&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1836&page=sequence&seq=cDNA&ancre=1836&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1858&page=sequence&seq=cDNA&ancre=1858&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1837&page=sequence&seq=cDNA&ancre=1837&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1833&page=sequence&seq=cDNA&ancre=1833&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=2671&page=sequence&seq=cDNA&ancre=2671&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1850&page=sequence&seq=cDNA&ancre=1850&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1833&page=sequence&seq=cDNA&ancre=1833&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=2671&page=sequence&seq=cDNA&ancre=2671&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1850&page=sequence&seq=cDNA&ancre=1850&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=2690&page=sequence&seq=cDNA&ancre=2690&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1831&page=sequence&seq=cDNA&ancre=1831&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=2690&page=sequence&seq=cDNA&ancre=2690&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1831&page=sequence&seq=cDNA&ancre=1831&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=2935&page=sequence&seq=cDNA&ancre=2935&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1857&page=sequence&seq=cDNA&ancre=1857&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=2935&page=sequence&seq=cDNA&ancre=2935&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1857&page=sequence&seq=cDNA&ancre=1857&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1832&page=sequence&seq=cDNA&ancre=1832&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1832&page=sequence&seq=cDNA&ancre=1832&prot=1

| eTyr AspLe

TTAGAAGAAT
Leud ud uP

GCCAGTGACT
sProVal Thr

AATTGGATTT
ysLeuAsplLe

TTTATAGITA
Phel | eVal L

CCCATTGAAA
pProLeuLys

CAACTACTCG
| aThr Thr Ar

CTAAAGGAAA
LeuLysd uM

TGACATCAGA
sAspl |l eArg

TACAACAGTT
eud nd nLe

uAspVal Al a

TTGACAAAGT
heAspLysVa

CTTTTGGCCT
LeulLeuAl aS

GAGGTTGAAG
UAr gLeuLys

AAAATAGGAA
ySAsnAr gLy

CCCTATCAAG
ProTyrd nA

TGTATGTGAA
gVal Cysd@ u

TGCAGCAGTG
etd nd nTr

AAAGTGGGCA
LysVal d yl

GCGAGAACAG
uArgd ud n

ProTyrll eG

CAGTAAAAAT
| SerLysAsn

CATTATTCAA
er LeuPhelLy

ATCGCAAAAG
Il eAl aLysG

AGATTTAATT
sAsplLeul |l e

ACTTCATTAT
spPhel | el |

CTACTGAAGT
LeuLeuLysT

GTCCATTCCT
pSerllePro

TTTCTTCAGG
| eSer Serd

TGGAAAAAAA
Tr pLysLysS

| yLeuPr oAl

GITGATGGTT
Val Aspd yP

AGTACAAGAT
sVal G nAsp

AGGAGAAAAA
| ud uLysAs

AAAGCAACAG
LysAl aThr A

AGATTCTAGG
eAspSer Arg

ACCAAGGAGA
yrd nd yd

CCATTTCCTG
Pr oPhePr oV

AAAAGAAATT
yLysA ull e

GTGGTTACCA
erdyTyrd

aAsnAl aSer

TTTCACCAAA
heSer Pr oLy

GATGTCACAA
AspVal Thr L

CCTTGCCTTA
nLeud yLeu

ATAGTTCAGA
spSer Ser As

GAACCTCGATG
A uPr oAspA

GCACTGICTC
uHi sCysLeu

TAAGTGGCCA
al Serd yHi

GGGGCTCTAT
d yAl aLeulL

AATGGAAAAA
nMet d uLys

274

872
291

922
308

972
324

1022
341

1072
358

1122
374

1172
391

1222
408

1272
424

E77X

p.Leu313Ser A316V p.(d u318Argfs*11) c.948-949del AAi nsGG

(03]
N
(o)
—

D348V c.1054_1056+10del

K416E S418fs c. 1246del



https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=2694&page=sequence&seq=cDNA&ancre=2694&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=2694&page=sequence&seq=cDNA&ancre=2694&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=2691&page=sequence&seq=cDNA&ancre=2691&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=2693&page=sequence&seq=cDNA&ancre=2693&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=2908&page=sequence&seq=cDNA&ancre=2908&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=2691&page=sequence&seq=cDNA&ancre=2691&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=2692&page=sequence&seq=cDNA&ancre=2692&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=2693&page=sequence&seq=cDNA&ancre=2693&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=2908&page=sequence&seq=cDNA&ancre=2908&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1835&page=sequence&seq=cDNA&ancre=1835&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1835&page=sequence&seq=cDNA&ancre=1835&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=2780&page=sequence&seq=cDNA&ancre=2780&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1840&page=sequence&seq=cDNA&ancre=1840&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=2780&page=sequence&seq=cDNA&ancre=2780&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1840&page=sequence&seq=cDNA&ancre=1840&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1842&page=sequence&seq=cDNA&ancre=1842&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1842&page=sequence&seq=cDNA&ancre=1842&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1852&page=sequence&seq=cDNA&ancre=1852&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1852&page=sequence&seq=cDNA&ancre=1852&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1834&page=sequence&seq=cDNA&ancre=1834&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1853&page=sequence&seq=cDNA&ancre=1853&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1834&page=sequence&seq=cDNA&ancre=1834&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1841&page=sequence&seq=cDNA&ancre=1841&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=36&Id_mutation=1853&page=sequence&seq=cDNA&ancre=1853&prot=1

GATGAACTTC
Aspd uLeulL

AAGCAGAGCA
GGITTTAGAG
AACAACAAGCG
GATCCACCTT
GGAATAGITT
GITCAGCCTT
TAAAAAGT GG
TTGAAATAAC
TTATCTGAAT
AGTAAGTITTG
TTCATATGTA
ATATTTTTCT
CATGGGATTA
TTAATAAAAC
TGACAATGIG
AGIGITATTT
AAGATTTGAG
AA

TGAGITTACAT
euSer Tyr 1 |

TTTCTGGTAA
ACTACACCAG
GICTTATTTT
TCTGGATCTG
CACCTGAGAA
TTAAAAAAAA
TAACTGICTT
AGGGTTACCT
TCCAAAATAA
CATAAAATGT
CAGGATTTGT
GICACAATGA
ACTTGAGGGT
AAACATTGCGT
TATTAGGTGT
TATTAATTAA
TCCTAAATCGC

AAAGAAGACC
eLysLysThr

GACTAAATTT
AATAAAAGAC
GIGAATTATA
ATTTATATCA
AACATAGITG
CTGITTTTGC
GAAGAAAAAA
TAACAATGAC
ACCTGTGCTT
GAATACTAAA
TCTAGCAAGC
TTTCTTTATG
CACTATTGAG
ATTGGAAGAT
CATATACAAT
AAGGATATGG
TTTCATCAGG

TAAAACTGAT
St op

TCTCCCCTCC
AGTTTAGGGG
TATTTCAAGA
CTGAAATGTA
GCTATTATCT
ATAGGGTAGT
CGITTATTGT
TGTCTATGAT
AAAAAAGAAA
TGTGICCCCA
TATGCTTCAG
CATGCAGAGC
CCTATTAATT
AAATATGITT
GGTAATATGC
CTATTATTAT
TAAATAAAAT

GGCTACTAAA

CTCTTAATGA
ACCTCTGTAG
ACTAAACAGA
CAGITCTTTT
ATCTTAACCT
ACTAAGATCT
TTGITTGCAA
GIGICAGITC
TAATTGACCA
GITGCTGGCA
TATGIGGITG
CTGGGGAAGT
AATTATTGIT
ATGIGGTATC
CTGICTTTAA
ATATTCTCTA
GITATAATACA

*17

*67

*117
*167
*217
*267
*317
*367
*417
*467
*517
*567
*617
*667
*717
*767
*817
*867
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