GITGACTAGG
CTGAAGAAAC
AGCCCATTCC
GCACCTCAAG
CTGAGGAACA
ACATCTCCCC
GGACCTCCCT
CTCCTCCCTC
CTGTAGGTGC
GACGGTAAGA
CCCTCACCAC
AGATCCCTGG
Met Al ad

AAGAAGGAGG
LysLysd uG

CTCCAGGAGC
sSer Ar gSer

GCATGGAGGT
| yMet G uVa

CCCTGITCTT
CTGGGAGCCA
CTGCTCTGCG
GGITGATCTC
CAGAACAGTG
TCACCCTCAC
ATCAGCTGAC
CCCTGECTTT
CCTGCGATTT
GCCAAGGCAA
CTGGGAACAT
CGGAGCCTGG
yd yAl aTrp

AGCTGAAGGA
| uLeuLysd

TCTTCGGGTG
Ser Serd yG

GCECCTCGTAC
| Al aSer Tyr

NLRP1 (NM 033004. 4) -

CCTGCECTGGT
GCAGCCCEEG
GCTCCTCCCA
AGGAGTCCAG
AGCGTTGCCC
CCTCCCTGCC
TTCTTCCAGT
TCCTACCACT
ATAAAACTGG
AGGACAGCAC
CCCCCAGACA
GGCCCCCTGG
G yArgLeuA

GITCCAGCTT
uPhed nLeu

AGACACCCGC
| uThr Pr oAl

CTGGTGECTC
LeuVal Al aG

GCCCCAGGGC
GCTCCACTCT
CCCCACCTCT
GACCCAGGAG
ACACCCCATC
TGGCCCTGGA
GTCTTGCAGG
CCCCCTCTAT
GTTCCGAATG
TGITCTCTGC
CCCTCTTAAC
CCTGTITACTT
| aCysTyrLe

CTGCTCGCCA
LeuLeuAl aA

TCAGCCAGAG
ad nProd u

AGTATGGGGA
I nTyrd yd

CTGGAGAGGT
GCGGTTCTGAA
TCTCAGCCTT
AGGGAAGAAT
TCCCGTCACC
CCCCATCCCA
CCCCTCTGGG
CGCECGTCTAT
CTGAATAAGA
CTGCCTGATA
TCCGGGACAG
GGAGTTCCTG
uG@ uPhelLeu

ATAAAGCGCA
snLysAl aHi

AAGACGAGTG
LysThr Ser G

GCAGCGEGECC
ud nArgAl a

Vers

cDNA + Protein

o

-503
-453
-403
- 353
- 303
- 253
- 203
-153
-103
-53
-3
48
16

98
33

148
50

A54T A59P AG6V

198

2024-05-19


https://infevers.umai-montpellier.fr
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2976&page=sequence&seq=cDNA&ancre=2976&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2976&page=sequence&seq=cDNA&ancre=2976&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2296&page=sequence&seq=cDNA&ancre=2296&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2427&page=sequence&seq=cDNA&ancre=2427&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2294&page=sequence&seq=cDNA&ancre=2294&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2296&page=sequence&seq=cDNA&ancre=2296&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2427&page=sequence&seq=cDNA&ancre=2427&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2294&page=sequence&seq=cDNA&ancre=2294&prot=1

TGGGACCTAG
Tr pAspLeuA

CGCCCAAGCC
sAl ad nAl a

CAAGTGAACC
roSer d uPr

CTAATGCCCT
LeuMet ProT

GAGAAGGGTT
uAr gAr gVal

AAATCTCTGC
lull eSerAl

GAGTCTCCAA
d uSer ProS

GGGGAGCTGG
ud ySerTrp

AGGCTCCTGG
| uAl aProQ@

CCCTCCATAC
| aLeuHi sTh

CAGGAAGGEGEG
G nd ud yA

CCACCTGGGG
oHi sLeud y

GGATCCATGA
rplleH sd@d

TTGAGACAGC
LeuArgd nL

CTCACTCCTC

aSer LeulLeu

GCCAGGAGTC
erd nd uSe

GGATCCCCAC
d ySer ProP

GACCCAATGG
yThrd nTrp

CTGGGAGCAG
rTrpd ud n

CAGGCCACTC
| ad yHi sSe

TCTCCCAGCC
Ser ProSer G

ATTGCCGECG

uLeuPr oAl a

TGCCTGACAC
euPr oAspTh

TACCAAGCTC
Tyrd nAl aL

ACCCAACGCC
r ProAsnAl a

CTCAGCCCAG
rod nProSe

ATGCGGCTGA
Met G yLeuA

TCCCTCATTC
r Pr oSer Phe

AACCCACCTC
| nProThr Se

GGGTGCACCC
d yCysThr G

ATCTGGACGC
rSerd yArg

TTCCAAGCTC

euPr oSer Se

CCCACATCCA
ProThrSerT

CCTAGCACCC

r LeuAl aPro

GGTCACTGTG
rgSer LeuCy

CCCTACAGCC
ProTyr Ser P

CACCGCAGTG
r Thr Al aval

AGGCCTCAGA
I nd ySerd

CGCTGGAGAG
ArgTr pArgG

CCCAGACCAT
rProAspHi s

CAGCAGTGCT
hr Al aval Le

AGAGAGCAGG
Argd ud nG

248
83

298
100

348
116

398
133

448
150

498
166

548
183

598
200

CCTCTGGATG AAACGTCAGG AATTTACTAC 648
ProLeuAspG |l uThrSerd ylleTyrTyr 216

M 7T



https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=1804&page=sequence&seq=cDNA&ancre=1804&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=1804&page=sequence&seq=cDNA&ancre=1804&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3050&page=sequence&seq=cDNA&ancre=3050&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3050&page=sequence&seq=cDNA&ancre=3050&prot=1

ACAGAAATCA
Thrd ul | eA

ATGGGCAGCG
oTr pAl aAl a

CCCACCACCA
roH sHi sHi

TGGCCCTGGA
Tr pProTrpL

TCTACAAAGA
uLeud nArg

GCCCTGATTA
rpProAspTy

TTATTTGGCC
LeuPhed yP

GGGGGCTGCT
nd yAl aAl a

CCTCCEEGAG
| aTr pd yAr

TTCAGCTGCA

GAGAAAGAGA
rgd uArgd

GTGGTAGGAA
Val Val A yT

CCCATGGGAG
sProTrpd u

AAAATGAGGA
ysAsnd uAs

CCTCACCCCA
Pr oHi sPr oA

TGTGGAGGAG
rval G u@ u

CAGGCCTGGA
rod yLeuAs

GGAATTGGGA
dylledyL

AGGCCAGCTG
gd yd nLeu

GAGAGCTGEC

GAGAGAGAAA
uArgd uLys

CGCCCCCACA
hr ProPr od

CCTTCTGTGA
Pr oSer Val A

TTTTAACCAA
pPheAsnd n

GAAGCCAAGA
rgSer G nAs

AATCGAGGAC
AsnArgd yH

TACCCAAGAA
pThrd nd u

AGTCAACACT
ysSer Thr Le

TATGGGGACC
Tyr @ yAspA

CCAGTCCAAG

TCAGAGAAAG
Serd uLysG

GGCGCACACC
nAl aHi sThr

GAGAGAGCCT
rgd uSerLe

AAATTCACAC
LysPheThr G

TCCCCTGGTC
pProLeuVal

ATTTAATTGA

i sLeul |l ed

CCTCCCATAG
ProArgll eV

GGCCAGGCAG
uAl aArgd n

GCTTCCAGCA
rgPhed nHi

GIGGTGAGTC

GCAGGCCCCC
| yAr gPr oPr

AGCCTACAGC
Ser Leud nP

CTGITCCACA
uCysSer Thr

AGCTGCTACT

| nLeuLeulLe

AAGAGAAGCT
LysArgSer T

GATCAGAGAC
ul | eAr gAsp

TCATACTGCA

al Il eLeud

GTGAAGGAAG
Val Lysd uA

TGTCTTCTAC
sVal PheTyr

TCGCTGAGCT

698
233

748
250

798
266

848
283

898 R290G

300

948
316

998
333

1048
350

1098 G352W
366

1148


https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3055&page=sequence&seq=cDNA&ancre=3055&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3055&page=sequence&seq=cDNA&ancre=3055&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3052&page=sequence&seq=cDNA&ancre=3052&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3052&page=sequence&seq=cDNA&ancre=3052&prot=1

PheSer CysA

CATCGGAAAA
ull ed yLys

CTAGGCCAGA
er Ar gProd

TGGGTCTTGC
TrpVal LeuG

ACAGCCGGECG
od nProAl a

CCGAGGCATC
rod uAl aSe

ATTCCTTCTT
Il eProSerL

GTCCAGCAGG
uSer Ser Arg

CAATTAGAGC
| al | eAr gAl

TGTCTTGTGC
CysLeuVal P

rgd uLeuAl

GATGGGACAG
Aspd yThr A

GCGCECTCCTC
UAr gLeuLeu

AGGAGCCGAG
| Nnd uPr oSe

GATGCACTGC
AspAl aLeulL

CTTCCTGATC

r PheLeul | e

TGGAGCAGGC
eud ud nAl

AAGGAATATT
Lysd uTyr P

CTTTAGGITG
aPheAr gLeu

CCTGGGTGIC
roTr pVal Se

ad nSerLys

CCACTCCGGEC
| aThr Pr oAl

TTCATCCTCG
Phel | eLeuA

TTCTGAGCTC
r Ser d uLeu

TGGGCAGITT
eud ySer Le

ACGGCTCGGA
Thr Al aAr gT

ACGTTGGGTA
aAr gTr pVal

TCTACAGATA
heTyr Ar gTy

GTCAAATCAA
Val LysSer A

CTGGCTGGECC
r Tr pLeuAl a

Val Val Ser L

TCCCATTAGA
aProll eArg

ATGGTGTAGA
spd yVal As

TGTCTGCACT
CysLeuHi sT

GCTGGGGAAA
uLeud yLys

CCACAGCTCT
hr Thr Al aLe

GAGGTCCTGG
d uVal LeuG

TTTCACAGAT
r PheThr Asp

ACAAAGAGCT
snLysd uLe

TGCACTTGCC
CysThr CysL

euAl ad uLe

CAGATCCTGT
d nll eLeuS

TGAGCCAGGA
pd uPrody

GGAGCCAGCC
r pSer @ nPr

ACTATACTTC
Thrl | eLeuP

GCAGAACCTC
ud nAsnLeu

GGITCTCTGA
| yPheSer @

GAAAGGCAAG
G uArgd nA

CTGGCGCCCTG
uTr pAl aLeu

TGATGCAGCA
euMet d nd

383

1198
400

1248
416

1298
433

1348
450

1398
466

1448
483

1498
500

1548
516

1598
533



GATGAAGCGG
nMet LysArg

TCTGICTACA
euCyslLeuH

CAGCTCAGAG
d nLeuAr gA

GACCCTTTTC
sThr LeuPhe

TCATCTCCAC
| ell eSer Th

CTGAGCTACA
LeuSer Tyr S

GTCCTATGTC
t Ser Tyr Val

TCATAGATTT
| el |l eAsplLe

GGGGCATCAA
G yAl aSerT

AAGGAAAAAC
Lys@d uLysL

TTACCTTGCC
sTyrLeuAl a

ACCTCTGCTC
spLeuCysSe

AGTCCAGATG
Ser Pr oAspA

CTTCTTGAAG
r PheLeulLys

GCTTCATTCA
er Phel | eHi

TTGGAGGATG
Leud uAspG

GGAAAAGACG
ud uLysThr

CCACACGTTT
hr Thr Ar gPh

TCACACTGAC
euThr LeuTh

CAGGCTCTCC
d nAl aLeuG

TCTGGCTGCT
r LeuAl aAl a

ACCTCAGGAA
spLeuAr gLy

ATGGGTATTC
Metd yl |l el

CCTCTGITTC
sLeuCysPhe

AGAAGGGGAG
| uLysQ@ yAr

CTAGAAGCAT
Leud uAl aT

CCTATTGGGEC
elLeuLeudy

TTCCAAGACC
r SerLysThr

AAGCTCAGCC
| nAl ad nPr

GAGGCGCATCT
AudylleT

GCATGGGTTA
sHi sG@ yLeu

TTCAAGAGCA
eud nd uHi

CAAGAGTTCT
d nd uPheP

AGGTAAACAT
gd yLysHi s

ATGGAATACA
yrdylleH

CTGITAAGTG
LeuLeuSer A

ACCACAACCC
Thr Thr Thr L

ATTGGGACCC
oLeud yPro

GGCAAAAAAA
r pd nLysLy

GATGGGGCCA
Aspd yAl al

CCCCATCCCT

sProllePro

TTGCAGCAAT
heAl aAl aMe

TCTAATTGCA
Ser AsnCysl

TGGECCTGITT
sd yLeuPhe

ATGAGGGGEGA
spd ud yd

1648
550

1698
566

1748
583

1798
600

1848
616

1898
633

1948
650

1998
666

2048
683



https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3051&page=sequence&seq=cDNA&ancre=3051&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3051&page=sequence&seq=cDNA&ancre=3051&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3064&page=sequence&seq=cDNA&ancre=3064&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3064&page=sequence&seq=cDNA&ancre=3064&prot=1

GAGAGAGATG
uAr gd uet

TGATGCAGIG
euMet d nTr

GAGTCCCTCC
d uSer LeuH

AGTGATGGECC
nVal Met Al a

AGCTCTTAGT

| uLeuLeuVa

CTTCAGCTGA

Leud nLeul

GGTAGICCTG
t Val Val Leu

TCTTCTCCGT
euPheSer Va

GGAAACTCGC
G yAsnSer L

ACGCCCTCGEC

GAGAACATCT
d uAsnl | eP

GGTCCCGTCC
pVal ProSer

ACTGCTTGTA
i sCysLeuTy

CATTTCGAAG
Hi sPhed uG

GIGCACTTTC
| CysThr Phe

TTGAGGGCAG
| ed ud yAr

TTCAGGTGGG
PheAr gTr pV

CCTCAAGGTC
| LeuLysVal

TGAGCCACTC

euSer H sSe

TGCCTCCTGG

TTCACTGCCG
heH sCysAr

CTGCAGCTGC
Leud nLeulL

CGAGACTCGG
rd uThrArg

AAATGGGCAT
[ uMet d yMe

TGCATTAAAT
Cysl | eLysP

GCAGCACAGA
gd nHi sArg

TCCCAGICAC
al ProVval Th

ACCAGAAACC
Thr Ar gAsnL

TGCAGTGAAG
r Al aval Lys

AGACCCTCCG

GCTGTCTCAG
gLeuSerd n

TGCTGCAGCC

euLeud nPr

AACAAAACGT
AsnLysThr P

GTGTGTAGAA
tCysVal G u

TCAGCCGCCA
heSer Ar gHi

TCAACATGGA
Ser Thr Tr pS

AGATGCCTAT
r AspAl aTyr

TGAAGGAGCT
euLysd uLe

AGTCTTTGTA
Ser LeuCysL

GITGECTGEC

GGGAGGAACC
G yAr gAsnL

ACACTCTCTG

oHi sSer Leu

TCCTGACACA
heLeuThrd

ACAGACATGG
Thr AspMet G

CGTGAAGAAG
sVal LysLys

GCCCCACCAT
er ProThr Me

TGGCAGATTC
Trp@nlleL

GGACCTAAGT
uAspLeuSer

AGACCCTGAG
ysThr LeuAr

TGTGGECCTCA

2098
700

2148
716

2198
733

2248
750

2298
766

2348
783

2398
800

2448
816

2498
833

2548

F787_R843del



https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=1802&page=sequence&seq=cDNA&ancre=1802&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=1802&page=sequence&seq=cDNA&ancre=1802&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2292&page=sequence&seq=cDNA&ancre=2292&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2292&page=sequence&seq=cDNA&ancre=2292&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2298&page=sequence&seq=cDNA&ancre=2298&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2298&page=sequence&seq=cDNA&ancre=2298&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2921&page=sequence&seq=cDNA&ancre=2921&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2921&page=sequence&seq=cDNA&ancre=2921&prot=1

gAr gProArg CysLeuLeuG | uThr LeuAr

CAGCTGAGGA
hr Al ad uAs

CTGACCGAGC
LeuThr d uL

ACACCTTTCGC
sHi sLeuCys

AGCTGGICAG
| nLeuVal Se

GTCGCTTAGTG
Val LeuSer A

CCTGGATGAC
nLeuAspAsp

CCTGCAAACT
| aCysLysLe

ATGAGGCAGG
Met Argd nG

CTTCAGCAGA
ePheSer Arg

CTGCAAGGAC
pCysLysAsp

TGGACCTGAG
euAspLeuSe

CAGAGACTCGA
d nArglLeuA

CTGTGGCCTC
rCysd yLeu

CCAGCCCCAG

| aSer Pr oSe

GITGECGTGC
Val d yVval A

CATACCCCTG
ul | eArglLeu

AACTGAGGGC
| uLeuAr gAl

CCGAAACCAA
ArgLysProS

CTTGCCTTTG
LeuAl aPheG

CTTCAATGTIG
r PheAsnVal

GACAGCCGAG
rgad nProSe

ACGTCTGACT
Thr Ser AspC

CCTGAAGGAG
rLeuLysd u

GACTGCTCTG
rgLeuLeuCy

GGCECTGGACC
d yLeuAspG

CCTGGAGCAG
aLeud ud n

GITGTGATGAC
er Val Met Th

gLeuAl ad y

GGCTGAGAGC
| yLeuAr gAl

CTCACGGATG
LeuThr AspA

CTGCAACCTA
r CysLysLeu

GCTGCCAGGA
ysCysd nAs

CTAGACCTGC
LeuAspLeuG

TGAGGGECTC
sd u@ ylLeu

AGACAACTCT
| nThr Thr Le

GAGAAACCTC
d uLysProG

CCCTACTGAG
rProThr@ u

Cysd yLeuT

CAACCAGACC
aAsnd@ nThr

CTGGAGCCAA
| ad yAl aLy

CAGCGACTGC
d nArgLeuG

CCTGGCCTCT
pLeuAl aSer

AGCAGAACAA
| Nnd nAsnAs

AGGCATCCTG
Ar gHi sPr oA

GAGTGATGAG
uSer Aspd u

AGCTGCTCAT

| nLeuLeul |

GGCCTGGATA
A yLeuAspT

850

2598
866

2648
883

2698
900

2748
916

2798
933

2848
950

2898
966

2948
983

2998
1000



https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3056&page=sequence&seq=cDNA&ancre=3056&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3056&page=sequence&seq=cDNA&ancre=3056&prot=1

CGGGAGAGAT
hrd yd uMe

TCAGAGAGCG
Ser G uAr gA

CGTGAGCAAG
pVal Ser Lys

AGGTAGTACC
| uval Vval Pr

GACCTCGCATA
AspLeuH sT

GCGECCTGTG
rd yProVval

TTCACTTCCC
al Hi sPhePr

TTTGTGATGA
PheVal Met A

CCAGITCCTG
pd nPhelLeu

GAGTAATAGC
t Ser AsnSer

CGGCTTCCCA
| aAl aSer Hi

ATCTTCCCAA
I | ePhePr ol

GGIGGAACTC
oVal d uLeu

CGAACCCTTT
hr LysProLe

GCTACTGAGG
Al aThrd uVv

TGTAGCTGGC
oVal Alad y

GAGAAGCGGT
rgd uAl ava

GGTGAGATCA
AydulleA

ACATCCTCAC
Thr Ser Ser L

TGITGCTCAG
sVal Al ad n

TTGCTGAGAT
| eAl ad ul |

TTGTGCGTGC
LeuCysVal P

GGGGACTGAC
ud yThr Asp

TAGTTGACAA
al Val AspLy

TCCTACCGCT
Ser Tyr ArgT

GACCGITGAG
| ThrvVal G u

ACCCACAGCA
snProd nHi

TCAAGCGGCA
euLysArgd

GCTAATCTCA
Al aAsnLeulL

TGCAGAGGAA
eAl ad ud u

CTTCTCCTGC
r oSer Pr oAl

GATGACTTCT
AspAspPheT

AGAAAAGAAC
sd uLysAsn

GGCCCAACAC
r pProAsnTh

ATTGAATTCT
Il e uPheC

CACCTGCATG
sSer Tr pMet

GAGACTCGGA
nArgLeud y

AACTCCTGGA
ysLeulLeuAs

AGCTCCCCAG
Ser Ser Pr oG

CTCTCAAGGEG
aSerd ndy

GGGGECCCCAC
rpd yProTh

TTGTACCGAG
LeuTyr ArgV

GGGTCTCTGC
rd yLeuCys

GIGIGTGGGA
ysVal Tr pAs

GTGGCAGGEC
Val Al ad yP

3048
1016

3098
1033

3148
1050

3198
1066

3248
1083

3298
1100

3348
1116

3398
1133

3448
1150

F1102L R1109C



https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3009&page=sequence&seq=cDNA&ancre=3009&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3057&page=sequence&seq=cDNA&ancre=3057&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3009&page=sequence&seq=cDNA&ancre=3009&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3057&page=sequence&seq=cDNA&ancre=3057&prot=1

CTCTGCTGGA
roLeuLeuAs

CCTCACTTTG
Pr oH sPheV

AATGGCCCAC
nhet Al aHi s

TGGAGCTGCA
al d uLeuH

GITCCTCCTGA
Val LeuLeulL

TGIGGTGITG
r Val Val Leu

TCTACCTGAT
euTyr Leul |

GAAATGAAAT
d uMet LysP

ACTTTATATG
oLeuTyr Met

TGGAAATACT

CATCAAGGCT
pll eLysAl a

TGGCTCTCCA
al Al aLeud

TTTAAAGAGG
PhelLysd uG

TCACATAGIT

sHi sl | eVval

AAATGATCCA
yshet || eHi

CTTTACCACC
LeuTyr Hi sA

CCCAAGTGAC
eProSer Asp

TCCAGITTGT
hed nPheVa

GGCTGTCGTT
d yCysArgT

CCCCAACGAA

GAGCCTGCGAG
d uProd yA

ACGGGGGCCAT
nd yd yH s

AGGGGATGCT
| ud yMet Le

CTGGAAAACC
Leud uAsnP

TAATGCCCTG
sAsnAl aLeu

GCGTCCATCC
rgVval Hi sPr

TGCTCCATTC
CysSerll eA

GCGAATCCAC
| ArglleH s

ACACTGIGTC
yr Thr Val Se

CTGGAGCTCT

CTGTGGAAGC
| aval d uAl

GTGGACACAT
Val AspThr S

CCTGGAGAAG
uLeud uLys

CCACGCTTCTC
r oSer PheSe

CGCTTCATTC
ArgPhel | eP

TGAGGAAGTC
od ud uVval

GGAAGGCCAT
rgLysAl al |

AAGCCACCCC
LysPr oPr oP

TGGGTCTGGT
rdySerdy

GCTATCGAAG

TGTGCACCTC

aVal Hi sLeu

CCCTGITCCA
er LeuPhed

CCAGCCAGGG
Pr oAl aAr gV

CCCCTTGGEA
rProLeudy

CCGTCACCTC
roVal Thr Se

ACCTTCCACC
Thr PheHi sL

AGATGATCTA
eAspAspLeu

CGCTGACCCC
roLeuThr Pr

TCAGGGATCGC
Serd yMet L

CCCTGGAGAA

3498
1166

3548
1183

3598
1200

3648
1216

3698
1233

3748
1250

3798
1266

3848
1283

3898
1300

3948

P1214R P1214L


https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2714&page=sequence&seq=cDNA&ancre=2714&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=1803&page=sequence&seq=cDNA&ancre=1803&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2714&page=sequence&seq=cDNA&ancre=2714&prot=1

eud ul |l eLe uProLysd u

GACCAGCTGT TCTCGGAGIT
Aspd nLeuP heSer d uPh

GCTGCAAGTG AAAGACAAGA
gLeud nVal LysAspLysL
TGAAACCAGG AGATCTCATG
al LysProd yAspLeuMet

ATACCCGTAC
Il eAl aval P

CTTCACCTCT
roSer ProLe
CCAGTATCGA GAGCAGCTGA
pd nTyr Arg G ud nLeul
TGGACAAACT GCATGGACAG
euAspLyslLe uH sE@ ydn
CTGGCTGAGA ACACGAGGCC
LeuAl ad uA snThr Ar gPr
CCAGTCCTGG

rdnSerTrp

GACCGGAAGT
AspArgLysC

AGACCCATCC
| uThr Hi sPr

TCACCTCATT

oHi sLeul |l e

Leud uLeuC ysTyr ArgSe

CTACGTTGGEC CACTTGGGAT
eTyrValdy HisLeudyS

AAGATGAGAC TCTGGTGTGG
ysAspd uTh rLeuVal Trp

CCTGCAACTA CTCTGATCCC
ProAl aThr T hrLeul | ePr

GGATGCCCCG CAGTITGCTGC
UAspAl aPro G nLeulLeuH

TAGCCCGAGT GACATCGGTG
| eAl aArgVa | Thr Ser Val

GTGCTGAGCC AGGAGCAGTA
Val LeuSer G | nd ud nTy

CAGCCAGATG CGGAAGCTGT
oSerd nmMet ArgLysLeuP

GCAAAGATGG ACTCTACCAA
ysLysAspd yLeuTyrd n

ATGGAACTCT GGGAGAAGGEG
Met G uLeuT rpd uLysd

rProd yd u 1316

CAGCGATCAG
erdylleAr

3998
1333

GAGGECCTTGG
d uAl aLeuV

4048
1350

TCCAGCCCCC
oPr oAl aArg

4098
1366

ACTTTGTGGA
i sPheVal As

4148
1383

GAGGITGICT
d uVval val L

4198
1400

CGAGAGGGTG 4248
rd uArgval 1416

TCAGCTTGAG 4298
heSer LeuSe 1433

GCCCTGAAGG 4348
Al aLeuLysG 1450

CAGCAAAAAG 4398
ySerLysLys 1466

Q1384P

N1420K S1424C



https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3053&page=sequence&seq=cDNA&ancre=3053&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3053&page=sequence&seq=cDNA&ancre=3053&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3048&page=sequence&seq=cDNA&ancre=3048&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3054&page=sequence&seq=cDNA&ancre=3054&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3048&page=sequence&seq=cDNA&ancre=3048&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3054&page=sequence&seq=cDNA&ancre=3054&prot=1

GGACTCCTGC
A yLeulLeuP

GAGTCCTGEC
AAACAAGITG
GATGATGCCT
GGCCCCAGTC
CTGGCAAGAC
GCCAAGCCTA
GGGACATGGA
TTGGGEGTTCA
ATCTACAAGA
AATAAAGGAG
TTTTTACCAG
AATTAAAAAA
ACCTACTCCA

CACTCAGCAG

roLeuSer Se

TTTGECTGAC
CCATCTGGTT
TTGCTGGGCA
CAGGTGCECCT
CCCTGCAGAC
GAGCCCTCCG
ACCATTTGCC
GCGTGEGAGG
GCAAGCCAAC
TATCACAGCT
AAAACCCCTA
ATACAAAAAA

CTGAAGTATC
r St op

CCTTCTTTGG
TGCCTTCCAG
TTATGIGTCC
AACACCATCT
CTCATAGAGC
GATCCCATCC
TCTGECTGTIG
CCACGTGGAT
AGAGTAAAGT
CTTTTAGAAT
TAAATTAAAA
GAAAAAATGA

AACACCAGCC

GICTCAGITT
CACTAAAGTA
ATGCCAGGGA
CAGGGAATGT
CTCATCTGGT
AGGCGCCAAAG
TCACAGEGTG
TCTTGCCTTT
GGAAGGAAGT
TTGTCTAGCA
ATTTTTTACT
AAATAAAGGA

CTTGACCCTT

CTTTCTCTGC
ATGGAACTTT
TGCCACAGEG
CCATCTGGAG
GGCCACAGCA
AGGAATAGGA
AGCCCCAAAA
GTACAGGAAG
TTATTCAGAA
GCCTTTCCAG
TAAATTTAAG
ATAAGAAGIT

*26

*76

*126
*176
*226
*276
*326
*376
*426
*476
*526
*576
*626

NLRP1 (NM 033004. 4) -
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cDNA + Protein

Vers
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