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TACCTCCAGGGGTCAAGTGATGCTCCCACCTCAGCCTCCCAAGTAGCTGGGACTATAGGCGTGTTCCGTC

ATGCTTGGCTAATTTTTTTTTTTTTTTTTTGTAGAGATGGGATCTCCCTGTGTTGCTTAGGCTGGTCTCA

AACTTCTGGGCTCAAGTGATCCTCCTGCCTTGGCCTCCCAAAGTGCTGGGATTACTGGAATGAAATCAAG

GCACAGAGCAAGCTGGGCTTTGGAGCAACCCACCAGGCTTCAAGTCCCCACTCTCAATTACTTAAACCAG

TTATTTCACCTCCCTGAGCCTCGGATTATCCATCTATAAAATGGGGCTAGAATTATACCTACCTGACAGG

GTGGCTGGTGAAATGATATACAAGTGAAGTGATATATGCAACACTTGGCATAATGTCTGGAACAAGGTAA

ACACTTTATTATTATTATTATTATTATAATTTAGGTTGATGCATGGGGATTTTATAACCTACACTCAAAC

AATGTAGGTCAGATCATTTTTCTTTTCTTTTCTTTTCTTTTCTTTTGAGACAGTCTCGCTCTTGTTGCCC

AGGCTGGAGTGCAGTGGCCTAATCTCTGCTCACTGCAACTTCCACCTCTCAGGTTCCAGCGATTCTCCTG

CCTCAGCCTCCCAAGTAGCTAAGATTACAAGCGCCCACCACCACGCCTGGCTAATTTTTGTTTTTAGTAG

AGATGGGGTTTCACCATGTTGCTCAGGCTGGTCTTGAACTCCTGACCTCAAGTGATCCACCCATCTCGGC

CTCCCAAAGCGCTGGGATTACAGGCATGAGCCACTGTGCCAGGCCTGCAATTACTTTTGCTCCTACCTAA

TATCATCCCCACAACCGCCTTCTGGGCAGAAACCGGCAGGCTCTCTTGGAGAAGTCACAGGCGTGGCCAT

TTCCTGCAAAGAGCCAAACCCCCATTCCTCTGTGCCCCTCCTCTCCCACCAAGTGCTTTATAAAAATAGC

TCTTGTTACCGGAAATAACTGTTCATTTTTCACTCCTCCCTCCTAGGTCACACTTTTCAGAAAAAGAATC

TGCATCCTGGAAACCAGAAGAAAAATATGAGACGGGGAATCATCGTGTGATGTGTGTGCTGCCTTTGGCT

GAGTGTGTGGAGTCCTGCTCAGGTGTTAGGTACAGTGTGTTTGATCGTGGTGGCTTGAGGGGAACCCGCT

GTTCAGAGCTGTGACTGCGGTGAGTGTTTCTAAACACCCTTGGTTTGGGGGTAGCAAAGGGCAATGGAAT

GGAGGCTTTCTCAAACCTCACCCCTGACCCCAGGACTCAGGCCCAGCTCATCAGGGCTTTGAGGGAAGGT

TCCTACCTCCCTTCCTGAGGAACAGGAAATACCCTCCTTCCCAGCACCAGTAAAGCTGCGGTTTGGAGAA

ACGCCAGGGCTAGAGTGTTGTGGAGAAACCAATCGTTGTTAACATCTCATTTTCAGGCTGCACTCAGAGA

AGCTGCCCTTGGCTGCTCGTAGCGCCGGGCCTTCTCTCCTCGTCATCATCCAGAGCAGCCAGTGTCCGGG

AGGCAGAAGGTAGGCTCAAGATCAGCCTGGCAGAACGCCAAACCTAGGGCCCCTGGCACCCAGAGGCGAG

GGGGTGCCTGCTGGCTGCCCTGTCCCCACTCCCTGAGCTCTGTTTTCCACTTTGTTGACTAAGGTCCTCC

CTGGGGTGGGTTCCGGGGACAGGGGAACCCAGGTCCCCAAGGGTTCTTGGTTGGGTACGGCTGCACAGGA

CAGCTTCAAGTCTGGGTCTGGGATAGTTGCTGCCTTCTTTCTTCACCACACCTGTGGTCTCCCTGGGTCT

TGGTGGGGCGTGTATGTGCAGGCCCTGCTCTGTTTTCAGCAAACCTCGCTGAGACAGGAGCTTTGGGGTG

ACTTATTCCCAGCCTGCCTCCTAGAGGTGTCTCTAAGAGCAGCCTCTGGGAGTGGCTGGGCACCAGGGAA

AGGGGAACTGGGAGGAAGTGCCCAGCCAGAGCCTCAGTCCCAGAAGGGCAGGAGGGCAAGGGGAGAATGG

TCATGGATTTCTTGGTGCCCACAGATGCCCCACTCCAGCCTGCATCCATCCATCCCGTGTCCCAGGGGTC

ACGGGGCCCAGAAGGCAGCCTTGGTTCTGCTGAGTGCCTGCCTGGTGACCCTTTGGGGGCTAGGAGAGCC

ACCAGAGCACACTCTCCGGTACCTGGTGCTCCACCTAGCCTCCCTGCAGCTGGGACTGCTGTTAAACGGG

GTCTGCAGCCTGGCTGAGGAGCTGCGCCACATCCACTCCAGGTGACTCACTGCAGTACCCAGGGACGGGG

TATCCAACGTGTGTCACTCCCTTGATGCCTAGCCCTGCCCCTCCTTGAACCTCTCTGGCTGAGCTGGGCT

GGGGGCTGGGGTCTGGGGTCTGGCTGTCACTCACAGGTACCGGGGCAGCTACTGGAGGACTGTGCGGGCC

TGCCTGGGCTGCCCCCTCCGCCGTGGGGCCCTGTTGCTGCTGTCCATCTATTTCTACTACTCCCTCCCAA

ATGCGGTCGGCCCGCCCTTCACTTGGATGCTTGCCCTCCTGGGCCTCTCGCAGGCACTGAACATCCTCCT

GGGCCTCAAGGTATGACACAGGGGGAGGTAGAAGCTCTGGCCAAGTGGTGGCTGTGGCTGGTGTGACCTG

CCCTGAGCTGAGTACTGGGAGTGGGACTGGTTTAAAGGCTGGAGTCCATGGAGTAGAACCTATAATGTCC

TGGAACAGTGGGTTTGGCAATGGCAAAAGAGGGATCAAGTCAGGAGCAGGTTGGGAAGCCTTGGAGGAGG

AGGAGGAGTTCTCTGGGTGTCCTTGATGGAGGCCCCCCAGCCACATCCTGCTGTCCACAGGGCCTGGCCC

CAGCTGAGATCTCTGCAGTGTGTGAAAAAGGGAATTTCAACGTGGCCCATGGGCTGGCATGGTCATATTA

CATCGGATATCTGCGGCTGATCCTGCCAGGTGGGCCATCCTCTCTGCCCCCATTTCTCGATCTACAAAAC

AGACACTAAGACACACAGCCTCTTGTGTTTCTAAACACACAGAACTCACTATATTTTTCAAAGCATTTTC

ATGTCTACCAAATCCTTTAATCCCAAGGCATGAAGGATGTTGCTATGATGCCTAGTTTGCAGAAAGGAAT

ATGGGGCTTAGAGCCATTAAGTGACTTGCCCAAGGTCACTTGTGAATTCTTTTTTTTTCTTTTTGAGAAG

GAATCTCCCTCTGTCGCCCAGGCTAGAGTGCAGTGGTACCATCTCGGCTACTGCAACCTCCTCCTTCCAA

GTTCAAGTGATTATCCTGGCTCAGGTTCCCGAGTAGCTGGGATTATAGGCACCCACCACAACGCCCGGCT

AATTTTTGTATTTTTAGTAGAGACAGGGTTTCACCGTATTGGCCAGGCCGGTACAAACTCCTGACCTCAA

GTGATCCGCCTGCCTTAGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCCAGCTGTAAATTCTTTCAA

TAAATATTTACTGCATGCTGTGTGCTCTCATGTGCCTTTTCTAATTCACACCCTATGAGGAAGGAATAAT

CTTTATTCCTGTTTTATTTTATTTATATATTTTTTAAAAAGAAGAGGGTTTTGCTATGTTACCCAGCCTG

GTCTCAACTCCTGGGCTCAAGCAATCCTCCTGCCTTGGCTTCCCAAAGTGCCGAGATAACAAGCAGGAGC

CACCAAGCCCATACCTATTTTAGATTTTTTTTTTTTTTTTTTTTTGAGACAAAGTCTCACTCTGTTGCGC

AGACTGGAGTGCAGTAGCACAATCTCAGCTCACTGCGACCTCTGCCTCCTGGGTTCAGCCTCCCAAGTAG

CTGGAATTACAGGTCCCTGCCACCGGCATGGCTTTTTTTTTTTTTTTTTTTTTTTTTTTTGTATTTTTAG

TAGAGACAGGGTTTCACCATGTTGCCCAGGCTGGTCTTGAATTCTTGACCTCAAGTAATCCACCCACCTT

GGCCTCCCAAAGTGCTGGGATTACAGACATGAGCCACTGCACCAGCCTTAGATTTTTTTTTTTTTTTAAG

ATGGAGTTTCACTTTTTCACCCGGGCTGAAGTAGAGTGGCACAATCTGGGCTCACTGCAACTTCTGCTTC

CCAGGTTCCAGTGATTCTCCTGCCTTAGCCTCCCAAGTAGCTGGGATTTTAGGTGCCTGCCACCACGCCC

GGCTAATTTTTGTATTTTCAGTACAGACGGGGTTTCACCATGTTGGGTAGGCTAGTCTCAAACTCCTGAC

CTCAGGTGATCCACCCACCTCGGCCTCCCAAAGTGCTAGAACTATAGGCATGAGCCACTGTGCCTGGCCT

TTTTTTTTAAGTGCAGTTCTGAGAGGTAAAGTGATTTATCCGATATCACATAGCTTAGAGAGAGGAAGAG

AAAGGATTTGAACCCAGGTTTGTCCAGAGCCTGGACCCTAGACCACTGCACCGTGGAGCCTGTGTTTGTT

GTTGTTGTTGTTGTTGTTGTTGTTGTTGTTGTTGTTGTTGTTGTTTTGAGATGAAGTCTCTTTCTGTTAC

CCAGCCTGGAGTACAGTGGTGACAAGATCTCAGCTCACTGCAACCTCTGCCTCCCAGGTTCAAGTGATTC

TCCTGCCTGAGCCTCTTGAATAGCTAGGATTACAGGCACGTGCCACCATGCCTGGCTAATTTTTGTATTT

TTAGTAGAGACAATGTTTCACCATGTTGCCCAGGCTAGTCTCAAACTCCTGACCTCAAATGATCCACCTG

CCTCAGCCTCCCAAAGTGCTGGATTACAGGCGTGAGCCACTGTGCCTGCCCTAAGCCTGTGTGTTTTATT

CTTCTGACTTGCAGGCTAAAGCGGCAGCTCTTCCATATCTCATTGCTATCTCCTAGGGCTTCCGCTAGGA

GACTGATCTGGGGCTAGAGGCCTCCCTCTGTGCACACGAGAATGCTGGAAATGTCACCTCTCAGGGCTCT

GCCTGCCTCTCAGCCCTGAAAGCCATGGTGGAAAGGGGTGGCGCTGACATAGACATCTGAGGAAAGAAGT

GAGGGAGGGTAAAGGGTGGTGCAGTAAGAGGAGGGGTGGGGAGGGCTTTTGGAGGCGCTGCCCCTCCTGG

CCTCCTGTACAATGAGAGTGCACTGGACTCTCCATTCTCTGGCACCCACACACTGCGGGGGCCAATGACC

TGGGTCTCACTCCTGAATCAGGTGGGAGATAGGGTTAGCAGGAATAACTTCTTGGGCTTCCCTGCCTCAG

AGCTCCAGGCCCGGATTCGAACTTACAATCAGCATTACAACAACCTGCTACGGGGTGCAGTGAGCCAGCG

GCTGTATATTCTCCTCCCATTGGACTGTGGGGTGCCTGATAACCTGAGTATGGCTGACCCCAACATTCGC

TTCCTGGATAAACTGCCCCAGCAGACCGGTGACCATGCTGGCATCAAGGATCGGGTTTACAGCAACAGCA

TCTATGAGCTTCTGGAGAACGGGCAGCGGGTAAGTGTGCAGGGGAGTGGGGGTCTCTGAGGAGGGGTCAG

GACCCCAGAACCCTGGGCCCTAGCCAAGCACTGATGAAAATTCACTGCCCTTCTCTGAGCTGTAGTGTCC

CTAGCTGGTCCCAGGTCTGGGCAGGATTCAGCTCTGAATGATAATGATGAGTAACATTTATCGAGCACTT

ACTACAAGCTGGATGCTATTCTGGGTGTGTCATCTGATCACCTCATTGAATTCTCACCACCACCCTATGG

GGTAGGGACTGTTAGCATTCCCACTTTACAGAGGAGGACACTGAGGCTCAGAGACACCGTAGGAAAGTGG

ACGATTTAAACTTGACTGTACCATGCTCTTGACCATAAAGCTGCCCCAGACGAAGGCTGTGAGAACATCT

GAAGGATTCATGTGGGTGCAGGGGAACCCAGACCAGAGTTGAACCCAGAGCCTAGCCCCAGACCTGATTC

CCAGCTGGAGCAGTTGACAGCCTCGGGTCTTGCCCTAGGATCTTGGAAGAAGGATCTGTGAAGGGTAAAT

TTAGCCCAGCCGTGTCCCTGATTTCAGAGTTGGGTATCAGAGGCAAAGGCAGGCCAGACAGCATAGACCC

CATTAGGGTGGCCACCTCCCAGGACTCTATCGTTACAGGCTGAGGGAGTGGGGCCTCAGCCCGTGGCACT

GGGGGCCAGAGCCTGGACTGGACCCTCCATTCTCCATCCGCCTGGCCCCTGGCTTAGTCTGGTCTTCCTC

TTACCTCCTCTAGGCGGGCACCTGTGTCCTGGAGTACGCCACCCCCTTGCAGACTTTGTTTGCCATGTCA

CAATACAGTCAAGCTGGCTTTAGCCGGGAGGATAGGCTTGAGCAGGCCAAACTCTTCTGCCGGACACTTG

AGGACATCCTGGCAGATGCCCCTGAGTCTCAGAACAACTGCCGCCTCATTGCCTACCAGGGTGAGGGGTT

GGTAGGGTGAGGGGTTGATAGGCTGGAGGGCAGGAGGAGTCAGGGGTCCCAGGGTCTCCCAAAGAGTCAG

AAGGGGCTATGGAGCACCATGCCCTGGGCCTGTCCTTCCTTCCCTGGGAGAAGCCCCCTCTTCCCAGCAC

ACCAGATTGCTTTTTAGGTCTTTGACTGTAATCCCTCAGGGGAGCCTGAAGAGGTGGGTTCTAGGGGCCT

CTCACTTCATCTAGGATTCCAGAGGAAACAGAAGAGTCCCAGGCCAGTATGTACTGGGCACAGGAGACTA

GGGCTGCAGCCTCGGCTCTACTACTCCCTCACTGTGTGACCTCGGGCAGGTTTCTGCTCCTCTCTGAGCA

TTAGCTTTAAAAGTAAGAGGGTGGAATTTCATTCTCTCTGAAATCACTTTTTTTTTTTTTTTTTGAGATG

GAGTCTCACTCTGTTGCCCAGGCTGGAGTGAAGTGGCTCGATTTCGGGTCACTGCAACCTCCACCTCCCG

GGTCCAAGCGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCGCCCGCCACCATGCCCAGC

TAATTTTTGTATTTTTAGTAGAGACGGGGTTTCATCATATTGGCCAGGCTGGTCTTGAATTCCTGACCTC

ATGATCTACCTGCCTCGGCCTCCCAAAGTGCTAGGATTACAGGCGTGAGCCACTGTGCCAGGCCTGAACC

ACTTCTACCTCTAGGATTCTATGAAACTCTAGTCCCAGTGGCTGGGGCTTGGGTAGGAAGGGGGGTAGGG

AGGGTTAGGGGATCTTCCCAGCAAGTTCTCTAGGTATGTTTGAGTGGGAATGGGTAAGATCCTCATTACT

CTCTCCCCTATCTCCCTGTTCCAGAACCTGCAGATGACAGCAGCTTCTCGCTGTCCCAGGAGGTTCTCCG

GCACCTGCGGCAGGAGGAAAAGGAAGAGGTTACTGTGGGCAGCTTGAAGACCTCAGCGGTGCCCAGTACC

TCCACGATGTCCCAAGAGCCTGAGCTCCTCATCAGTGGAATGGAAAAGCCCCTCCCTCTCCGCACGGATT

TCTCTTGAGACCCAGGGTCACCAGGCCAGAGCCTCCAGTGGTCTCCAAGCCTCTGGACTGGGGGCTCTCT

TCAGTGGCTGAATGTCCAGCAGAGCTATTTCCTTCCACAGGGGGCCTTGCAGGGAAGGGTCCAGGACTTG

ACATCTTAAGATGCGTCTTGTCCCCTTGGGCCAGTCATTTCCCCTCTCTGAGCCTCGGTGTCTTCAACCT

GTGAAATGGGATCATAATCACTGCCTTACCTCCCTCACGGTTGTTGTGAGGACTGAGTGTGTGGAAGTTT

TTCATAAACTTTGGATGCTAGTGTACTTAGGGGGTGTGCCAGGTGTCTTTCATGGGGCCTTCCAGACCCA

CTCCCCACCCTTCTCCCCTTCCTTTGCCCGGGGACGCCGAACTCTCTCAATGGTATCAACAGGCTCCTTC

GCCCTCTGGCTCCTGGTCATGTTCCATTATTGGGGAGCCCCAGCAGAAGAATGGAGAGGAGGAGGAGGCT

GAGTTTGGGGTATTGAATCCCCCGGCTCCCACCCTGCAGCATCAAGGTTGCTATGGACTCTCCTGCCGGG

CAACTCTTGCGTAATCATGACTATCTCTAGGATTCTGGCACCACTTCCTTCCCTGGCCCCTTAAGCCTAG

CTGTGTATCGGCACCCCCACCCCACTAGAGTACTCCCTCTCACTTGCGGTTTCCTTATACTCCACCCCTT

TCTCAACGGTCCTTTTTTAAAGCACATCTCAGATTACCCAATGTGAGTGTGTCGTCTTTTTCCTGCTGGA

CTCTGACCGATATAACAGATGGGAATTACTGTCCCTAATGTCCAAACCTGCCTGCACATGCATGCCTCCC

TGCACCCCTCCTCATCTTGGTACAGGGCAGCAGGGTGCTGCGTGTCATTTACCATCTGGACAGAGCCTAC

CAGTTGGGCTGAGGGCACCTGTCCTTTCAGTGCCTTTCTCTTCAGTGAGAGGCTTGGGGAGCAGGGACCA

TAGGCTGGCCTGAGCCAGCACACAAATGATGCCATGAAGGAACACAGCTGTGTCCTGGGCAAGGGGCCAC

TCAAAGGAGCAGGTGTCACTATAGGTGCCAGATGAGAGAGCCTGCAAACGGACAAGGGGGAAAGAGTTTG

TGTGATGAGATGGGACAGTCCCTGGAGGGCCTTGGACAGCACAGCCAGCTGCCGTGCCATACCTTCCACC

ATCACGGTTACAACTGAGCCACTGATTCAACACTGTGGTGGCACAGCTGTCCCCATCTGGGAGGGAAGGC

AGCCCATCTCTGTTAGTTCCATTTGTCTCACCAAGCTGGGCTCCTTCCCTCCCTCCCACCTTTTTTTTTT

TTTTTTTTGAGTTGGAGTTTCGCTGTTGTCACTCAGTCTGGAGTACAACGGCACGATCTCAGCTCACTGC

AACCTCCGCCTCCCGGGTTCAGGCGATTCTCCTGCCTCAGTCTCTTGAGTAGCTGAGATTACAGACATGC

ACCACCATGCCCGGCTAATTTTGTATTTTTAGTAGAGACGGGGTTTCGCCAGGCTAGTCTTGAACTCCTG

ACCTTGGGTGATCCTCCCACCTTGGCCTCCCAAAGTGCTAGGATCACAGGCATGAGACACCGTGCACTGT

GCCTGGCCTGTTTTGGTTTTTTTTGTTTTGTTTTGTTTTGTTTTTTTTTGGTCACAAAGGCTCAATATAC

ATTTCTGAGTACAGCATCACTGTGGAGAAATGCTCCACACAGACACACATGGGTTA
