>NC_000016.9:c67971753-67967409 Homo sapiens chromosome 16, GRCh37.p13 Primary Assembly

TACTCCAGCCTGGGCAACAGAGTAAGACCCCATCTCAAAAAAAAAAAAAAAAAATTAAGATAAACCCTTT

GGCAGCTGCGTGCTGCTCTTAGCCTCAAACCCAAGTCTTTTTTTTCCCCCTTTGAGACGGGGTCTATTGC

CCAGGCTGGAGTGCAATGGTATGATCCATACTCACTGCAGCCCCGAACTCCTGGGCTTCCAAAGTGCTGG

GATTACAGGTGTGAGCCACCAGGCCCAGACTGCTGAAGGGTTTAAACCAGAGAAAGAATGTGACCAGATT

TCCAATTTAGAAAGACCCGCTCTCTGCAGGGTAAGGAGTAGCCTGGGGGTCGGGGGGCGGGGGGCAAGAA

TTGCAAGGTAACCAGGGAGGCCAGTGCAATGTCCAGGTGGGAGAGGATGCTAGCTGAGACTAGAAGTGCT

AGGAAAAGGATGTGTGCAGACAAGAGGTCACTGGGGAGGTGAAATAACAAGGCTTGGCCATGAGTGGAAC

CCAACACCCATGGTGCCCTCTTGAGAGAGGGAAGATGGCACCTGAGATGGAAGATGGAAAGACCAGGGTC

CCTGTGACTGAGGACTGAGCCTCTGTTTGAGGTTTTTGCAGAGGAGTAAAGGCAACAAAAGAGGCAAGAG

TTGGAAGAAAGGTGACAAGGAACAAAAGTCAGCTATGCCTGATGCTACTGGGTGGCCAGCAACAATGCTG

ACTTGGCCAAGGCTCTGAGAGCTTTACTATGCTGGGACTGGAGGTCAGAGTTGAGGCTAGGGTAAGAGCA

AGGGGCTCAGATGGAGGGGGAGGAGGACCTGAACAAGTCCAGAAGGGAAGAGATTTGTCCCTCTATCCAA

CAGAGTACCCAGTGAGCAGCACAGAGGGCACAGCAAGGGACATCACCCGGTTCCCCAAATGCTCAGAGCC

ACAAGTGAAGCCAAAAGTGAAAGACAAGATGCAGAAAACCGCCACGGGCCTTTGAGGAAGGGTAAAGGCG

AAAGCGAAAGCAGGAAGTACAGACGTGAAGCCTAGCAGAGGACTTTTTAGCTGCTCACTGGCCCCGCTTG

TCTGGCCGACTCATCCGCCCGCGACCCCTAATCCCCTCTGCCTGCCCCAAGATGCTGAAGCCAGCCCTGG

AGCCCCGAGGGGGCTTCTCCTTCGAGAACTGCCAAAGGTGAAGCGGGGGCGCGGGGGGCGGTCACTCCTG

AGCCGCCTCTGCTTGCTCGTGGCCTTTTTTCCTGGCTGGGGGTGGGGGAGGGTGTGTTGGTCGACTTGGG

TTCCAGGCTTACCCCGGAAGATGAGGGAGACGGGGACCAGGTTAGGGGAAGCAACAGGGGTCTTGAAAGC

AGAGCCGAAACATGGGCGCCCTCCTCCGTTTCCAGAAATGCATCATTGGAACGCGTCCTCCCGGGGCTCA

AGGTCCCTCACGCACGCAAGACCGGGACCACCATCGCGGGCCTGGTGTTCCAAGTGAGCAGCGGGGAGGG

ACGGGGAGCTGGAGGGGAGCCGAGAGTATCGAGCAGGCACTGAAGCTGCGGTCCCTCCCTCTCCTCAGGA

CGGGGTCATTCTGGGCGCCGATACGCGAGCCACTAACGATTCGGTCGTGGCGGACAAGAGCTGCGAGAAG

ATCCACTTCATCGCCCCCAAAATCTAGTGAGACTCCCGAGCCCAGTTCCCGTACGCAAAAAAGAACGGCC

CCCTCGTTCCCACTCCGGTCCCCGCACGTCCCAGCCCTGCCCACACCGATCCTCCCTTTTGCCTCAGCTG

CTGTGGGGCTGGAGTAGCCGCGGACGCCGAGATGACCACACGGATGGTGGCGTCCAAGATGGAGCTACAC

GCGTTATCTACGGGCCGCGAGCCCCGCGTGGCCACGGTCACTCGCATCCTGCGCCAGACGCTCTTCAGGT

GCGGGGGCAGGGCTAACAGGACCCCGGCAGGGGTAGTTACGGGGTTGGGGCCATTGGAAGGCGGGACAGA

AAGAAGGGCGGGACCGCGACGGGCCAGGTGACCGGAAGAGGCCGGCCCAAGAGAACCTGGGCTACAGGAA

AAGGCGATGTCAGTCATCGGGCGCCAGCCCACAGGAAGGGGCGGGGATAGCACCTAGGAGCTGGGCATAG

AGAGGTGGGGCCTAGGCCCCAGCTTGTGGCCGACCCCGCCCATCCTCGAGCAGGTACCAGGGCCACGTGG

GTGCATCGCTGATCGTGGGCGGCGTAGACCTGACTGGACCGCAGCTCTACGGTGTGCATCCCCATGGCTC

CTACAGCCGTCTGCCCTTCACAGCCCTGGGTGAGCGCTTCTGTCCCTTCTCCTCGAACTCTGCCCCTGTG

ACCTTGGCCTCACTCCAAACGGCGTCGCAGCGGTTGACTTCAGATGCTTCTCCTGCCTTCAGGCTCTGGT

CAGGACGCGGCCCTGGCGGTGCTAGAAGACCGGTTCCAGCCGAACATGACGGTGAGCGGCCTCTGTCCCC

GACTTTGTGGTCGCTGGTGGGATGTGCACCCGGGAGCTGGGGGAGCACAGGACCCTGGCCCAGTGCGGGT

GGCTAAGGCTTGTCGGAGGAGGTGACCACTGAAGGGTGAGTGGAGTAAGGGCAGAGAAGTGCGGTCCCGA

CATAACACCGTCCAATACCAAAGCCTGCACGGCTGGGAGAAGTCGAAGCTCACAGAGGATCTTTAGGAGC

CGAGGGCGGAGAGAAGGACCAGTAGGGTCCTACTTATATCAACGTCTGGAGCCTAGATTTTGTTTGGGGT

GGGATGGAAGCAGGTGATGTTGCCTCAGAGGTGGCTAAGGCTCAGAGGGAGAAACACAGTGGGGGTTTGG

AGGGCAAGACCAGATTGGGTAAGTGGACAGGCAAGTCCCCAGGCTGTAGCCTAAGTTAACAGCAGAGAGA

GCCCGTTAGGTCTCACACACCCATCACCGCAGCTGGAGGCTGCTCAGGGGCTGCTGGTGGAAGCCGTCAC

CGCCGGGATCTTGGGTGACCTGGGCTCCGGGGGCAATGTGGACGCATGTGTGATCACAAAGACTGGCGCC

AAGCTGCTGCGGACACTGAGCTCACCCACAGAGCCCGTGAAGAGGTGAGAGCTGGAGATCGGGGACCACA

GGGATGTGTGGGGCTATAGCAGGGGAGATAGGGGGCTGCAAAAAGGGGATGGGCCACATGACAGGCCCAT

GTTCAGAGGCTGTCCCTCCTCCCTCCCAGGTCTGGCCGCTACCACTTTGTGCCTGGAACCACAGCTGTCC

TGACCCAGACAGTGAAGCCACTAACCCTGGAGCTAGTGGAGGAAACTGTGCAGGCTATGGAGGTGGAGTA

AGCTGAGGCTTAGAGCTTGGAACAAGGGGGAATAAACCCAGAAAATACAGTTAAACAGATGGCTGTGTCA

TTCTTGAGTGGAATGGGGTGGGCAGGCAGCCAGCAGGGCTCTGTAGCTAAGGCGTCCCTGCAGGGGCCAT

TACCTACCATAGCTCTAGTGTCTGGCCTAAGAGATGCCCTTCACCCATAACCTCAGGCACCTACAACTCC

AGAACCCCAGCCCTGGCCAGCATTGCAGGCTTGGTCTCCACCCAAACCTTCCTTCTGACTCCACACTTGA

AGGCTCCCCCACCACTCCACTGTCTTGCTCTTGCCCTCTAGTCCACTGGAGACTTGTAAATTATGAAATA

CCCCATGTACTACCCCCTCCTAGAGACTTTCCATGGCTCCTCAGTGGCCCAGGACAAAGCTCATACCTTT

CAATCAGGCCCCCACAGGCCCCACTGAGGGCTAAAGTGCTGACAAGAGGAGCCGCTCCCTGACTCCAAGG

CAAGTTCTCACCAAGCACTCCTCAACCTCGCAACATCTTTACCTGTGACACCCCTTAGATGACGAGGCAT

GCCTGCACTGCTCACGTGAAGCTCGTCTTCTGTCTGCACATGCTGGGCTTGTGACTCCAAGTTTTCCAGG

CTAATAAGGGTCACAGGACTCACATGGGGAGAGATGACACGTTTCTCCAACAAACCTTTGCTGGGCCCCT

GCTGAGTCTCAGGCCTGGCTGCTGGGTGCCAGCAAGAGCATCCTGTCCTCAGCGAGAACGGCTGAACTCC

GCTGGAGCTTCAGAAATGTCAGGGAGAGTCTACCCAGGGCCCAGGGAGGGTCTATGCCGGGCTGCACATC

CCCAGGCCGCTGAGTGTGCTCCCTGCACCCCAACATTCTATTAATGAACATTTGTAAATGTAACAGAAAA

GTAGAAAGAGTTGTATATTGAATACCCTTATACTGTCAGGTCACCACAGACCTGACAGTATTTTGTTATA

TTTGTTTTATCATCTATTCATCCCTCTATCCATTAATTCATCGCTCCTTTTTTTTTTTTTTTTTTTTTTT

TTGAG
