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104923928
104923978
104924028
104924078
104924128
104924178
104924228
104924278
104924328
104924378
104924428
104924478
104924528
104924578
104924628
104924678
104924728
104924778
104924828
104924878
AGAGAAGAGG AGGTTGGTGT GGAGCACAGG CAGCACCGAG CCTGCCCCGT 104924928
GAGCTGAGGEG CCTGCAGICT GCGGCTGGAA TCAGGATAGA CACCAAGGCA 104924978
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GGACCCCCAG AGgt at gt gc

ggcat gggga
caaccccagg

ctcgct ccgt
ccagccaggt
tgcctaatgc
tgatgtctgce
ccctactctg
cccaggttcc
cctgggaggg
ggcagcgcct
agcaaaggt c
agaacagccc
tcctctcatt
agtt agt ggg
acagt gggga
agcat ccccc
t gcaggaccc
gtcccctgtc
cgcttggtct
ctggcatttc
ccct gacccg
gagct ggctg
gcgcccagcec
ccccaaacct
gccct ggt gg
ggcacagacc

cacccttccc

aagggct gct
t ccagagagt
ccccagt ccg
gacagct ggg
cct gcagggce
agggtcttac
caggggtctc
at t gcaggag
gact t ggaca
ctgtgctctg
ctctctggtg
t ggcacct cg
gaccagccac
ggagagcaaa
cacggt gggc
agagtt cagc
cccagcgt gg
cccacacttg
ccagggcaga
cgccccat gc
t gggaggaca
ctcctgggtg
t ggct gcaga
cggagacatc
at gt ct cagt

cctccctgceca

ccat ggt ggc

caat gaggcc
gtctgcctcc
cacacagcct
t gcagct ggg
ccctct acct
aggaaat ctg
gctat ct acc
tcagct t gag
gaggt ggt ga
ggct ccaagt
agct gccegt
agggcaggga
ttgcccagec
agcccaggat
ggcccgat gc
accct gaggt
tctggggtgg

ggggagttgg
gtttatgctc

ct cagt ccag
t gaggcaggc
gcccagacga
gacagccgac
cact ggcact
cccat cccag
cagaggct gg
cccggggagg
acct ggggca

agggcagct g
ctatggcctc
ccagctagtc
at aagct ggg
cagcct ggga
gcaccttcag
at gggaccag
ccaacct ggc
ggcget ct gg
ct gagat ggg
ctgcct ggag
gt gt ggggag
acagcccagg
tccatgtttc

t gggccct ga
ctcctctgtg

gggcggeacc
gccgcagt ga
ctacccccaa
gcccgact cc
caggttctca
accccagagg
ccaccgagcc
cagcact gcc
ccaggggcca
ccagccaggt
gcgcct ct gt
gcct gact gc

agaaaagcca
agcct cccag
ct gt agat ga
ccct ggct ct
ct ggcagcca
ccat gacctc
ggggct acag
t ggcggt cct
ggt ct gt agt
gcct gcaaga
catttaaggg
cagctgtcca
attccatgtt
ctcttctgag
at ccct gggg

g9gt ggggg9g
cacccacctc

cttggcctga
tcccccat aa
tgtggtgttc
aagccct cag
cct ggaggct
ct gggt ccca
caggcccagg
gccagct cct
gaccatgctg
actt gt gagg
ttgctttggg

104925028
104925078
104925128
104925178
104925228
104925278
104925328
104925378
104925428
104925478
104925528
104925578
104925628
104925678
104925728
104925778
104925828
104925878
104925928
104925978
104926028
104926078
104926128
104926178
104926228
104926278
104926328
104926378



ggt aggagt g
ctcccagcetc
gcagcagagg
catctctgcc
tgccccct ct
aggagcccag
gaccaagcga
ggt t gaaaca
agaccct gaa
acgcccgcecc
ttaacagcag
ggccggcetge
acccccaaca
ggcttatgtg
gcact gaggg
tgccct gt gc
ATGGCCATGC
Cgt aggact
t caagagct ¢
ct ccaagcag
gct ccagacc
ttaccacgag
gccaccaccc
t gt ccaccct
cggtctct gt
agccccgcecc
GICCTGCGAG
CCTCCTGIGG

gggat gggag

cttgtgggat
acaaccccct

ctctccacgc
gacct gt ggc
cccaggaggg
caaaagcaga
gggaact gag

aggggagaca
gcccctegt g

tccttccgge
gggct ccaac
t ccagggcegt
ggtgtctgtg
gcagttctgg
agATCCTGAA
TCCATGCCGC
ggggggceccc
cgagccagag
aggt gccctg
ttccctttat
ccacagcatt
tgggct gggg
agt cccaccc
ctcagcactg
tgtctggtga
CGCTGGCTGT
CAAGTGCCCC

cccacat ccc
gaccactctg
ctgccagcag
ctagcctctc
t ct ct ggagg
aagcagt t at
aacagccctt
at gcaaat ac
cagaaagccg
cttggcccag
ttggccaggg
acccacacgg
gacct cgggc
caggggtgtc
gcagagct gg
CCCTCTTTGG
CCCECCECee

aggggggagg
t ggagaggt ¢
act ggt gggc
gccectgetg
gcagagt ggg
gccttctcetg
cagt ggcagc
gaggggccat

ccct gcggot
GCTGTGGECTG

GICCTCCCAC

acagggccca
aggagat aag
t aggggt ccc
cagcaagggt
ggctgccgt g
ttataggcca
t cagacgcag
ctagatactc
gggcat gt gg
gct cagecect
ggacaggaca
cttgtcctcg
at gagt gggg
cccagt gccc
agct gct ggt
AAAGCAGCAG
GTGGCGACAGA
t ggct gggat
acaagcagcc
aagggaagcc
gaggt gct gg
ct gcaggccc
tat caccctc
ccaggt ccgg
cgtggcccag
gctgccccat
GECTCCGTGG
CTGGEECCAG

gat ggcctgg
gcgagt ccct
act ct gccgce
act gct cagc
gggccaagac
gcaat aagag
tttcagttgt
act gagt ggg
ct aggcacag
ggggaccgcc
ggt gacat gt
t ggaaagcac
ggcttttggg
agct gcccag
gat gccaggc
TGGCCCCCAC
GAGGCTGGCA
caat ggcctt
ttgagggggc
t ccct gggcet
ggacagccag
cct gacccct
ccctctccct
gaagt caaga
ccagaagt ca
ccagTTGCAG
CTCTTATCTG
GI'GCAGCCCA

104926428
104926478
104926528
104926578
104926628
104926678
104926728
104926778
104926828
104926878
104926928
104926978
104927028
104927078
104927128
104927178
104927228
104927278
104927328
104927378
104927428
104927478
104927528
104927578
104927628
104927678
104927728
104927778



AGGACGTGCC
CTGGAAGCAG
at ggaggcct
tgccctt gga
aggaaggt gc
gggct gggga
gccacct ggg
accccct cag
ccctcat cct
t cccaggact
t ggaaacggg
gct ct ggcca
agact ccaca
ctgtgggcag
ctgctctgga
ggt gt cacca
tgttttgttg
t cat cccggg
ggggcaggt g
cagt gt ggct
CCTGCCATCT
GGCTGCAGCT
TACTGGTCCC
GCTGgt gcgce
caagt caggc
ct cagcttgg
t gggggct ct

aacact caga

CAGGTCCTGG
AGGCCAGGCA
gcgggggcag
tctgcccegtg
aggt caccag
cggggcaggce
ggct ct gaca
tccttccacc
tccctcccac
gccccggagg
agcttacctg
ccaccaaggg
gctctgcetct
t gcct caggg
ccaggcagcc
ccccagcagce
cctatacctt
ggccacct ga
at gt gaggt g
ctccccacag
GCAGCCGGCA
GCTGGACACT
TCACAGGGCC
cccgecect gg
tgcctatcta
tggtagggtc
aacagcagag

ctgtgcctgg

GAGCATGGCT
GCAGAGGGAC
gtctcagttt

agat aagggg
ggagggccac
gt gt ggt gct
ggct ggagaa
cctgggggt a
ccttctttcc
aacct gtt gg
cccctggecc
cttccacacc
actctgcccg
ctgagt gggg
cct ct caggc
at gct gggct
aaacccttac
gcaacggttg

ggct gggggce
GCTTGICCTT

GCCCCTCTCGC
GCCCAGGAGA
TGACATCGCGG
ccccaccgcea
t gcaggcegt c
t agcat ggaa
gt gt caagga
tgcagtttgg

CCAGCCCAGC
TCCTGCCAgt
ggggcetgcetg
ggccctctac
gaccat at ga
ttttgcagca
cact gcct gt
at gt cact gt
ctgcggttgg
gccat cctge
aacctttccc
acgaggccac
gctt caggag
ccaggacccc
tccttcccaa
caggcccacc
cctgcacact
ctctggcttg
tcccgcaccc
GTGGAAAGCA
CCAGCCTCTG
GCGTCCACGT
GICAACGACT
tcctggt gct
t cgggcacca
cagggat t ag
gctgggectc

ctctcaccaa

TTGGGAGCCC
aagt gagccc
cctgtgtttc
cagct cctcc
gct ggagt gg
aacagaggct
gct gaggctc
cccctgeege
ggt cct ggaa
acacatcccc
ttccaggcca
cccagacccc
cagct gct cc
ccagt ct agc
attgctcctg
ctgcccagtc
tggcctgggce
gcagt gggat
at act gagcc
TCCCCCAGGA
GGECCAGGCCT
GGCTTCATAC
CGTCTTCCCA
ggaaacacag

ggcccggagg
gccgetccett

t gggt gact a
gggt cat cca

104927828
104927878
104927928
104927978
104928028
104928078
104928128
104928178
104928228
104928278
104928328
104928378
104928428
104928478
104928528
104928578
104928628
104928678
104928728
104928778
104928828
104928878
104928928
104928978
104929028
104929078
104929128
104929178



gatacttgac
ggaggacat g
agctctcatg
TGCAGCAGCT
CCGACACTGG
t gggt acctg
tgtctggctg
gccct ggact
ggtcctttga
aaagt gccat
gagcccagca
gggcagt gag
agct gcccag
t aaaat gggg
t ct gagt caa
tagcacttag
TGCCCATGTA
ACTCCAAATT
AACATGGACT
ggaggcect ge
gacat ct cag
t at ggt agaa
agccact gaa
t caagt caca
tt aggaaaag
aaccat ggtt
ggct t gat gc

cattggaata

ctgaccttga

ggt cct agt g
gct ggcct gg

gct gt gggca
gggat gcgga
ccttgcagGG

GCTGGGECAGG AACATTTCCC

CCAGGACATC
caccatgctg
gcaccacagg
t ccct aggac
gtcagcttca
tttccacagg
gct gacct gt
aggccat ggg
agggatcctg
at gaggat ag
ccccactgtc
caagacct ag
CGACAGGTGC
CTGGGTITGTG
GGCGGTCTCT
ct gaagcgt t
t gcat ct gga
acaaccggag
ttcatgct gt
ttacccaggg
caat gcat ga
at cacttgac
attttctatt

caatgttcaa

CACCGACCTG
ggcaccactg
acaaggaaaa
accccaggag
cct gggcaca
gcagagcaca
gggt ggaggc
cagt caccac
ggccagtcta
cagcagctta
aagagcttgg
ttcatcccat
CCATGGGGECG
GATGGACGGC
GACGCAGgt g
tcccecgectg
gaaagtcgtg
actggtctaa
ggaat cacat
aagcat ggag
aaaacgtgtc
agtgggatta
gtttttgtaa

aaacacaggc

gt cat aggt g
ggagagggca
AGAGCCTCTT
TGECTGTGEC
CAGGTITCTGG
ccctagegtc
gaagt gaggg
ggcaggaccc
gggctggttc
ggt ggcct cg
t caggct ggg

aaaggcaggc
tccectctgtg
gt aggact gt
ggt caggctc
t gcct gaact
GCTCACCAGG
ACATATACAT
agt gccaggg
cact cct ggg
tagtcctgtt
t aaat gat ag
t caat gacat
att acaaaat
agaat ggt ca
agaat gat cc

taaacgt gt a

acccgct ggg

ggcctcct ga
gcct gaggtc
CTGCAGAAGC
CACCAGCACC
CTGCCCGAGY
gggcat gggce
t gggaaaggt

agggct ct ga
cacggat cca

gagccct gct
acct ct ggct
tctggagctg
tcctcaccta
t gt gaggaca
accat gaagc
ctccaccagG
GGIGITTTGC
GGGCAGTGCC
ccctaacaca
gact t ggcct
tacaattcac
aattctacac
ggaaagat gt
acaagccttt
t ggcaaaggc
cattcttaat
ttgctttgat

cactcctccc

104929228
104929278
104929328
104929378
104929428
104929478
104929528
104929578
104929628
104929678
104929728
104929778
104929828
104929878
104929928
104929978
104930028
104930078
104930128
104930178
104930228
104930278
104930328
104930378
104930428
104930478
104930528
104930578
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https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=60&Id_mutation=3383&page=sequence&seq=gDNA&ancre=3383
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=60&Id_mutation=3384&page=sequence&seq=gDNA&ancre=3384
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=60&Id_mutation=3385&page=sequence&seq=cDNA&ancre=3385
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=60&Id_mutation=3385&page=sequence&seq=cDNA&ancre=3385
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=60&Id_mutation=3386&page=sequence&seq=gDNA&ancre=3386
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=60&Id_mutation=3385&page=sequence&seq=cDNA&ancre=3385

accagcacac
ggaccagt cg
gagt ggggt g
ttggtccctg
ACCTGGECCCA
GI'GCCCAAGG
CTTCAACCGT
CTGCCTACTT
tgttctcccc

gcagacacca

ggggct gt gg
t gggct gt gc
ccat ccct gg
ct gggagt ct
ggagagggag
aggggt gggc
ccct ccagec
agggaagcct
taaacttccc
agcccagggc
ccagt cccca
aggcacct gg
cat ggt gggg
gatttctctc
GCACCCGCEGA
TTCATCTATG
CCCCCCGAGY
gcagctcctg

tctattacag
ggcagggact
gaggccccac
cagGTGAAGG
AGACCTGGAG
CTGTCCcTCeC
TTCCAGCCCT
CTCAgt aaga
t ggct ggcca
gcagcat cag
ccctgggatg
ctggaggcag
gaaacaggcc
ccagact gct
gggaacccca
agat cct cct
agccgaggga
ccct agat gg
tgtggccagg
agt ccagctg
ggacccct gt
gccccectccce
t cacaagttc
ccgt cacagG
CCTGGAGGECG
CCTCCGTGAT
t aggt ct gag

ggcacgt ccc

attcctacag
gcacct gccc
agaggggt t t
AGCTTGECCC
AAGACCTTCC
CAAAACCTGG
TCCACGGECCT
cgggt t gaga
gacccacagg
ctgggtcctc
agcagcaagc
gcttagctcc
gcct gggagg
gggcgaggcec
cttgctctge
ttatcagccc
ctggtctgta
gggt ggggat
aactgtttct
cttccccact
t gagccgacc
t ccacaccac
agaat gggct
CGTCGCCACC
CTGCTGGECEG
GGAGTATTTC
t gggaggt gg
ctcctgct gg

gcaatgcttc
caacat ccct
ttctcccaca
TGTCATCTAT
AGACCTACTG
CCTCAGAACT
CTTTGATGSG
aggagcccat
gagccctctg
aggcagccag
aggct ggcat
aggaggacag
t ggt gggagy
aaggggctta
ggggaaggaa
acgggggt gg
gt agaggct g
ggcaccct ga
gggacgt caa
ctctccgeca

ccttctttcc

at ggggcctc

gggctggcag
AGCACTCTGT

TGATGCGCGEGAG
CCCACCACGC
gcggcect get

gacccctatc

ccgcaagt gg
ggcctgggtg
gcgcect gact
AACTGCACGCC
GGTACTGGGEG
TCTCATCTCA
GTGCCCACCA
cagaggcccc
ggct ggccect
caccat gggt
cagt aggctc
ct ggt cagca
acct ggggcc
gct gggcact
gggaagagt g
gggt ggacag
t at cagaaca
agggagt gga
t ccagcctgg
ggcct cagag
tcatatttcc
ttaggtggtg
agccttcagg
CCCCAGGGECC
CGCCCAGGAG
GCTTCAGCCA
ct gct gacgg
gggcccggct

104930628
104930678
104930728
104930778
104930828
104930878
104930928
104930978
104931028
104931078
104931128
104931178
104931228
104931278
104931328
104931378
104931428
104931478
104931528
104931578
104931628
104931678
104931728
104931778
104931828
104931878
104931928
104931978



https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=60&Id_mutation=3387&page=sequence&seq=gDNA&ancre=3387
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=60&Id_mutation=3385&page=sequence&seq=cDNA&ancre=3385
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=60&Id_mutation=3382&page=sequence&seq=gDNA&ancre=3382
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=60&Id_mutation=3385&page=sequence&seq=cDNA&ancre=3385

t gt aagcaga
ACAACGCCCT
CTGGTCGECT
GTCCCTGCAG
t gagggcgt g
ttcctgacgce
GGGGAACCAT
TGGTCACGCGA

ggcgggceccc
accggcgtgg
gt ct ccat gg
cagggcccca
ggagttctac
cccggct gga
aacccgt agc
gccggegecc
TCGGAGGATT
GAGCCCTGEC
AGCTCTTTGA
CAGGCTCCGG
TCTCTCGECG
GGCTTCAGCC
AGCCGCCTGC
TTCCGAGTCC
GAAGCCCCTT
GIGECTTC

gccccegt ccc
GCGGEECGECA
GCGGACTCAA
GCGCTCAGCA
ct cccggecg
gctgectctg
TCCAACATCC
GAAGGCAGCC
agggt ggcca
acacct cagg

agttccgggg
gaacact gag
cgcgaccagc
gt ct gat gac
cgggcct ggc
cagtgtctcc
ACTTCAGCAG
GCGCAGCCCG
GCGGGACT GG
GCCAGGACTG
ACCCCGCCCC
GCTTCCTCCC
GACCGCCCGG
AGCCCCCCCT
CCCTGACTCC

tccccacccc
GOCTTCGGCA
CACGGACCCC
ACCCCGOGEC
ggcgt gggaa
ctcccct aag
CATTCAGCAG
TACATAGgL g
ggcacgggcg

agggaggggc
accaggccac

t caggacgcc
tgtccctccc
agt ggagggg
gct gagcggg
tccatcctcc
CACGCGCEEEG
CGGEEECCAC
AGITCGCCCT
CGTTTGCECAG
GCACGCECCC
GCAAGCAGCC
GCGTCGCAAA
GAGCCCCACC
TGGCCCACAG

aagGTACTGG
AGGGECGTIGCG
ACCATGITCC
CAACGTCTCT
aggcggccct
AAAGTCTTCA
GGTGAACCAC
agcgcgat ca
agggaggcac
t gct gct gaa
ccgcctgtca
t gt ccccaag
gcacct aagc
ccagct gcca
ct gcagaggg
ccgcagGCAC
GTGGECTTGG
GGTGCAGGAG
ACGCCGTCGG
GCCECTGAGEEG
TCCCCTCTGA
CGGGTCCGCA
CCGCCCGCCT
TCCTCCAGGG
GCCAGGCCTA

CCGGTCCTGG
CGIGCECCTG
CCTACCTGCCG
GTGGACGTGy
cctgeccgecce
TCGTGCCGGT
AGCAAGTTCA
gat cacggcg
tggctttgtg
gggggacggg
cctggeccca
t gat gaaggt
gaggggcttc
accgt cccca
gcct gt ggga
CTCCAACTGG
TGGTCACCCA
CAGCTGCGEC
CCTGGACGGA
GECCTCTTTT
CCCCCEECCTG
CTGCGCCCAGG
CCTCTCTGAT
AGCCCTCCAG
AAAAAAACTC

104932028
104932078
104932128
104932178
104932228
104932278
104932328
104932378
104932428
104932478
104932528
104932578
104932628
104932678
104932728
104932778
104932828
104932878
104932928
104932978
104933028
104933078
104933128
104933178
104933228
104933278
104933328
104933378
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https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=60&Id_mutation=3389&page=sequence&seq=gDNA&ancre=3389
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=60&Id_mutation=3385&page=sequence&seq=cDNA&ancre=3385
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=60&Id_mutation=3385&page=sequence&seq=gDNA&ancre=3385
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=60&Id_mutation=3385&page=sequence&seq=cDNA&ancre=3385

104933428
104933478
104933528
104933578
104933628
104933678
104933728
104933778
104933828
104933878
104933928
104933978
104934028
104934078
104934128
104934178
104934228
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