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RBCK1 (NC 000020. 11, GRCh38) - gDNA - 2026-07- 12

407348
407398
407448
407498
407548
407598
407648
407698
407748
407798
407848
407898
407948
407998
408048
408098
408148
408198
408248
408298 c.exl_ex4del
ACTTTCACTT TCTCTTCCGC CGAAGCCGCT CCCCTTGCGA AGAACTGGEGG 408348
CCTCCCGGGA GGAGAGAGGEG CTTTGCCTTG AAACCCGGEGA CGCCAGGEEC 408398


https://infevers.umai-montpellier.fr
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1885&page=sequence&seq=cDNA&ancre=1885
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1886&page=sequence&seq=gDNA&ancre=1886

GCTCCCGCAA
TGTCOGGE0G
CTCCTGOGCC
CCCACGCAGG
GCCCGCEEEEA
CACGCECCTGG
GAGGTAGCAT
CCACGCCAGA
ggct ggggaa
cct ggccaga

cctcctcceccce

tcttggggcc
aggggact cg
ggt gggagac
ctcttgtccc
gct ggaaacc
ccctgggtgg
tctact ggag
gccaaggccc
cttgacacgt
cct cccagag
caaggat cgc
gt ctccccac
atctctgtgg
ct caat aact

aat gggaagg
at at t agaga

ggat acgt ag

GIreEaEEGrIcee
TCCTTTCCCC
CAGTGCGGAC
ATCCCGECCT
CAGCGAGGCA
CTGAGITGCT
TTCCCAGGAG
TGGACGAGAA

cttccggt gg

agggcct t gg
atcagtttcc

ct gagaact ¢
cagaggacac
agacgt cagt
ct gcacct ag
ct cccat gcc
cccacaggat
ccccact gge
ttactcttcc
gcagcttctc
gcctccectg
aat ct gactt
t gggcaggga
gattccagtt
gcttgttgga
acaaacaacc
acccctcccg

gagttcacca

TCCGGGACTT
GCTTCTTCCC
CTGTCTCGGC
GGTCACCGGG
CACACAGGEC
CCTGGTCTCC
GCACGGTCCC
GACCAAGAAA
gaagt gggcc
agagggggct
tcctttggta
cttgggctgg
agggcattga
t gacct gaga
ggtt gt agaa
cctetgtgtt
atctgtcctc
ttccttcggt
ttccacctgg
ctccttcagg
gtctccttaa
tttttttttt
gat ccat aag
cct gggacag
t aaat gaat a
aaat gagcct
gagaaaggga

ggaagacaga

GGAACGCCCC
ACCTCGCECTG
GCCCCCTECC
CAGTGTGATG
TTGGGCCGCG
CGCCTCTCCC
CCCCAGGGEGEG
(gt gggcaca
ccgcaggacc
ttagcctgcec
cct gct ggct
ctctgtgctg
act t ggagac
agcaggggt a
cggaagt cag
ctccaaacaa
agt caccccg
tctcatccaa
accactcttc
tcttagecttc
cctogtttatt
tcttgttaaa
gagaggggcc
t gggt ggcac
gaaat at gag
agt gt gagga
cttttagtct

gaaagcagca

GGCTGGGTGG
GTCCCGTITTC
CTCTCACCGC
CTTCCCGACT
CCGGAGGCCA
AGGCGACCCG
ATGGGCACAG
ggct ggaggt
tggccttgcec
ctccctctac
t ccagagcca
agat ggggct
ctcct gggct
cttgcctett
tcactgcctt
aacccagagg
ccat gct cac
ccattttttg
cccact ggag
agtgttaccc
tccctgecag
cttgttcatt
ctgtttataa
acagt agaag
ggaccctggg
ggagt gggga
gggtgct gaa

cacacaaagg

408448
408498
408548
408598
408648
408698
408748
408798
408848
408898
408948
408998
409048
409098
409148
409198
409248
409298
409348
409398
409448
409498
409548
409598
409648
409698
409748
409798



at cgcct cct
t gct aact gg
GCCTCACCCG
GCCATCTGGC
TGAGGTCTCC
aacccaaggg
ct aat ggcac
tcattaatca
tcctcatttt
aggaggt gt a
gaacagt gac
ctgctcccga
cattcattcc
cagccat cac
t ct aaagagc
t ggaccagaa
at agccaaga
gaagagaat g
ct gaaacact
ttagtgtcta
gcaatagttt
ggtttttctt
atttaaagta
cattgccaca
ggtactcatt
caaccttagg
tggaaattcc

gcttctttca

ttcctaccce
ctcctget gt
AGCAGTGCECG

acagcaggac
gttctggett
act gt gaaat
aaaaat caga
ctgtattagg
gt aaacaaat
cagt cct cag
cagattcctc
at cacaggag
at agct caaa
ctgattccca
tattcagcta
gat act gt cg
ttgcacaatg
tcgttatttt
tatggtttct
aaaacagttt
tacagttcaa
atcaatttta
agcagccagt
caaccact aa
atataagttg
cttaggat cg

attactctca

actggctttc

gct cct gaaa

agCAGAGGAA

GGCGGGGATG AACAGGTGGC
TGGCAGAGCA ACGGGTGCCC CTGAGTGTGC
CCAACGCAGG ACATCAGYt g

aggat at t ct
caggaggcct
acagagcagg
ccgt aacagt
at gt t aggcc
tt gat ggcag
aggct cat at
at ggt gcaaa
gaagggaaga
aattgtacac
cagct acagt
gaat t caggg
gtctgtgctc
cctggegt gt
ttgactgctt
gatttttggt
tatttattta
tggcttttag
gaacattttc
cctcatctct
tctacttttt

aat cat gcaa

aggagt gcat
tgcct gt aga
ggcttctaac
tcacttcacc
agctatctca
tt at acaaca
ggagt ccaga
tgtttctctc
atggccattc
aagacacccc
acttcttccg
t cagcttgag
gttcgcttgg
caggagact t
t at gcact ca
tttcattact
tctcttggtg
tttatcctta
tatattcaag
at cat cct gt
ctaccttttc
at ct ct aggg
t at gt ggcct

at aaaccct g
ATGGCCCTGA
AATGAAGTGT
AACTGAAGCC
ggct ggect g
acagttcttc
cctagttatg
tctcagtgtg
tagggttgtt
gaagaaaacg
t agggaggt t
accattctgc
cagctccatc
t ccacact ct
ttaattcctg
gggagact gt
t aagggaagg
aaact caat g
at aat aaaca
ggat agt aag
ggt cccattt
cagtt cgacc
gttgtgcaac
aaagaaacct
cctaact ccc
atctaccttc

tttgtatctg

409848
409898
409948
409998
410048
410098
410148
410198
410248
410298
410348
410398
410448
410498
410548
410598
410648
410698
410748
410798
410848
410898
410948
410998
411048
411098
411148

ttttcgagat tcatccatgt tgtagcatgt 411198

c.52GC

L41f sX7


https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1881&page=sequence&seq=gDNA&ancre=1881
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1885&page=sequence&seq=cDNA&ancre=1885
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1296&page=sequence&seq=gDNA&ancre=1296
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1885&page=sequence&seq=cDNA&ancre=1885

ct aacaactt
gt t gaagt gc
att caagcag
at gt accacc
actctgtccc
gct ccacctc
ct gggact ac
agt agagacg
cctcgtgatc
gagccaccac
at aaggtctt
agtcttccca
ccat gcccaa
t gt at agaca
ttgggtgttt
t gt gt ccaac
t agcagt gga
aaat gccaga
gcat at at ga
gtttatcttt
ctgtggtttt
agcatctttt
tttgcccatt
ctcgctct gt
caacct ccgce
tagct ggat t
agt agagacg
ct caggt gat

cattcccctt
agt ggt gcca
tcctcctgcece
acacccggct
ccaggct gga
ccaggttcac
aggcgcccgce
gggtttcgcec
cgcccgcect a
acccagccac
gctttgttgt
cctcagcctc
ccagaacttt
tatctcatta
ctattttttg
tttttgtgtg
att gct gggt
cagttttcca
gggt t ct agt
ttgattatag
gatttgcaat
catgcacat a
ttaaaattgg
cacccaagca
ctcccaggtt
acaggt gccc
ggtcttacca

ccacccacct

tttttttttg
t cat cgctca
ttggcctcce
aatttttttt
gt gcagt ggc
gccattctcc
caccacgccc
gtgttaacca
tgcctcccaa
acct ggct aa
ctgggct ggt
t caaagt gct
attcecttttt
tctttactca
gctattataa
gacacgtttt
cat acagt aa
aagt ggct gc
ttctccacat
ccat cct agt
ttcctaacca
ttttctttgg
gtttatcttt
ggagt gcaat
caagtgattc
accact acac
t gtt ggccag
tggcctttce

acat ggggt c
ctacagcctc
aggtagctgg
ttctttgaga
gcgat ct cag
t gcct caget
agctaatttt
ggatggtctc
tgtgctggga
tttttagaaa
cttgaacttc
gggat t acag
at t gccaaat
t t aaat cagt
acaat gct gc
catttctctt
ctctatgtta
accattttac
cat ct ct aat
aagtttgaag
tttgatgaca
aggtttgcct
ttttettttt
ggt gcaat ct
tcctgcccca

tggctaattt

gctggtcttg
aaagt gt t gg

tcttgtctag
aacttcctgg
gact act ggc
t gggagtctc
ctcact gcaa
t cccgagt ag
ttgtattttt
catctcctga
ct acaggcgt
gt ct gt agag
tggcttaagce
gt gt gagcca
aat aat ct at
t gat ggacat
cgt gaacatt
ggat acacac
ctttttgaag
attcccacca
acttgttgtt
aggtatctca
aatgatgtta
at t caggt ct
gagat ggagt
cggctcactg
gcct cct gag
ttgtattttt
aact cct gac

gat t acaggc

411248
411298
411348
411398
411448
411498
411548
411598
411648
411698
411748
411798
411848
411898
411948
411998
412048
412098
412148
412198
412248
412298
412348
412398
412448
412498
412548
412598



at gagccact
gtactttatt
ctacatgatt
ttgttgatgg
cagttagtct
agaaat cgt t
tct aaagatt
tgatttaatt
t gcacgt gga
tctgtttaat
agtgcttatt
tctgccctta
aaat caggaa
tggttattgce
tctgtttctg
ttcattgaat
gat at ct act
gct at gaaaa
cttacttttt
cacttgatcc
t gt acaat gt
aacat ggggg
gagttttgag
ttctcatcga
gttattggta
at gagcgctg
agat aagaga

gggt gagaca

gcacccggct
cattttagct
t gcaaaaat t
tatcctttga
atgttttatt
gcct cat cca
ttatggtttt
tttatataag
tattgagttg
catcttaacc
t ct ggact ct
cgccagt acc
atacaagttc
aagtctcttg
caaaaaaaaa
ct gt agat ca
tcttgaaatg
at gaggaagt
ttgttgaagt
cctgaattaa
cagccaccat
gaat ct cagg
aggct ct ggg
t ggacccgat
at aacat agt
aaagagt t gt
caaat cacca

gt agt aagga

gggt tt at gt
agaagt act t

ttctctcatt
accacaaaag
ttgttgtttg
aggt cat gaa
agctcttaca
gt gt gaggt a
t gccggceact
ctttttggaa
catttctata
acactaatta
tccaactttt
aatttccata
acaacaacaa
ttggccactt
attgcttgag
taacat actc
atcattgtgg
ct aact ggca
cttgctacta
tctcacctca
caaccggcac
gcttcctage
ttacttagct
ttctgtgaaa
aaaaaaaaaa

aat acagt aa

ttttatattg
tattcatttt
ctgtggattg
ttttaaattt
tgcttttggt
gatttacctc
tttaggtctt
agggt ccagce
atttgttaag
attaattgac
ccat t gaact
ctatagcttc
gttctttttc
taaattttac
ctgggaattt
gattttaaac
acagt acctg
atcttccacc
acactttccc
ctggegttte
aagt gt ggcc
gacttgctgg
ct ct cagacc
aaat gat acc
attacattaa
at aagct gat
aaaaaaagat

aaat ccagaa

agttgtagga
agcttatcag
tcttctcact
tgatgatgtc
gtcatatcta
tatattttct
tggtccattt
ttcattcttt
getgttttcc
cataaatgtg
ataatatata
atagtatttg
aatattgttt
gatcagcttg
t ggt agggat
aaaat attga
tgtactcctt
tttccttttc
agttgacttc
ctttgtaaaa
t gt ggaccac
gt cagaacct
tgctgttggg
tgttgtatagt
tt aat aaaac
tgctttaaaa

taacactttt

gggctctgtg

412648
412698
412748
412798
412848
412898
412948
412998
413048
413098
413148
413198
413248
413298
413348
413398
413448
413498
413548
413598
413648
413698
413748
413798
413848
413898
413948
413998



ct ct gat gct
gct act agaa
aaaaagaaaa
gggcat ggcg
actcgagttt
aaaaat aaaa
ctatttgaga
ttgcagt gag
aagaaagaaa
t gaat at gca
ct gcagct gt
catt ggat ga
tatagcttta
tgcct ct agg
tattttgatt
aaccat at gc
tggggtt aag
gt at cagact
gt ggt aaact
ctgtcaattc
attttgagag
ttatccttaa
ggcacgat gg
gt ggact gct
aaccttgtct
t cccagct ac
tt gaagct gc
cagaagt gag

t caggagt gt
attatagatc
at ccct ggga
gct cagcact
aagaccagcc
aaaatt agcc
ggctgagat g
ccat gat cat
gagagaaaag
tttatagtat
ttttgtgatt
gagagct cca
aaaaattttg
ttgattctaa
at ggaaat at
acttttatgt
at ccagt cct
catctatttt
tttagagtct
att gat agt t
cattttctgg
atactttagt
atgatgcttg
t gaacccatg
ct acaaaaca
ccaggaggct
agt gagccaa

accctgtctc

gtctaagttc
atgattatcg
aactccaatg
t t ggaaggct
t gggcaacat
aggctgggt g
agaggatt at
gcct gagt ga
ccattggctg
gt aagt t aaa
ctctgetgtt
gctgtatttt
ttttctaaca
aagt gt aaca
tattcact at
t t caaaaccc
tttcattttt
tgtttttcaa
ttgcatgttt
gact gggt at
actgctttta
atgtgtcttc
t aat cct agc
agtt caaaac
ttagct agge
gaggt gggag
gat cat gcca

aaaaaaaaca

ttgctcgett
atgtggttca
agcaggt at a
caggcaggag
agt gagacct
gcacacacct
tagaccct gg
caaggt gaaa
t acacct aga
attaagt gtt
caccagcgat
tttgttgata
t aat t aaggc
ct act agaaa
agaat aact a
ttattgctgg
tacttttctt
gaacttttca
aaaaatttct
tcaaattgtt
aataaatttc
aaaaaatt ag
actttgggag
cagcct gggce
at ggt ggt gc
ggt cacctca
ctacactcca

aaaacaaaca

t aaagaagct
t acaaaaaaa
aact cacgct
aat ggcttga
tgtctctgca
gt agt cccag
gt ggt t gagg
ccctgtctca
gact ggccag
taagctttgt
cctgatgtca
gt gt t aagat
ctttatgett
ggatttatag
gtgcagttga
aagaacattt
ctattctcct
cgt ggaaaat
atattttgct
tacct gaaga
agatattatt
gacttggcgg
gct gaggcag
aacat agt ga
gcccat ct ag
gt ccaggaga
tcctgggtga

aaacccctca

414048
414098
414148
414198
414248
414298
414348
414398
414448
414498
414548
414598
414648
414698
414748
414798
414848
414898
414948
414998
415048
415098
415148
415198
415248
415298
415348
415398



atactattat
aat gccct gt
ttggtttctt
actatgtctt
tttttttaag
ggat ct at cc
ct acaaagaa
tt gact cagt
ggct t ct ggg
tcacat ggtg
actttacaac
acagt gagcg
acctcccacc
gatttgggca
ccegtttttce
agtcactttt
aggct ggagt
gggt t cacac
gcgecccgeca
acgggttttc
at ccacccac
at gt gcagga
tttctgaatg
tcactgttgc
gtcggttctg

ggaggat cct
agat tt aaat

cactt cggga

cacaccttag
ttatattcac
caaat cagga
aagtcccttt
aaacct ggtc
attacctctt
at at ct gaga
tctgcaggtg
gaggcct cag
agagagggag
agccagat ct
cagcaccagg
aggcct cacc
gggacaaat a
ct gt aact gg
tteetttttt
gcggt ggegce
cattctcctg
ccgtgect gg
accgtgttag
ct cggcect cc
actcttcctc
cagtgttttc
ttattgttcc
ttttttcatc
caagaaagt t
cctgectctg

ggccaaggca

aaaaggaat a
attttcctat
gccaaacaag
tactctcctc
ttttgacctc
cat ggt at gt
ct gggt aat t
gt gt aggaag
tgaactttta
caagagagag
cacgaggact
ct gt gaggga
ttcaacactg
cccagact at
t agtt agaga
tttttgagac
aat ctt ggct
cctcaatctc
ctaatttttt
ccaggat ggt
caaagtgctg
attttttggt
ccaaat ct ct
at accct aaa
ttttcatgct
aaaaccactt
gct gaacaca

ggaggat cac

agaattcctt
ttcattagtg
at ct acat gt
tatttttatg
tagaattttc
att agaccac
t gt aaagaaa
catggtcctg
ctgaagcggg
agttggt ggg
cact at ggcg
gctgccccta
aggat t acag
catggtgtca
taaagtttca
agagtttcac
cact gcacgg
ct gagt agct
tttttotatt
ctcgatctcc
ggatt cagca
tgcttcatge
ct gaaggt ac
t gat ct ct gt
tttgattttc
t ct ct ggaat
gt ggct t act
t t gaggccaa

aaaat ccgct
ctttttacaa
agcatttctt
ccactagttt
cccatattct
tctagcattg
agaggtttaa
acatttgctt
agcaggcact
gaggt gccac
agaagt cact
t gacccaaac
tt caaggt aa
tttactatct
att agt cagc
tctgttgecce
tccgectccce
gggact acag
tttagtagag
tgacctcgtg
gtcactttta
ctttccttgce
tagtt agact
ttcctttggg
caaacat gtt
aat accat gt
cctgtaatcc

gagtt caaga

415448
415498
415548
415598
415648
415698
415748
415798
415848
415898
415948
415998
416048
416098
416148
416198
416248
416298
416348
416398
416448
416498
416548
416598
416648
416698
416748
416798



ccagctttgg
t agccaggca
agat gggaag
actgcactcc
at caagacat
tt ggcagagt
cagggat aca
gttaat acac
acttctggtg
gagaggt cag
gttgattcta
t ct aat aaag
gt gt gt gt gt
at gt acat gt
at gct gagcc
CTCAGATGCA
GIGECGTCTC
ggt gaaggct
ccttcccact
CTTCCCACCA
ACCAGGAGAC
TACCTCTATC
GCAGCGCGAG
caccgccgga
gcaggggcag
tatccaagtg
gggacccatc

gct ccggceat

caacat agtg
tggt ggcat g
agcccaggag
agcct gggcec
acaaat gaat
cact ggaacc
gcagtacctg
at gaagt gca
gtttcactaa
ggaggt gcca
agagt agcgt
gaagaagcat
gt gt gt gt gt
ct gt agccgg
cctgctgttc
CACCGTCACC
TCAAGGACAT
ctccctttca
ctccctctct
GTCTTGCAGC
CCTGCACTCC
TGCTGTCAGC
CGGCAGCTGC
cccagegggg
agcccct ggg
gggaagagag
at gagaacag

t cccagct gt

agaccctgtc
agcct gt ggt
gttgatactg
acagaaagag
cctgectcta
tatctgtgcc
t ct gat gggt
ttaaatagtc
ggagcagggg
gat cat ggag
ggagccattg
gggt ggggcce
gtgtgcatgg
tggct gaggce
t ct gcagGCT
ATCTGGCTCA
Ggt gagt gag
ctcctgcettc
ttgcccccac
AGTGGGTGAT
CATGGEEGTCC
CCGCAACACC
GGATGCTGGA
gccct ggact
tttttagtca

gacct aagac

ct ggcacggg
gt gaccttgg

t ct acaaaaa
cccagct act
cagt gagcca
agcctgtgtc
acagttatta
tcacattttt
tggtt gagag
ttagcacgta
agagaagaca
gccct cgt gt
gaggggccta
taccccagac
ccat gt gcct
t ggacccctg
GTGGGTGAGC
CAGTGCGCCC
gaggcggagg
ctctctctcc
cagGITTTTC
TGGGCAGCGG
GGCAGAATGG
TCCCTCAACC
AGgt gaggct
cactt gaggg
gggact cacc
acat gggagg
gaggggt gga
gcaaggttgc

cttaaaaaat
t gggaggctg
aggt agcact
ttaaaattaa
gttgcttagt
at ct gt aaaa
gatt aaat ga
gttaacaaca
gaagaggttg
gct gccacga
act ggt ggat
tggggtttgt
gt gt gcaaat
gccagagccc
GTGGAGGATG
TGATATGACA
gcgacact gg
tctggccectc
TGGACTATGG
CTGGCACGAG
GGACAGTGCC
CTCAGGAGCT
ctgccct gag
cat agggcaa
cagaggaccc
gagcatttca
ctccgt ccag

tcctatctge

416848
416898
416948
416998
417048
417098
417148
417198
417248
417298
417348
417398
417448
417498
417548
417598
417648
417698
417748
417798
417848
417898
417948
417998
418048
418098
418148
418198

€. 456+1GC


https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=2244&page=sequence&seq=gDNA&ancre=2244
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1885&page=sequence&seq=cDNA&ancre=1885
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1889&page=sequence&seq=gDNA&ancre=1889
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1885&page=sequence&seq=cDNA&ancre=1885

tgcccagttt
tagtgtttat
aagttgctaa
cat gt gggt t
cgctctgtcg
agct ccgact
gct gggact a
t agt agagac
acttt gt gat
t gagccacca
at at aaaat t
gatgtctctt
gtcattttct
ct gat acagt
ttgtcccact
gtctcagtcc

gtt gggggct
gaccgcct ca

cacggaaggg
gcatttatcg
acttggccag
gggggagggt
gaccaagt gg
CTGGECECTTCA
CCCCCCAAAG
CAGTGCCTGA
ct gt gcccect

tgctcccagG

gct aaaat ca
tcttaatttt
attttacaaa
ttaccacatg
cccaggct gg
cccgggttca
caggcgcccg
ggggtttcac
ccgcecgcect
cgcccaaccc
attttttttc
tcccct aaat
tacattactg
actggtatcc
attgtcattt
ctttcaaaga
gatgtttcct
gcggt get ct
ctggtgttgt
gt ggaat agg
at ggaagct g
ct gcct ggct
gccgegt gga
AGGACCTCAC
CCCEEEGTCC
GCCCCCACCG
cccttgectce

TGGGCTGGECA

t aaat t gggt
taacttctga
gt agt acat a
tgctttcttt
agt gcagt gg
cgccattctc
ccaccacgcc
cgtgttagcc
cggcctccca
acatttgctt
t gaaccattt
aatt cagt gt
ggt at aacaa
agt ct acaga
at agcaaaag
gt ccaggcca
ccggagt gga
tgggtccctc
gctgggtttt
gaccct gacc
gaggt acccc
ggct caggga
accaccaccc
GCTGCAGCCG
CCCAGGAACC
gt aagctgtc
accctgccca

GIGCCCCEEG

at gacagt ga
aatgtttcag
aagaattccc
ttttttttga
cacaat ctcg
ct gcct cage
cggctaattt
aggat ggt ct
aagt gct ggg
tcttttatca
t gagagt aag
gcatttcctt
t ccaact cag
tcttactcag
acttggcatt
gtttecttttt
t caagt cact
ttggtgcatc

gaagct caaa

ct gggggage
cagggaggag
gacccacccc
tttaaccctc
CGGGGCCCTC
CGGACGGGEEG
cttggcctca

gt cgggct ca
TGCACCTTCA

t cgt gat aac
acct acagaa
atgtaccttt
gacggagt ct
gct cact gca
ct ccggagt a
tttatatttt
cgatctcctg
att acaggcg
ttctctttct
tt gcagacat
gaaaagaaag
gaaact aacg
attttaccag
ctgct gt cat
tttggcgggg
gttttggcag

ctt caggagg
ggacat agaa

caggat gccc
ggagaggat a
catgggtgtg
ct ccacagAT
TGGAGCCAGG
CAGCCAGATG
gtatcctctt
cagcaccctc

TCAACAAGCC

418248
418298
418348
418398
418448
418498
418548
418598
418648
418698
418748
418798
418848
418898
418948
418998
419048
419098
419148
419198
419248
419298
419348
419398
419448
419498
419548
419598

c.494del G

Q185X


https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1884&page=sequence&seq=gDNA&ancre=1884
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1885&page=sequence&seq=cDNA&ancre=1885
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1297&page=sequence&seq=gDNA&ancre=1297
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1885&page=sequence&seq=cDNA&ancre=1885

CACGCEECCT
AGGTCCCCGC
GGCGAGGAGG
t ggacagaca
acacct gcgce
at gct gct gg
gacct gccct
t gt ggcgcac
ccat ccccag
caccct agcce
acct cacccc
ct caccct gg
acccct gact
gat gaccccc
t gacacacgc
t gat ct cacc
ct ggccacce
cccacccctg
tgctacct ga
cattgctgtc
cccttggett
caacct gcct
ccccacccce
cccagctttg
cccttccece
t ggcceccgee
ACCTGCAGCA
CCCGCCGAGT

GCCTGTGAGA
CTCATACCAG
AGGCCCTCCG
cctgcagacc
actgccgegce
cagt gaccct
ct ct caaagg
atccaggttc
ctttgacaca
at gaccccag
cacccgtctg
actctcctac
t cct gagagc
gaccccggtc
act aat gaca
cctggeccca
cactcctgtt
acgttgagtg
ctcaccactc
t cacct ggcg
ccccacct cc
gctcctgecc
at cccccacc
cctgtggctg
tt cggggt ct
ccgt gt gccc
CGTCCACCTG
GCCCCGTGTG

TGTGCTGCCG
CCCGACGAGG
TCAGTACCAG
gcacggggga
ctctcecgtta
gcacct ggct
tcaccctgtg
acat gcccca
ccacacgagt
caccct agcc
t gacct aagc
t cct gacctc
ctggcctgga
ctacgcctta
cagacattga
cctgcattcc
cccgt ct cag
gct ccaccag
agaccccggc
ccttcecgtgg
acctggcctc
at cccccacc
cccgtcceccc
gt ct gaccca
gacccgcccc
agCGGAAGCA
GACCAGAGGA
CTACTCGGTG

[ccescocosoe:
AGGAGCGAGC
CAGgt gggcg
ggt gt aggcc
ctgccttgece
gt gaccct gc
gct gagaccc
ctcccacgtg
at ggct ggcc
at gaccacac
ctgctccacc
ttccctctceg
ccctcgetge
gccctacccc
tccccgagtg
ccttggaccc
ct cct cggct
ccct ggececg
cceccttectt
ctacct ggcc
act cccagcc
ccccaccccc
atcccccatc
gccct gacca
cgaggccctg
GCAGCAGCAG
GCCTGGTGCT
CTGGECECCCG

GAGGCCTACC
GCGCCTGGECG
ggaaagt ccc
aggaagggag
cctcccaacc
acct ggct gt
gctcecct gge
ggct gt ggct
at gaccccag
ct cagct cgg
t cgccgt gac
ggct gggecc

gccct agggg
gcccccatcg

ctcceccattc
ggtgct gccc
tcgtcacttc
ggccctgecc
accttgctgc
ggcct ccect
ccgccecct cc
cat cccccag
cctact ggct
cgccecct gg
acccgccecg
GAGGGGAACT
GAACACGGAG
GCGAGGCCGT

419648

419698 QR31Sfs*45 P190fs c. 722del

419748 c.727GT

419798
419848
419898
419948
419998
420048
420098
420148
420198
420248
420298
420348
420398
420448
420498
420548
420598
420648
420698
420748
420798
420848
420898

420948 Q22X Q67* L273Pfs*27

420998 V295L

C. 727_728i nsGCECG


https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=2663&page=sequence&seq=gDNA&ancre=2663
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1888&page=sequence&seq=gDNA&ancre=1888
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1880&page=sequence&seq=gDNA&ancre=1880
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1885&page=sequence&seq=cDNA&ancre=1885
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1885&page=sequence&seq=cDNA&ancre=1885
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1885&page=sequence&seq=cDNA&ancre=1885
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1885&page=sequence&seq=cDNA&ancre=1885
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1882&page=sequence&seq=gDNA&ancre=1882
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1877&page=sequence&seq=gDNA&ancre=1877
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1885&page=sequence&seq=cDNA&ancre=1885
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1887&page=sequence&seq=gDNA&ancre=1887
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=2664&page=sequence&seq=gDNA&ancre=2664
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=2665&page=sequence&seq=gDNA&ancre=2665
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1885&page=sequence&seq=cDNA&ancre=1885
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1885&page=sequence&seq=cDNA&ancre=1885
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1885&page=sequence&seq=cDNA&ancre=1885
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=2102&page=sequence&seq=gDNA&ancre=2102
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1885&page=sequence&seq=cDNA&ancre=1885

GGTGCTCCGT

acccccggcea

gt gggt gggg
acgaggt agg
gagaggccca
t agacgt gag
ccgcecgggce
gccagtttct
acacagaccc
caggct ccgt
gagaat cgga
acat acagt a
t ggaagcttc
t aggt gt ggg
t ggt ggct gg
gtgttgggt a
at gggagt ca
gccagat gga
t gggggat gt
gggt ggaggc
t att gaggag
gcctt gecat
ctaactcttt
CGCAACAGCC
CTCGTGCTCG
aggat gggag
gcaggcagca

gt ct cact at

GAGTGICTGC
atgcagctta
ccctgtgcetce
ctccgtctcc
gcgecttacc
cgcaggegt g
tcctgcagec
gagtctcctg
gctcaccaca
gcctgectcc
taat cgct gg
catt aagaga
caaggaggt a
gt gt gggcect
agcagaggga
cgt gagcagc
ct ggggagac
t gcagggagc
ggggcect gga
cttggtgatg
aagt ccacct
gt gagggat g
tcccctcccc
AGGAGGCGGA
GGCAAGCTGC
acat acccca
gacatctttc

gttgtccaag

ACACCTTCTG
at caaagccg
t gat acct ca
ccatgttgcg
ccaggcccac
gggggagact
acgct gct ct
t cat ggcccc
gcggaccctt
t gcagcttac
ttgatgtctt
caacaggagt
gccccagagc
ggcctgttgg
t gaagggggt
agt gaggagt
at ggctgctg
ccagcgagga
ccagagaat c
ggttggt gag
ggggtgactg
gagt ccccag
tcccct agGG
GGTCTCCTGC
TGGAGAGGGA
agt cccaact
ttttectttct

ctggt ctcaa

CAGgt gcggce
ccaat t acgc
tt ggacgccc
gacgaggaac
ggct cat gag
cccttccecct
cagcct cgcet
cccacccctg
gt ggagccgce
att ccagcag
t gt gaatt gt
ccttcccaga
agggaccgga
aggagact ga
aat cagagca
tgggattt gt
ttctgagata
ggct cct gga
agagcggcag
agggat ggga
agt gaggccc
t gaagggggt
AGTGCCTGCA
CCCTTCATTG
GATCAAGECG
cct aaggaac
tttttttttt
act cct gggc

ccccagt ccc
agggct ggac
gcgaaaacct
ct gagggaaa
agaagcagcc
ctacctttcg
gt gggcat ct
aat gt gggga
ccct gggt ga
agaggct gat
gt caaat gct
gagggt ggt ¢
aggcctgctg
ggaggt ct ct
ggat agagag
t ct gggt agg
gact ct aggg
gt cacccagg
t at ggaggca
aggaaggaga
ct ggggt cag
tcctatgatc
GGGCACCATC
ACAACACCTA
gt aaggcctc
t gggccct ga
t ggagat ggg

ttaagcgatc

421048 c.896_899del

421098
421148
421198
421248
421298
421348
421398
421448
421498
421548
421598
421648
421698
421748
421798
421848
421898
421948
421998
422048
422098
422148
422198
422248
422298
422348
422398

C305F €.917+3_917+4i nsG



https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1879&page=sequence&seq=gDNA&ancre=1879
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=2103&page=sequence&seq=gDNA&ancre=2103
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1885&page=sequence&seq=gDNA&ancre=1885
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1885&page=sequence&seq=cDNA&ancre=1885
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1885&page=sequence&seq=cDNA&ancre=1885
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1885&page=sequence&seq=cDNA&ancre=1885
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=2104&page=sequence&seq=gDNA&ancre=2104
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1885&page=sequence&seq=cDNA&ancre=1885

attcatcctc
t gt t gagacc
accacatcta
gctgggcgtg
gt gggcagat
gcaaaaaat a
ctagctactt
cttgagccta
t ccagcct gg
at t agt cagg
cagatattta
ttacagcttc
atagaattca
cagcgctttg
agat cagcct
att agccggg
t gaggcaggg
agat cgcgcc
gaaaat at at
ttgttgttgt
acagtcattt
tgtatctgtg
attcttacaa
cat aaact at
t acagat gat

act gcact at

gcaggggt ct
gggct ggact

agccccccag
ccaagcagaa
t gaaggaagg
gcagct caca
tgctt gaacc
tt caaaaaat
gggt ggggtc
ggaagt aagg
gcaacagagt
gaact ct gga
acctctctat
tatttccagg
t agt agt aca
ggaggccaag
gact aacatg
tgtggtggcg
gaatcgcttg
attgcactcc
at at at at at
tagcgcttac
attcagctca
ggt accacac
aaaaaattac
ttgtataaca
ttaaagtgta
tttatataag
t ggaaccaat

tacctggatg

acatttttca
aaagaat t ga
acagcagagt
cctgtaatcc
catgagttcc
agccaggcgce
t gggat gagt
tt gcagt gag
gagaccttgc
gcct ggt ggce
gcctct at ct
att gcaaaga
t ccaggcgcea
gcgggt ggat
gagaaacccc
catgcctgta
aaccccggag
agcct gggca
tt agagt agt
t gt gt aacaa
t aaat ct gca
tggagaattc
aat aaaaaac
tttatgttat
t gggaggat g
gggt t t gagc
tctctggata
gttcttctgg

agagctttgt
ggggagt agc
t gt t aagaat
cagcactttg
agaccaacct
gggggcat gc
gggct gaggt
ctgtgattgt
ct caaaaaaa
ct gggt gt gt
catctctgtt
ttacagt aga
gtggctcatt
cacct gaggt
atctctacta
at cccagct a
gcggaggttg
accagagcga
gcttgtcaca
at cact gcag
agtt aggaca
agcaacggt g
aaatttaaaa
attaggtatt
ttggt aggtt
at ccat ggat
ccgagggat g
t ct gggcagg

ccat gt gggg
t agt caagaa

cagggact cg
ggaggat gaa
gggcaacat g
gcctgtagtc
gggaggattg
gccact gcac
gaaaaaaaaa
gaccacaagt
agagt cagag
ggat at gt gt
cctgtaatcc
cgggaattcg
aaaat agaaa
ct caggaggc
t ggt gaact g
aact ccgt ct
t agt aagcct
gct caaaaca
gttggccctc
gat agaacat
aacaat acag
at aaat aatc
gt at gcaaat
tt gggt at ct
actataattt

gcct cget ga

422448
422498
422548
422598
422648
422698
422748
422798
422848
422898
422948
422998
423048
423098
423148
423198
423248
423298
423348
423398
423448
423498
423548
423598
423648
423698
423748
423798



tttcacctgg
ggt ct cat ct
tct cacccac
aggtt ccaag
tctgctcatt
gct caagcac
gggagacaga
tatgtgtgtc
cgttagcagg
ccttctgtgg
attcatggtt
gt gggttccc
cacaaaacac
ctcctatgcec
t at ggagccc
gt agaacttt
ctectgttgtc
gacct cat ga
ttagaggttt
gccaggttca
ttgat gt gag
ggat cagcca
at gcct cacc
aaacccagga
ct gggcaaat
cat ccaggct
ctcccgggtt
t agaggcgca

gcct gget gg
gt gat gact g
cagcaggct g
agcagccat g
tctcacttga
agagtccatt
aacaaat t gg
tgcatacgtg
ttctctgect
gactccattt
tt caaact gc
aggccaaaac
at acacagac
cctatttctc
aagaggtt ct
gggagt t cac
t ct gggt ggt
ccagtcattc
ccct gt ggag
t gccaaaggg
t ct cagaaaa
agt aat gt ag
acat agaacc
aat cct ccaa
tteetttttt
ggagt gcaat
cacgccattc

caccgccatg

t gggt cagce

ggat gact gg
cccgggectt

gggagcccca
cactgtccca
gggaagggac
agt caccact
tgtgcttgcec
ggctget ggt
ccttatctga
t gggaaat ga
at ggcagccg
ctcctcttta
ct gagaat gc
gcccct gggg
agctctgata
t gct gaggct
catatgtccc
t ccaccccag
ct gcat gaac
tggt caagt g
t ggaggtt gt
agagcagaaa
ttgcatttta
tttcettttt
ggcgcgat ct
tcctgectca

gcggt ggect
ggcctcecttce
ct cat gt cat
gt gcat gt gt
tt ggccaaag
cacccaaaag
ccgccagt ct
gctggegcetc
gat ct cgagc
aaagt ggaca
ccttcccaga
aggcccaaat
tttctgtcce
tcccaacttc
aaaaggggga
t caggagcag
ccttcgcet ct
cagcacccat
ccaaggggca
ttccctggag
t gacagagag
ttttacaaaa
t cagagagaa
tcttatttcc
gagat gaagt
cagcccact g

gcct cccaag

ggtttat aat
cacttcaatg
ggtggt ct ca
actttctaag
caagt cccat
t gt ggaat cg
gt cacagcgt
ttcatgaatt
aagttgtttc
gttgggcttg
cttgggcact
gggagat ccc
ccct gect ct
accaagt gtt
ggcagaagag
ccccattttt
ggcct ggaga
agccatttgc
ttatgctggg
cccact ggag
aaggaggcag
acagaaaaat
aat cacccac
ttcagtatct
ctcactct gt

caagct ccgce

t agct gggac

cccagctaat ttttgtattt tcagtacaga

423848
423898
423948
423998
424048
424098
424148
424198
424248
424298
424348
424398
424448
424498
424548
424598
424648
424698
424748
424798
424848
424898
424948
424998
425048
425098
425148
425198



cgagttttca
gat ccaccca
ccgtgcccag
ttgcacacaa
aacaaat gt a
atgatttctg
gttattttgc
cat at act gt
t t caaggaat
cgaagtctca
t cact gcaac
cccgagt agc
gtatttttag
act cct gacc
acaggcgt ga
t gggat aaag
gggatggttg
gcttact agt
ggtgtatata
gcgt aat aat
atcctttgtg
tgtacaatta
cttactctat
ctcactaccc
attagttcag
taatgtttgt
cagttcttcc

cgaat agt ac

ccat gtt ggc
cctcggectce
ccagat at ga
t aaaat gt ac
actctcgt aa
cctcattgta
tatagaattt
ttatacctct
gttttgcatg
ctctgttgee
ct ccacctcc
t gggact aca
t agagat ggg
t cgt gat gcg
tccatcattc
tt aaagaagt
aaacgttatt
ttgtttaatt
tttctggggt
cacat cat gg
ttacagacaa
aattattggc
ttttttgtac
tttgcagcct
ttgtttcgat
ttgtctgtge
at gttgct gt
t ccat t gt at

caggct ggtc
ccaaagt gct

ttttttaagt
tcattgtaag
ccaccaacca
accagcat gg
ttct aaagat
tagttctagt
gtgtattctt
t aagct ggag
cgggttcaaa
ggcagat gcc
gtttcactat
cccgect cgg
ctggctggtg
gggat gggt a
gccacattgc
tttatttttt
acat gaaat a
agaat gggga
tccagttaac
tacagt ct gt
caatttgcca
ct ggt aagca
ttttagcacc
ctggcttatt
aaat ggcagg

at at gt gcca

tt gaact cct
aggat t acag
caactttact
tat gcagt ca
ctgttacata
at acaat cgc
t at t acaaat
ttctcagttt
tttetttetet
tacattggtg
cgattctcct
accacaccca
gtt ggccaag
cctcccagag
catcttat at
ccaaagggt c
tttctcagtg
atttttgegg
ctttgataca
atccatcccc
ctctcttagt
tgtgctatca
tccccactcc
tccttttact
t gcaaat aag
tcatttaaca
attgcattct
cgttttcettt

gacct caggt
gcgt gageca
t aagt at act
ggtaaatttt
t aacat aggc
tttagctttt
ct caat agca
gt aat act cc
ttttttgaga
tgat ctt ggc
gcct cagect
gctaattttt
ctagtcttaa
tgttcagatt
attattttct
agaaaagttt
ctacgtacta
gt acat agt t
ggcat gcaat
t caagcattt
tattat aaaa
aat act aggt
cct gccacgce
gtctgtcctc
t gagaacat g
t aat gacctc
tttttgtgge

at aggat act

425248
425298
425348
425398
425448
425498
425548
425598
425648
425698
425748
425798
425848
425898
425948
425998
426048
426098
426148
426198
426248
426298
426348
426398
426448
426498
426548
426598



agtttaatca
tattgtgaga
tacagttcag
ccat ccacct
tttttacttt
aggatttcat
cactgcatcc
ccaagcagct
tttaaaaaaa
ggt ct gaaac
aaagt gct gg
tctttgaatg
ctggggctgg
gt ggt caagg
tggtgtgttg
CTGGGCATCT
GACCCCAGAT
TCACCTGCCC
cct gcaggga
cacact gcag
t ggt cat gac
aact gagccc
gcct caaacc
agt ct gaccc
cccat ccaag
gt cacttaag
ccctggcettc

ataccacgtc

tgtctttcce
aaat agacat
t ggcat t aag
ccagaacttt
tcttttccett
tctgtcaccc
ttgaccttct
gggact acag
ttttttggta
tcttggectc
gat t acaagt
gagtttttca
gttggagttt
gtcatatgtc
gcagCTCCTG
CCATTGCTGA
TGCAAGGGAT
TGIGIGITTC
ctcccecccac
tgcgtgttct
ttagagct ac
t ggccccaca
t aggcagccc
cagt cacaga
t ccat agact
gt ggt cccat
t gact gaat ¢

tccacccgtg

aacattgctt
aacatttacc
tacattcaca
t agaaattcc
ttretttttt
aggt t ggagt
gggct caagc
gt gt gagcac
gagat gaggt
aaggaat cct
gt aagccacc

acact at gag

ctgggct ggg
aggtgttctg
ACCCCTGAGG
AAACCGCAGT
GGTGCTTCTT
CACGTCAACT

ctagtcactg

cct gggaagg
at gt cagt gg
gacggagt cc
tggttcacaa
ctgaatccca
tggcctctga
attcagctca
t gt gacagac

tcctcaactg

attatttatg
attttaacca
ctgttgtgca
ccccactttc
tttttttttt
gcagtgcatc
gat cct caca
cacacct ggt
ct cact gt at
cctgccttga
acacct ggcc
gattacat ga
ggctttctgg
aat cct gagc
ATTACCAGCG
GCCTTCAGCT
TGAGGATGAT
GCCTCCTCTG
tcatcttgcc
gagct gt gac
gagagt gt gg
cagccccagce
t ggagcccceg
gtcccacatt
ccaaacct ga
gaccct gaac
t aaggcct ga
agt gct gacc

ttecttttett
gtttttagta
accat cacca
tttcactttc
ttttttagct
agt cat ggct
acccagcctc
tattttattt
ttctcaggcet
ctgacctccc
t aaaat ccac
agaaaagagc
agggtattta
agcaaggaca
ATTTCTAGAC
ACCATTGCAA
GICAATGAGT
CAAGOt 9999
t ggagct cac
act ggcct gc
cttgagcctg
cccagat gga
accct gggcc
gagccct gat
ccctgcactt
cgagctctga
ccct ggecct

ccaaacct ag

426648
426698
426748
426798
426848
426898
426948
426998
427048
427098
427148
427198
427248
427298
427348
427398
427448
427498
427548
427598
427648
427698
427748
427798
427848
427898
427948
427998

€. 1054CT

c. 1160A>G


https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1883&page=sequence&seq=gDNA&ancre=1883
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1885&page=sequence&seq=cDNA&ancre=1885
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1878&page=sequence&seq=gDNA&ancre=1878
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1885&page=sequence&seq=cDNA&ancre=1885

acagccct ac
aaagt t gaag
t cagcct gag
ggcccttgtt
gt gcccat ca
cccagct act
accttgactt
atgcattaca
tgcctttgtg
ccct gaggaa
TGAGCAGATG
AGAACGATGT

ggacagggcc

t gggggcttc
ctcccttctg

t cat gt cagg
agggggttgce
ccacagct ct

gctgggtgac
agGIGATGCT
GTGGTACAGA
CACCGAGATC
gtctttgctc
gaggagggct

tgaatttgta
ggagtttcac
t cact gcaac

cccaagt agc

ctgatccttc
gt gaggagcc
caagct cagt
agggat gcag
gaact t aaat
caggaggct g
cacctccctg
aagt gaggtc
gact cct gcc
ccttcttacc
AACTGCAAGG
GGECTGECCCEG
gaggcct agg
ccagt aaggg
gctgtcactc
aagagcgt ct
t ggat ggagc
agagggt cac
tgccccagec
GCAGCAGEEC
AGAAGGACGG
TGCTGGGTCA
gt ggt ggt gt
gggaaaact a
cagct cccga
tcttgttgec
ctctgecttc

t gggat t aca

ccccaggcect
ggt aaacagg
ct ggggt cat
ggt ct caccc
aagct gggt g
aggtatattt
gcgccaat at
ctgccagt ga
ctgcacctca
ttgagt ccct
AGTATCAGGA
CAGACGACAG
gattttaagt
ctgtgctcac
ccat ccggag
gggt ggaggg

ct ggcct gge
caccttctcc

ccgccccagg
GAGGCCATCC
CTGCGACTGG
CCAAGEECCC
ggagagggt g
cagcccat gg
ggt aagaat t
caggct ggag
cgggt t caag
ggcat gcgcece

gt ccccgeceg

t ct ggagcct

tgggcct gt a

t aggggt at a
t ggcagcaca

tgctgttagce
cctcttctgt
ctacacct ag
cctctcccag
cacccgct ac
GGACCTGGECC
AGATCCTGAA
tctgggat cc
acatccctgg
gt gggactta
t ggagaccac
agagccacac
ct gccat ggg
gccagcacct
GCTGCCCCCA
ATCCGCTCGCA
ACGCTGGEGEEC
cccttgtggg
gccat atcca
tttetttetet
t gcaat agca
caattctcct

accacgcccg

cttcatctca
ggt ct cagac
accccgggcea
agggatttct
t gt cagt ggt
atatgtgatg
aaaat ggctt
aggcat t aag
cttcttaacc
agGCCATCCA
CTGCGEECTC
Ggt gaggctg
aggt gggggc
aggct ct gac
ggccgaat gg
aggaat gaag
aggagagact
gaggggccag
gccccact cc
GIGCCAGATC
CCGTCTGCCA
CCTGEgt ga
ctttgcctta
acccagcacc
tttttgaaac
caat ct cagc
gcct cagect

gctagttttg

428048
428098
428148
428198
428248
428298
428348
428398
428448
428498
428548
428598
428648
428698
428748
428798
428848
428898
428948
428998
429048
429098
429148
429198
429248
429298
429348
429398

T470S E471K


https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=2101&page=sequence&seq=gDNA&ancre=2101
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=2689&page=sequence&seq=gDNA&ancre=2689
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1885&page=sequence&seq=cDNA&ancre=1885
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1885&page=sequence&seq=cDNA&ancre=1885

tatttttagg
ttcccgaccg
tacaggcgtg
gt t gaaaaaa
aat ccacgtt
tcattcattc
gccgt at ggc
gcccact cct
aggtggattg
cctgccactc
agct gggcett
gagaagt gct
gctgtcgtta
caggt agact
ctgacatgtc
cccggatcta
ct cagt gact
gaggacct gc
ggcagt ct ct
gGGCCCAGGA
CTTGCCACCC
ACATGCTGAC
AGCTTCGTGG
ACTCCCGTTG
GGECECTTGCC
CCCCAGCCTT
CTGTGTGACT
AGCACTCTCA

agagacgggg
caggt gat cc
agccaccggg
t accagaaga
tcagt gt ccg
acatgttggc
t gccecggcecc
gccct agagg
gcccct ggcet
acctctgtca
at ct caggct
t agagagcct
ttaggggt gt
tt cagacagg
t agaat at gc
ggcgtgggt a
ct ccat cagg
agaggcaaag
gcact gcgct
GACACCAGCG
AACGCTGTCAG
CCAGCCCCAC
ACGGCCTTGC
TCCACGGTCA
GGCCAGACTT
AAACATACCC
CCATACTCCT
GCCTCCCCGC

tttctccatg
acctgcctcg
ccgcaagaat
tgactatttt
t aggt aaagt
tgtggttgct
aaaat gact g
acagcaagt a
ctggcacat a
gccccatttc
tgttgtcaga
gt cactt ggt
gct ct ggaat
t ggaggcaga
agagt ggt ca
gact gagt gc
t agct gaggce
gcccgggat g
gacattctct
GGEEECTGCCG
AACTGCCACT
ATCCACATTC
TTGCTGTAGC
CATCTGCCCC
CTCTCCCCTG
CCTGGCCAGA
CCCACCACAA
CTTCAGCTGT

tt ggt cagac
gcct cccaaa
gttctttaca
gt gacgt gaa
gctttggage
tttacactac
gcecctttgea
aaggt t cgat
ct gact gt gt
ct ct gt gaaa
at caagt gga
gagcaccctt
t gggggcct g
ggaaact gcc
gatcctctcc
t gt gggagcce
t gaccaggcc
ggagagcgct
tctcttcctce
CTGCAGGGTA
GAGCTAAAGA
TGTTAGAATG
GITGTAGEEG
AGTCCCTTTG
CGGCTCCCAC
GECCTTCCTG
CACTCATCTG
CACCTTTCTG

t ggt ct caaa
gt gct aggat
tctttaaatg
aattacat ga
acagccgt gt
agaggcagag
gaaaaggt tt
ct ggagt cag
gattaggctg
t ggagat gat
aaaat t gcaa
gcagat ggt a
ttgctacgtt
ctctcgcatg
ctggcctgtt
cagaaaaggc
attcttgcag
cggct gt ggg
ccatcctcta
AATGGGATTC
TGGTGGEEECC
TAGCTCAGGG
CCCTGCCTGC
TCCTTCCCTT
CTCTGCCTCGA
GGTGGAGCCT
TCAAACACCA
GGCECTAACTT

429448
429498
429548
429598
429648
429698
429748
429798
429848
429898
429948
429998
430048
430098
430148
430198
430248
430298
430348
430398
430448
430498
430548
430598
430648
430698
430748
430798

T489Pf s*9

N508Pf s*4


https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=2661&page=sequence&seq=gDNA&ancre=2661
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1885&page=sequence&seq=cDNA&ancre=1885
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=2662&page=sequence&seq=gDNA&ancre=2662
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=19&Id_mutation=1885&page=sequence&seq=cDNA&ancre=1885

CTCTGCCTTT
TGTTCAGAGC
GGTCCEECTC
AAAATGGTTT
ATGICCTGCEC
AACTGCATCA
GIGACTGAGC
TCAGGGGCAA
TGCAGIGTGT
AGICTTGCCA
GGCAGGTAGA
GGTTGTCCAT
CAGCAGTATT
AGGGTCCTGG
CCCTCCTTCC
CCCTGIGACG
AAGGECCTGTG
CTGCCACCTG
TGCGCAGAGC
CCTCCATTGG
CAGGCAGCCT
ACTGGGAGGA
ATGGGACCAG
GCCAGGEECCT
AGAGATTGIT
TGTTTTAGAA
TTTACCACAT

GIGGTTGGAG
CAGGAAGGAG
TGCGTCTCCC
TCCGGEGAAGG
CTGGGACTCT
GAAAGITGAC
ACTGGGACCT
GGATGCTCTT
CAAGTCTGCA
CTCCTGECTCC
TAGITCAAGA
CCTATTTTCT
TACTAGAACC
GATGITCATT
CCTTTTGAGA
TGACCATCAT
ATTTTGIGCG
CCGITGGATG
TGTCTGAGAA
CTCAGGCCAG
CCCCaECeCT
AACAGAAAAA
CTCAGGCAGA
GCCCTCGTGT
CTCTTGIGGT
ATTTAAATCG
TAAAATCTAG

GCCTGAGGECC
ACTGCACAGT
TCTCTGCAGC
GATGAGIGTG
ACACACAGCC
TTGTCAGTCC
TTCTACCAGA
GGGTCACCGT
GAGAAGGATG
CTTTTGACCT
AGGAACGAAG
CGTCTCAAGC
CACTCTGIGC
CTCTAAGTCT
TCTGGTATTT
CATAGCAGEC
GAAGECCCTG
CCAGGACTCA
TGTGTGAGTIG
TCAACCGTCG
GGAGGCAGAA
GCAGAGGAGA
CCCTGICTCA
CTCTCAGGAG
ACCACAGGCT
GITGCCCATC
ATGCCCTCCT

TCTTGGAACT
TTTGAAAGCA
CTGIGTAAGC
ATGITCCTTGA
AGGATCCTGA
ATCTGTGGTA
TGTGGACCCC
CAGCCAGGAC
GCCTTAGGEG
CTCAGCAGEC
CTGCTGCAGT
AAGATGGCAC
TGGTCGGAGG
TTCCTCCGCT
GATGCCCAAC
AGAGGEECECC
TTCTAGCAAC
AGAGCTGECC
GACTGEGTCC
CAGAGGATGA
AGGCCCAGCEC
GCCAGCCTGC
TACCCACTCT
CCTGGECCATG
GTAACCAGTC
TTTTTAAATT
TCTCTTGAAA

CTTGCTAACC
CAGCCCGTCA
TATTATAATT
GAGGAAATGA
GGICTCTGGEG
GAATGAGGECT
ATGCCCAGCC
AGGTGCGAGT G
CCGGAGGEEA
ATCTAGEGTT
TGAGGEEGTGG
AGTATCGATT
TTACTAAGAC
CTGTGACCCA
ACATTGICCA
TCTGCTGCTG
TGGAAAGGCA
CCAGICACTG
TTCGGECACTG
GGGEGECACACT
AGAACCACTG
AGGCGTGIGG
CCCCTCTCTT
AGACAAAACC
CACCCAGTGT
GGCAACATCG
A

430848
430898
430948
430998
431048
431098
431148
431198
431248
431298
431348
431398
431448
431498
431548
431598
431648
431698
431748
431798
431848
431898
431948
431998
432048
432098
432148
432198



432248
432298
432348
432398
432448
432498
432548
432598
432648
432698
432748
432798
432848
432898
432948
432998
433048
433098
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