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CAAACTCTGT AAGAACTGCC TGACAGAAAG CTGGACTCAA AGCTCCTACC -328 

CGAGTGTGCA GCAGGATCGC CCCGGTCCGG GACCCCAGGC GCACACCGCA -278 

GAGTCCAAAG TGCCGCGCCT GCCGGCCGCA CCTGCCTGCC GCGGCCCCGC -228 

GCGCCGCCCC GCTGCCCACC TGCCCGCCTG CCCACCTGCC CAGGTGCGAG -178 

TGCAGCCCCG CGCGCCGGCC TGAGAGCCCT GTGGACAACC TCGTCATTGT -128 

CAGGCACAGA GCGGTAGACC CTGCTTCTCT AAGTGGGCAG CGGACAGCGG -78  

CACGCACATT TCACCTGTCC CGCAGACAAC AGCACCATCT GCTTGGGAGA -28  

ACCCTCTCCC TTCTCTGAGA AAGAAAGATG TCGAATGGGT ATTCCACAGA 23   

                             Met SerAsnGlyT yrSerThrAs 8

CGAGAATTTC CGCTATCTCA TCTCGTGCTT CAGGGCCAGG GTGAAAATGT 73   

pGluAsnPhe ArgTyrLeuI leSerCysPh eArgAlaArg ValLysMetT 25

ACATCCAGGT GGAGCCTGTG CTGGACTACC TGACCTTTCT GCCTGCAGAG 123  

yrIleGlnVa lGluProVal LeuAspTyrL euThrPheLe uProAlaGlu 41

GTGAAGGAGC AGATTCAGAG GACAGTCGCC ACCTCCGGGA ACATGCAGGC 173  

ValLysGluG lnIleGlnAr gThrValAla ThrSerGlyA snMetGlnAl 58

AGTTGAACTG CTGCTGAGCA CCTTGGAGAA GGGAGTCTGG CACCTTGGTT 223  

aValGluLeu LeuLeuSerT hrLeuGluLy sGlyValTrp HisLeuGlyT 75
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GGACTCGGGA ATTCGTGGAG GCCCTCCGGA GAACCGGCAG CCCTCTGGCC 273  

rpThrArgGl uPheValGlu AlaLeuArgA rgThrGlySe rProLeuAla 91

GCCCGCTACA TGAACCCTGA GCTCACGGAC TTGCCCTCTC CATCGTTTGA 323  

AlaArgTyrM etAsnProGl uLeuThrAsp LeuProSerP roSerPheGl 108

GAACGCTCAT GATGAATATC TCCAACTGCT GAACCTCCTT CAGCCCACTC 373  

uAsnAlaHis AspGluTyrL euGlnLeuLe uAsnLeuLeu GlnProThrL 125

TGGTGGACAA GCTTCTAGTT AGAGACGTCT TGGATAAGTG CATGGAGGAG 423  

euValAspLy sLeuLeuVal ArgAspValL euAspLysCy sMetGluGlu 141

GAACTGTTGA CAATTGAAGA CAGAAACCGG ATTGCTGCTG CAGAAAACAA 473  

GluLeuLeuT hrIleGluAs pArgAsnArg IleAlaAlaA laGluAsnAs 158

TGGAAATGAA TCAGGTGTAA GAGAGCTACT AAAAAGGATT GTGCAGAAAG 523  

nGlyAsnGlu SerGlyValA rgGluLeuLe uLysArgIle ValGlnLysG 175

AAAACTGGTT CTCTGCATTT CTGAATGTTC TTCGTCAAAC AGGAAACAAT 573  

luAsnTrpPh eSerAlaPhe LeuAsnValL euArgGlnTh rGlyAsnAsn 191

GAACTTGTCC AAGAGTTAAC AGGCTCTGAT TGCTCAGAAA GCAATGCAGA 623  

GluLeuValG lnGluLeuTh rGlySerAsp CysSerGluS erAsnAlaGl 208

GATTGAGAAT TTATCACAAG TTGATGGTCC TCAAGTGGAA GAGCAACTTC 673  

uIleGluAsn LeuSerGlnV alAspGlyPr oGlnValGlu GluGlnLeuL 225

TTTCAACCAC AGTTCAGCCA AATCTGGAGA AGGAGGTCTG GGGCATGGAG 723  



euSerThrTh rValGlnPro AsnLeuGluL ysGluValTr pGlyMetGlu 241

AATAACTCAT CAGAATCATC TTTTGCAGAT TCTTCTGTAG TTTCAGAATC 773  

AsnAsnSerS erGluSerSe rPheAlaAsp SerSerValV alSerGluSe 258

AGACACAAGT TTGGCAGAAG GAAGTGTCAG CTGCTTAGAT GAAAGTCTTG 823  

rAspThrSer LeuAlaGluG lySerValSe rCysLeuAsp GluSerLeuG 275

GACATAACAG CAACATGGGC AGTGATTCAG GCACCATGGG AAGTGATTCA 873  

lyHisAsnSe rAsnMetGly SerAspSerG lyThrMetGl ySerAspSer 291

GATGAAGAGA ATGTGGCAGC AAGAGCATCC CCGGAGCCAG AACTCCAGCT 923  

AspGluGluA snValAlaAl aArgAlaSer ProGluProG luLeuGlnLe 308

CAGGCCTTAC CAAATGGAAG TTGCCCAGCC AGCCTTGGAA GGGAAGAATA 973  

uArgProTyr GlnMetGluV alAlaGlnPr oAlaLeuGlu GlyLysAsnI 325

TCATCATCTG CCTCCCTACA GGGAGTGGAA AAACCAGAGT GGCTGTTTAC 1023 

leIleIleCy sLeuProThr GlySerGlyL ysThrArgVa lAlaValTyr 341

ATTGCCAAGG ATCACTTAGA CAAGAAGAAA AAAGCATCTG AGCCTGGAAA 1073 

IleAlaLysA spHisLeuAs pLysLysLys LysAlaSerG luProGlyLy 358

AGTTATAGTT CTTGTCAATA AGGTACTGCT AGTTGAACAG CTCTTCCGCA 1123 

sValIleVal LeuValAsnL ysValLeuLe uValGluGln LeuPheArgL 375

AGGAGTTCCA ACCATTTTTG AAGAAATGGT ATCGTGTTAT TGGATTAAGT 1173 

ysGluPheGl nProPheLeu LysLysTrpT yrArgValIl eGlyLeuSer 391



GGTGATACCC AACTGAAAAT ATCATTTCCA GAAGTTGTCA AGTCCTGTGA 1223 

GlyAspThrG lnLeuLysIl eSerPhePro GluValValL ysSerCysAs 408

TATTATTATC AGTACAGCTC AAATCCTTGA AAACTCCCTC TTAAACTTGG 1273 

pIleIleIle SerThrAlaG lnIleLeuGl uAsnSerLeu LeuAsnLeuG 425

AAAATGGAGA AGATGCTGGT GTTCAATTGT CAGACTTTTC CCTCATTATC 1323 

luAsnGlyGl uAspAlaGly ValGlnLeuS erAspPheSe rLeuIleIle 441

ATTGATGAAT GTCATCACAC CAACAAAGAA GCAGTGTATA ATAACATCAT 1373 

IleAspGluC ysHisHisTh rAsnLysGlu AlaValTyrA snAsnIleMe 458

GAGGCATTAT TTGATGCAGA AGTTGAAAAA CAATAGACTC AAGAAAGAAA 1423 

tArgHisTyr LeuMetGlnL ysLeuLysAs nAsnArgLeu LysLysGluA 475

ACAAACCAGT GATTCCCCTT CCTCAGATAC TGGGACTAAC AGCTTCACCT 1473 

snLysProVa lIleProLeu ProGlnIleL euGlyLeuTh rAlaSerPro 491

GGTGTTGGAG GGGCCACGAA GCAAGCCAAA GCTGAAGAAC ACATTTTAAA 1523 

GlyValGlyG lyAlaThrLy sGlnAlaLys AlaGluGluH isIleLeuLy 508

ACTATGTGCC AATCTTGATG CATTTACTAT TAAAACTGTT AAAGAAAACC 1573 

sLeuCysAla AsnLeuAspA laPheThrIl eLysThrVal LysGluAsnL 525

TTGATCAACT GAAAAACCAA ATACAGGAGC CATGCAAGAA GTTTGCCATT 1623 

euAspGlnLe uLysAsnGln IleGlnGluP roCysLysLy sPheAlaIle 541



GCAGATGCAA CCAGAGAAGA TCCATTTAAA GAGAAACTTC TAGAAATAAT 1673 

AlaAspAlaT hrArgGluAs pProPheLys GluLysLeuL euGluIleMe 558

GACAAGGATT CAAACTTATT GTCAAATGAG TCCAATGTCA GATTTTGGAA 1723 

tThrArgIle GlnThrTyrC ysGlnMetSe rProMetSer AspPheGlyT 575

CTCAACCCTA TGAACAATGG GCCATTCAAA TGGAAAAAAA AGCTGCAAAA 1773 

hrGlnProTy rGluGlnTrp AlaIleGlnM etGluLysLy sAlaAlaLys 591

GAAGGAAATC GCAAAGAACG TGTTTGTGCA GAACATTTGA GGAAGTACAA 1823 

GluGlyAsnA rgLysGluAr gValCysAla GluHisLeuA rgLysTyrAs 608

TGAGGCCCTA CAAATTAATG ACACAATTCG AATGATAGAT GCGTATACTC 1873 

nGluAlaLeu GlnIleAsnA spThrIleAr gMetIleAsp AlaTyrThrH 625

ATCTTGAAAC TTTCTATAAT GAAGAGAAAG ATAAGAAGTT TGCAGTCATA 1923 

isLeuGluTh rPheTyrAsn GluGluLysA spLysLysPh eAlaValIle 641

GAAGATGATA GTGATGAGGG TGGTGATGAT GAGTATTGTG ATGGTGATGA 1973 

GluAspAspS erAspGluGl yGlyAspAsp GluTyrCysA spGlyAspGl 658

AGATGAGGAT GATTTAAAGA AACCTTTGAA ACTGGATGAA ACAGATAGAT 2023 

uAspGluAsp AspLeuLysL ysProLeuLy sLeuAspGlu ThrAspArgP 675

TTCTCATGAC TTTATTTTTT GAAAACAATA AAATGTTGAA AAGGCTGGCT 2073 

heLeuMetTh rLeuPhePhe GluAsnAsnL ysMetLeuLy sArgLeuAla 691

GAAAACCCAG AATATGAAAA TGAAAAGCTG ACCAAATTAA GAAATACCAT 2123 



GluAsnProG luTyrGluAs nGluLysLeu ThrLysLeuA rgAsnThrIl 708

AATGGAGCAA TATACTAGGA CTGAGGAATC AGCACGAGGA ATAATCTTTA 2173 

eMetGluGln TyrThrArgT hrGluGluSe rAlaArgGly IleIlePheT 725

CAAAAACACG ACAGAGTGCA TATGCGCTTT CCCAGTGGAT TACTGAAAAT 2223 

hrLysThrAr gGlnSerAla TyrAlaLeuS erGlnTrpIl eThrGluAsn 741

GAAAAATTTG CTGAAGTAGG AGTCAAAGCC CACCATCTGA TTGGAGCTGG 2273 

GluLysPheA laGluValGl yValLysAla HisHisLeuI leGlyAlaGl 758

ACACAGCAGT GAGTTCAAAC CCATGACACA GAATGAACAA AAAGAAGTCA 2323 

yHisSerSer GluPheLysP roMetThrGl nAsnGluGln LysGluValI 775

TTAGTAAATT TCGCACTGGA AAAATAAATC TGCTTATCGC TACCACAGTG 2373 

leSerLysPh eArgThrGly LysIleAsnL euLeuIleAl aThrThrVal 791

GCAGAAGAAG GTCTGGATAT TAAAGAATGT AACATTGTTA TCCGTTATGG 2423 

AlaGluGluG lyLeuAspIl eLysGluCys AsnIleValI leArgTyrGl 808

TCTCGTCACC AATGAAATAG CCATGGTCCA GGCCCGTGGT CGAGCCAGAG 2473 

yLeuValThr AsnGluIleA laMetValGl nAlaArgGly ArgAlaArgA 825

CTGATGAGAG CACCTACGTC CTGGTTGCTC ACAGTGGTTC AGGAGTTATC 2523 

laAspGluSe rThrTyrVal LeuValAlaH isSerGlySe rGlyValIle 841

GAACATGAGA CAGTTAATGA TTTCCGAGAG AAGATGATGT ATAAAGCTAT 2573 

GluHisGluT hrValAsnAs pPheArgGlu LysMetMetT yrLysAlaIl 858



ACATTGTGTT CAAAATATGA AACCAGAGGA GTATGCTCAT AAGATTTTGG 2623 

eHisCysVal GlnAsnMetL ysProGluGl uTyrAlaHis LysIleLeuG 875

AATTACAGAT GCAAAGTATA ATGGAAAAGA AAATGAAAAC CAAGAGAAAT 2673 

luLeuGlnMe tGlnSerIle MetGluLysL ysMetLysTh rLysArgAsn 891

ATTGCCAAGC ATTACAAGAA TAACCCATCA CTAATAACTT TCCTTTGCAA 2723 

IleAlaLysH isTyrLysAs nAsnProSer LeuIleThrP heLeuCysLy 908

AAACTGCAGT GTGCTAGCCT GTTCTGGGGA AGATATCCAT GTAATTGAGA 2773 

sAsnCysSer ValLeuAlaC ysSerGlyGl uAspIleHis ValIleGluL 925

AAATGCATCA CGTCAATATG ACCCCAGAAT TCAAGGAACT TTACATTGTA 2823 

ysMetHisHi sValAsnMet ThrProGluP heLysGluLe uTyrIleVal 941

AGAGAAAACA AAGCACTGCA AAAGAAGTGT GCCGACTATC AAATAAATGG 2873 

ArgGluAsnL ysAlaLeuGl nLysLysCys AlaAspTyrG lnIleAsnGl 958

TGAAATCATC TGCAAATGTG GCCAGGCTTG GGGAACAATG ATGGTGCACA 2923 

yGluIleIle CysLysCysG lyGlnAlaTr pGlyThrMet MetValHisL 975

AAGGCTTAGA TTTGCCTTGT CTCAAAATAA GGAATTTTGT AGTGGTTTTC 2973 

ysGlyLeuAs pLeuProCys LeuLysIleA rgAsnPheVa lValValPhe 991

AAAAATAATT CAACAAAGAA ACAATACAAA AAGTGGGTAG AATTACCTAT 3023 

LysAsnAsnS erThrLysLy sGlnTyrLys LysTrpValG luLeuProIl 1008



CACATTTCCC AATCTTGACT ATTCAGAATG CTGTTTATTT AGTGATGAGG 3073 

eThrPhePro AsnLeuAspT yrSerGluCy sCysLeuPhe SerAspGluA 1025

ATTAGCACTT GATTGAAGAT TCTTTTAAAA TACTATCAGT TAAACATTTA *45  

spStop

ATATGATTAT GATTAATGTA TTCATTATGC TACAGAACTG ACATAAGAAT *95  

CAATAAAATG ATTGTTTTAC TCTGCATTGA A
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