CAAACTCTGT
CGAGITGIGCA
GAGTICCAAAG

TGCAGCCCCG
CAGGCACAGA
CACGCACATT
ACCCTCTCCC

CGAGAATTTC
pd uAsnPhe

ACATCCAGGT
yrll ed nva

GTGAAGGAGC
Val Lysd uG

AGTTGAACTG
aVal d uLeu

AAGAACTGCC
GCAGGATCGC
TGCCGECECCT
GCTGCCCACC
CGCECCEECCe
GCGGTAGACC
TCACCTGTCC
TTCTCTGAGA

CCCTATCTCA

ArgTyr Leul

GGAGCCTGTG
| A uProVval

AGATTCAGAG
I nl'l ed nAr

CTGCTGAGCA
LeuLeuSer T

o

| FI HL (NM 022168. 4) -

TGACAGAAAG
CCCCGTCCGG

TGCCCCCCTG
TGAGAGCCCT
CTCGCTTCTCT
CGCAGACAAC
AAGAAAGATG

TCTCGITGCTT

| eSer CysPh

CTGGACTACC
LeuAspTyrL

GACAGTCGCC
gThr Val Al a

CCTTGGAGAA
hr Leud uLy

CTGGACTCAA
GACCCCAGCC
CCTGECCTECC
CCCACCTGCC
GTGGACAACC
AAGTGGGCAG
AGCACCATCT
TCGAATGGGT
SerAsnd yT

CAGGGCCAGG
eAr gAl aArg

TGACCTTTCT
euThr PheLe

ACCTCCGCCGA
Thr Ser d yA

GGGAGTCTGG
sdyVal Trp

AGCTCCTACC
GCACACCGCA
GCGECCCCEC
CAGGTGCGAG
TCGTCATTGT
CGGACAGCGG
GCTTGGGAGA
ATTCCACAGA
yr Ser Thr As

GTGAAAATGT
Val LysMet T

GCCTGCAGAG
uPr oAl a@ u

ACATGCAGGC
snMet d nAl

CACCTTGGTT
H sLeud yT

- 328
-278
-228
-178
-128
-78
-28
23

8

73
25

123
41

173
58

223
75
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GGACTCGGGA
rpThr Argd

GCCCGCTACA

ATTCGTGGAG
uPheVal G u

TGAACCCTCGA

Al aArgTyr M et AsnPr oG

GAACGCTCAT
uAsnAl aHi s

TGGTGGACAA
euVal AspLy

GAACTGITGA
d uLeulLeuT

TGGAAATGAA
nd yAsnd u

AAAACTGGTT
| UASNnTr pPh

GAACTTGTICC

GATGAATATC
Aspd uTyrL

GCTTCTAGIT

sLeulLeuVal

CAATTGAAGA
hril ed uAs

TCAGGTGTAA
Serd yVval A

CTCTGCATTT
eSer Al aPhe

AAGAGITAAC

d uLeuVval G | nd uLeuTh

GATTGAGAAT
ul |l ed uAsn

TTTCAACCAC

TTATCACAAG
LeuSer d nV

AGITCAGCCA

GCCCTCCGGA
Al aLeuAr gA

GCTCACGGAC
uLeuThr Asp

TCCAACTGCT

eud nLeulLe

AGAGACGTCT
Ar gAspVal L

CAGAAACCGG
pAr gAsnAr g

GAGAGCTACT
rgd uLeulLe

CTGAATGITC
LeuAsnVal L

AGGCTCTGAT
rd ySer Asp

TTGATGGTCC
al Aspd yPr

AATCTGGAGA

GAACCGGCAG
rgThrd ySe

TTGCCCTCTC
LeuPr oSer P

GAACCTCCTT

UAsnLeulLeu

TGGATAAGTIG
euAspLysCy

ATTGCTGCTG
Il eAl aAl aA

AAAAAGGATT
uLysArglle

TTCGTCAAAC
euArgd nTh

TGCTCAGAAA
CysSerd uS

TCAAGT GGAA
od nval du

AGGAGGTCTG

CCCTCTGGECC

r ProLeuAl a

CATCGITTGA
r oSer Phed

CAGCCCACTC
d nProThrL

CATGGAGGAG
sMet d ud u

CAGAAAACAA
| ad uAsnAs

GTGCAGAAAG
Val d nLysG

AGGAAACAAT
rd yAsnAsn

GCAATGCAGA
er AsnAl ad

GAGCAACTTC
d ud nLeulL

GGGCATGCGAG

273
91

323
108

373
125

423
141

473
158

523
175

573
191

623
208

673
225

723



euSer Thr Th

AATAACTCAT
AsnAsnSer S

AGACACAAGT
r AspThr Ser

GACATAACAG
| yH sAsnSe

GATGAAGAGA
Aspd ud@ uA

CAGCCCTTAC
UAr gProTyr

TCATCATCTG
lellelleCy

ATTGCCAAGG
Il eAl aLysA

AGTTATAGIT
sVal I | eval

AGGAGTTCCA
ysd uPhed

rval G nPro

CAGAATCATC
er d uSer Se

TTGGCAGAAG
LeuAl ad uG

CAACATGGGEC
rAsnMet @y

ATGTGGCAGC
snVal Al aAl

CAAATGRAAG
d nMet d uv

CCTCCCTACA
sLeuPr oThr

ATCACTTAGA
spH sLeuAs

CTTGICAATA
LeuVal AsnL

ACCATTTTTG
nPr oPhelLeu

AsnLeud uL

TTTTGCAGAT
r PheAl aAsp

GAAGTGTCAG
| ySer Val Se

AGTGATTCAG
Ser AspSer G

AAGAGCATCC
aAr gAl aSer

TTGCCCAGCC
al Al ad nPr

GGGAGTGGAA
G ySerdyL

CAAGAAGAAA
pLysLysLys

AGGTACTGCT
ysVal LeulLe

AAGAAATGGT
LysLysTr pT

ysd uVval Tr

TCTTCTGTAG
Ser Ser Val V

CTCCTTAGAT
r CysLeuAsp

GCACCATGGG
| yThr Met G

CCGGAGCCAG
Prod uPr oG

AGCCTTGGAA
0Al aLeud u

AAACCAGAGT
ysThr Ar gVa

AAAGCATCTG
LysAl aSer G

AGTTGAACAG
uVal G ud@ n

ATCGTGTTAT
yrArgval ||

pd yMetd u

TTTCAGAATC
al Ser d uSe

GAAAGTCTTG
d uSer LeuG

AAGTGATTCA
ySer AspSer

AACTCCAGCT
| uLeud nLe

GGGAAGAATA
d yLysAsnl

GGCTGITTAC
| Al aval Tyr

AGCCTGGAAA
| uProQ yLy

CTCTTCCGCA
LeuPheAr gL

TGGATTAAGT
ed yLeuSer

241

773
258

823
275

873
291

923
308

973
325

1023
341

1073
358

1123
375

1173
391



GGTGATACCC
A yAspThr G

TATTATTATC

pllellelle

AAAATGGAGA
| uAsnd yd

ATTGATGAAT
Il eAspd uC

GAGCCATTAT
t Ar gHi sTyr

ACAAACCAGT
snLysProVa

GGIGITGGAG
dyval dyG

ACTATGTGCC
sLeuCysAl a

TTGATCAACT
euAspd nLe

AACTGAAAAT
[ nLeuLysl |

AGTACAGCTC
Ser Thr Al aG

AGATGCTGGT
uAspAl ad y

GTCATCACAC
ysHi sHi sTh

TTGATGCAGA
LeuMet d nL

GATTCCCCTT

I'1l eProLeu

GGGCCACGAA
| yAl aThr Ly

AATCTTGATG
AsnLeuAspA

GAAAAACCAA
uLysAsnd n

ATCATTTCCA
eSer PhePr o

AAATCCTTGA
I nll eLeud

GITCAATTGT
Val G nLeuS

CAACAAAGAA
rAsnLysd u

AGTTGAAAAA
ysLeulLysAs

CCTCAGATAC
Prodnll eL

GCAAGCCAAA
sd nAl aLys

CATTTACTAT
| aPheThr |

ATACAGGAGC
Il ed nd uP

GAAGTTGTCA
d uVal val L

AAACTCCCTC
UAsnSer Leu

CAGACTTTTC
er AspPheSe

GCAGTGTATA
Al aval Tyr A

CAATAGACTC
nAsnAr gLeu

TGGGACTAAC
eud yLeuTh

GCTGAAGAAC
Al ad@ ud@ uH

TAAAACTGTT
eLysThr Val

CATGCAAGAA
roCysLysLy

AGTCCTGTCGA
ysSer CysAs

TTAAACTTGG
LeuAsnLeuG

CCTCATTATC

rLeullelle

ATAACATCAT
snAsnl | eMe

AAGAAAGAAA
LysLysd uA

AGCTTCACCT
r Al aSer Pro

ACATTTTAAA
i slleLeuLy

AAAGAAAACC
Lysd uAsnL

GITTGCCATT
sPheAl al | e

1223
408

1273
425

1323
441

1373
458

1423
475

1473
491

1523
508

1573
525

1623
541



GCAGATGCAA
Al aAspAl aT

GACAAGGATT
tThrArglle

CTCAACCCTA
hr d nProTy

GAAGGAAATC
A ud yAsnA

TGAGGCCCTA
nd uAl aLeu

ATCTTGAAAC
i sLeud uTh

GAAGATGATA
A uAspAspS

AGATGAGGAT
uAspd uAsp

TTCTCATGAC
heLeuMet Th

GAAAACCCAG

CCAGAGAAGA
hr Ar gd uAs

CAAACTTATT
G nThr TyrC

TGAACAATGG
rdud nTrp

GCAAAGAACG
rgLysd uAr

CAAATTAATG
d nl | eAsnA

TTTCTATAAT
r PheTyr Asn

GTGATGAGGEG
er Aspd ud

GATTTAAAGA
AsplLeulLysL

TTTATTTTTT
r LeuPhePhe

AATATGAAAA

TCCATTTAAA
pPr oPhelLys

GTCAAATGAG
ysd nhet Se

GCCATTCAAA
Al all eG@ nM

TGTITTGTGCA
gVal CysAl a

ACACAATTCG
spThri | eAr

GAAGAGAAAG
d ud uLysA

TGGTGATGAT
yQd yAspAsp

AACCTTTGAA
ysProlLeulLy

GAAAACAATA
d uAsnAsnL

TGAAAACGCTG

GAGAAACTTC
d uLyslLeulL

TCCAATGTCA
r Pr oMet Ser

TGGAAAAAAA
et d uLysLy

GAACATTTGA
d uH sLeuA

AATGATAGAT
ghet | | eAsp

ATAAGAAGTT
spLysLysPh

GAGTATTGTG
A uTyr CysA

ACTGGATGAA
sLeuAspd u

AAATGTTGAA
ysMet Leuly

ACCAAATTAA

TAGAAATAAT
eud ul | eMe

GATTTTGGAA
AspPhed yT

AGCTGCAAAA
sAl aAl aLys

GGAAGTACAA
rgLysTyr As

GCGTATACTC
Al aTyr Thr H

TGCAGTCATA
eAl aval ll e

ATGGTGATGA
spd yAspd

ACAGATAGAT
Thr AspAr gP

AAGGCTGECT
sArglLeuAl a

GAAATACCAT

1673
558

1723
575

1773
591

1823
608

1873
625

1923
641

1973
658

2023
675

2073
691

2123



d uAsnPr oG

AATGGAGCAA
eMet d ud@ n

CAAAAACACG
hr LysThr Ar

GAAAAATTTG
d uLysPheA

ACACAGCAGT
yHi sSer Ser

TTAGTAAATT
| eSer LysPh

GCAGAAGAAG
Al ad ud@ uG

TCTCGTCACC
yLeuVal Thr

CTGATGAGAG
| aAspd uSe

GAACATGAGA
d uH sd uT

| uTyr @ uAs

TATACTAGGA
Tyr Thr ArgT

ACAGAGTCGCA
gd nSer Al a

CTGAAGTAGG
| ad@ uval G

GAGITCAAAC
d uPheLysP

TCGCACTGGA
eArgThrdy

GTCTGCGATAT
| yLeuAspl |

AATGAAATAG
Asnd ul | eA

CACCTACGTC
r Thr Tyr Val

CAGTTAATGA
hr Val AsnAs

nd uLysLeu

CTGAGGAATC
hr @ ud uSe

TATGCCGCTTT
Tyr Al aLeuS

AGTCAAAGCC
yVal LysAl a

CCATGACACA
rovet Thrd

AAAATAAATC
Lysl | eAsnL

TAAAGAATGT
eLysd uCys

CCATGGTCCA
| aMet Val d

CTGGITGCTC
LeuVal Al aH

TTTCCGAGAG
pPheArgd u

Thr LysLeuA

AGCACGAGCGA
rAl aArgdy

CCCAGTGGAT
erd nTrpll

CACCATCTGA
Hi sHi sLeul

GAATGAACAA
nAsnd ud@ n

TGCTTATCGC

euLeul | eAl

AACATTGITA
Asnl | eval |

CECCCGTGGT
nAl aArgdy

ACAGTGGTTC
i sSerd ySe

AAGATGATGT
LysMet Met T

rgAsnThrl |

ATAATCTTTA
Il ell ePheT

TACTGAAAAT
eThr d uAsn

TTGGAGCTGG
| ed yAl ad

AAAGAAGTCA
Lysd uVval |

TACCACAGT G
aThr Thr Val

TCCGTTATGG
| eArgTyrd

CGAGCCAGAG
Ar gAl aAr gA

AGGAGTTATC
rdyvallle

ATAAAGCTAT
yrLysAl al |

708

2173
725

2223
741

2273
758

2323
775

2373
791

2423
808

2473
825

2523
841

2573
858



ACATTGIGIT
eHi sCysVal

AATTACAGAT
| uLeud nhve

ATTGCCAAGC
Il eAl aLysH

AAACTGCAGT
sAsnCysSer

AAATGCATCA
yshMet Hi sHi

AGAGAAAACA
Ar gd uAsnL

TGAAATCATC
yGullelle

AAGCCTTAGA
ysd yLeuAs

AAAAATAATT
LysAsnAsnS

CAAAATATGA
d nAsnMet L

GCAAAGTATA
tdnSerlle

ATTACAAGAA
i sTyrLysAs

GTGCTAGCCT
Val LeuAl aC

CGTCAATATG
sVal AsnMet

AAGCACTGCA
ysAl aLeud

TGCAAATGTG
CysLysCysG

TTTGCCTTGT
pLeuProCys

CAACAAAGAA
er Thr LysLy

AACCAGAGGA
ysProd ud

ATGGAAAAGA
Met d uLysL

TAACCCATCA
nAsnPr oSer

GITCTGGGGA
ysSerd yd

ACCCCAGAAT
Thr Prod uP

AAAGAAGTGT
nLysLysCys

GCCAGCCTTG
| yd@ nAl aTr

CTCAAAATAA
LeuLysl | eA

ACAATACAAA
sd nTyr Lys

GTATGCTCAT
uTyr Al aHi s

AAATGAAAAC
ysMet LysTh

CTAATAACTT
Leul | eThr P

AGATATCCAT
uAspl | eHi s

TCAAGGAACT
heLys@ uLe

GCCGACTATC
Al aAspTyr G

GGGAACAATG
pd yThr Met

GGAATTTTGT
r gAsnPheVa

AAGTGGGTAG
LysTrpVal G

AAGATTTTGG
Lysll eLeuG

CAAGAGAAAT
rLysAr gAsn

TCCTTTGCAA
heLeuCysLy

GTAATTGAGA
Val | | ed uL

TTACATTGTA
uTyrl | eval

AAATAAATGG
I nll eAsnG@

ATGGTGCACA
Met Val Hi sL

AGIGGITTTC
| Val Val Phe

AATTACCTAT

| uLeuProl |

2623
875

2673
891

2723
908

2773
925

2823
941

2873
958

2923
975

2973
991

3023
1008



CACATTTCCC AATCTTGACT ATTCAGAATG CTGTTTATTT AGTGATGAGG 3073
eThr PhePro AsnLeuAspT yrSerd uCy sCysLeuPhe Ser Aspd uA 1025

ATTAGCACTT GATTGAAGAT TCTTTTAAAA TACTATCAGI TAAACATTTA *45
spSt op

ATATGATTAT GATTAATGTA TTCATTATGC TACAGAACTG ACATAAGAAT *95
CAATAAAATG ATTGITTTAC TCTGCATTGA A

| FIHL (NM 022168.4) - cDNA + Protein - 2026-10-31
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