CAAACTCTGT
CGAGITGIGCA
GAGTICCAAAG
GCGCCGECeCCe
TGCAGCCCCG
CAGGCACAGA
CACGCACATT
ACCCTCTCCC
CGAGAATTTC
ACATCCAGGT
GIGAAGGAGC
AGTTGAACTG
GGACTCGGEA
GCCCGCTACA
GAACGCTCAT
TGGTGGACAA
GAACTGITGA
TGGAAATGAA
AAAACTGGTT
GAACTTGICC
GATTGAGAAT
TTTCAACCAC

AAGAACTGCC
GCAGGATCGC
TGCCGECECCT
GCTGCCCACC
CGCECCEECCe
GCGGTAGACC
TCACCTGTCC
TTCTCTGAGA
CGCTATCTCA
GGAGCCTGTG
AGATTCAGAG
CTGCTGAGCA
ATTCGTGGAG
TGAACCCTCGA
GATGAATATC
GCTTCTAGIT
CAATTGAAGA
TCAGGTGTAA
CTCTGCATTT
AAGAGITAAC
TTATCACAAG
AGTTCAGCCA

TGACAGAAAG
CCCCGTCCGG
GCCGGCCECA
TGCCCCCCTG
TGAGAGCCCT
CTCGCTTCTCT
CGCAGACAAC
AAGAAAGATG
TCTCGIGCTT
CTGGACTACC
GACAGTCGECC
CCTTGGAGAA
GCCCTCCGEA
GCTCACGGAC
TCCAACTGCT
AGAGACGTCT
CAGAAACCGG
GAGAGCTACT
CTGAATGITC
AGGCTCTGAT
TTGATGGTCC
AATCTGGAGA
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CTGGACTCAA
GACCCCAGEC
CCTGCCTECC
CCCACCTGCC
GI'GGACAACC
AAGTGGGCAG
AGCACCATCT
TCGAATGGGT
CAGGGCCAGG
TGACCTTTCT
ACCTCCGCGA
GGCGAGICTGG
GAACCGCCAG
TTGCCCTCTC
GAACCTCCTT
TGGATAAGT G
ATTGCTGCTG
AAAAAGGATT
TTCGTCAAAC
TGCTCAGAAA
TCAAGTGGAA
AGGAGGTCTG

AGCTCCTACC
GCACACCGCA
GCEECCCCEC
CAGGTGCGAG
TCGTCATTGT
CGGACAGCGEG
GCTTGCGAGA
ATTCCACAGA
GIGAAAATGT
GCCTGCAGAG
ACATGCAGEC
CACCTTGGTT
CCCTCTGGECC
CATCGITTGA
CAGCCCACTC
CATGGAGGAG
CAGAAAACAA
GIGCAGAAAG
AGGAAACAAT
GCAATGCAGA
GAGCAACTTC
GGCCATGCGAG

ATA

- 328
-278
-228
-178
-128
-78
-28
23
73
123
173
223
273
323
373
423
473
523
573
623
673
723
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AATAACTCAT
AGACACAAGT
GACATAACAG
CGATGAAGAGA
CAGGCCTTAC
TCATCATCTG
ATTGCCAAGG
AGTTATAGIT
AGGAGTTCCA
GGTGATACCC
TATTATTATC
AAAATGGAGA
ATTGATGAAT
GAGGCATTAT
ACAAACCAGT
GGTGTTGGAG
ACTATGTGCC
TTGATCAACT
GCAGATGCAA
GACAAGGATT
CTCAACCCTA
GAAGGAAATC
TGAGGCCCTA
ATCTTGAAAC
GAAGATGATA
AGATGAGGAT
TTCTCATGAC
GAAAACCCAG

CAGAATCATC
TTGGCAGAAG
CAACATGEEC
ATGIGGCAGC
CAAATGGAAG
CCTCCCTACA
ATCACTTAGA
CTTGTCAATA
ACCATTTTTG
AACTGAAAAT
AGTACAGCTC
AGATGCTGGT
GICATCACAC
TTGATGCAGA
GATTCCCCTT
GGGCCACGAA
AATCTTGATG
GAAAAACCAA
CCAGAGAAGRA
CAAACTTATT
TGAACAATGG
GCAAAGAACG
CAAATTAATG
TTTCTATAAT
GIGATGAGGG
GATTTAAAGA
TTTATTTTTT
AATATGAAAA

TTTTGCAGAT
GAAGTGTICAG
AGTGATTCAG
AAGAGCATCC
TTGCCCAGCC
GGGAGTGGAA
CAAGAAGAAA
AGGTACTCCT
AAGAAATGGT
ATCATTTCCA
AAATCCTTCGA
GITCAATTGT
CAACAAAGAA
AGTTGAAAAA
CCTCAGATAC
GCAAGCCAAA
CATTTACTAT
ATACAGGAGC
TCCATTTAAA
GICAAATGAG
GCCATTCAAA
TGTTTGIGCA
ACACAATTCG
GAAGAGAAAG
TGGTGATGAT
AACCTTTGAA
GAAAACAATA
TGAAAAGCTG

TCTTCTGTAG
CTGCTTAGAT
GCACCATGGEG
CCGGAGCCAG
AGCCTTGGAA
AAACCAGAGT
AAAGCATCTG
AGTTGAACAG
ATCGIGITAT
GAAGTITGTCA
AAACTCCCTC
CAGACTTTTC
GCAGTGTATA
CAATAGACTC
TGGGACTAAC
GCTGAAGAAC
TAAAACTGIT
CATGCAAGAA
GAGAAACTTC
TCCAATGTCA
TGGAAAAAAA
GAACATTTCGA
AATGATAGAT
ATAAGAAGIT
GAGTATTGTG
ACTGGATGAA
AAATGTTGAA
ACCAAATTAA

TTTCAGAATC
GAAAGTCTTG
AAGTGATTCA
AACTCCAGCT
GGGAAGAATA
GCCTGITTAC
AGCCTGGAAA
CTCTTCCGCA
TGGATTAAGT
AGTCCTGTGA
TTAAACTTGG
CCTCATTATC
ATAACATCAT
AAGAAAGAAA
AGCTTCACCT
ACATTTTAAA
AAAGAAAACC
GITTGCCATT
TAGAAATAAT
GATTTTGGAA
AGCTGCAAAA
GGAAGTACAA
GCGTATACTC
TGCAGICATA
ATGGTGATCGA
ACAGATAGAT
AAGGCTGECT
GAAATACCAT

773

823

873

923

973

1023
1073
1123
1173
1223
1273
1323
1373
1423
1473
1523
1573
1623
1673
1723
1773
1823
1873
1923
1973
2023
2073
2123



AATGGAGCAA
CAAAAACACG
GAAAAATTTG
ACACAGCAGT
TTAGTAAATT
GCAGAAGAAG
TCTCGICACC
CTGATGAGAG
GAACATGAGA
ACATTGTGIT
AATTACAGAT
ATTGCCAACC
AAACTGCAGT
AAATGCATCA
AGAGAAAACA
TGAAATCATC
AAGCCTTAGA
AAAAATAATT
CACATTTCCC
ATTACCACTT
ATATGATTAT

TATACTAGCGA
ACAGAGTGCA
CTGAAGTAGG
GAGITCAAAC
TCGCACTGGA
GICTGGATAT
AATGAAATAG
CACCTACGTC
CAGTTAATGA
CAAAATATGA
GCAAAGTATA
ATTACAAGAA
GIGCTAGCCT
CGTCAATATG
AAGCACTCGCA
TGCAAATGTIG
TTTGCCTTGT
CAACAAAGAA
AATCTTGACT
GATTGAAGAT
GATTAATGTA

CTGAGGAATC
TATGCCCTTT
AGTCAAAGCC
CCATGACACA
AAAATAAATC
TAAAGAATGT
CCATGGTCCA
CTGGTTCCTC
TTTCCGAGAG
AACCAGAGGA
ATGGAAAAGA
TAACCCATCA
GITCTGGGEGA
ACCCCAGAAT
AAAGAAGTGT
GCCAGCCTTG
CTCAAAATAA
ACAATACAAA
ATTCAGAATG
TCTTTTAAAA
TTCATTATGC

AGCACGACGA
CCCAGTGGAT
CACCATCTGA
GAATGAACAA
TGCTTATCCC
AACATTGITA
GGECCCGTGGT
ACAGTGGITC
AAGATGATGT
GTATGCTCAT
AAATGAAAAC
CTAATAACTT
AGATATCCAT
TCAAGGAACT

ATAATCTTTA
TACTGAAAAT
TTGGAGCTGG
AAAGAAGTCA
TACCACAGTG
TCCGTTATGG
CGAGCCAGAG
AGGAGITATC
ATAAAGCTAT
AAGATTTTGG
CAAGAGAAAT
TCCTTTGCAA
GTAATTGAGA
TTACATTGTA

2173
2223
2273
2323
2373
2423
2473
2523
2573
2623
2673
2723
2773
2823

GCCGACTATC AAATAAATGG 2873

GGGAACAATG
GGAATTTTGT
AAGTGGGTAG
CTGITTATTT
TACTATCAGT

ATGGTGCACA
AGTGGITTTC
AATTACCTAT
AGTGATGAGG
TAAACATTTA

TACAGAACTG ACATAAGAAT
CAATAAAATG ATTGITTTAC TCTGCATTGA A

| FI HL (NM 022168. 4)

2923
2973
3023
3073
*45
*95
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