GAGAAGAAGT
CCACACAGTG
ATCCTCAGIT
AGAAAAAGAA
TTCCCTCCAA

GGGACACCTG
| d yd nLeu

GCATTAACCA
lyll eAsnd

CAGCAGGATG
d nd nAspG

GCTGCGAGTC
sLeud yVal

GCAGTGCAGT
| ySer Al aVa

GGCAGGTGAT
CAGCCGATGG
GITGGAGEEC
CAGTGIGAAG
TTACATTGTA

GCTGGGECAGG

Al ad yd nVv

GGCCACCCTC
nAl aThr Leu

GCAGCTATCA
lySerTyrd

CTGAGATCCA
LeuArgSerL

GGATCTTCAC
| AspLeuH s

ATA

LPI N2 (NM 014646. 2) -

GCTGAAGCGG
AGACAGGTGC
AGTCATCCTC
CCACGTGTGA
GITGATTGTG

TGATTGICAC

al Il eval Th

TCTGGGTGCA
Ser d yCysl

GTGITCACCT
nCysSer Pro

AAGAGAAAGT
ysd uLysVa

ATGAAGTITGG

GGGAGAAGCG
TGGECTGGTC
AGGCCGTACC
TAGCCGT CCA
TCTCAAACCA

M

TGTGAAGGAA
rval Lysd u

TTGATGICAT
| eAspVal | |

TTTCACGITC
PheHi sVal A

GATTGATATA
[1leAsplle

GIGATAACGG

GCAGAGCCGG
CTCCTGCAGC
CAGCCAGAGA
ACATCGCCTC
TGAATTATGT
et AsnTyr Va

CTCTACAAGG
LeuTyrLysG

CGTGGTACAG
eVal Val A n

GGTTTGGAAA
rgPhed yLy

GAAATCAACG
A ull eAsnG

AGAACCTTTC

Met LysLeuG | yAspAsn@ yd uAl aPhe

-190

2Vers

cDNA + Protein

-140 c.-173A>T

-90
-40
11
4

61
21

111
37

161

211

71

261
87

QAAHf s*13

2024- 05- 06


https://infevers.umai-montpellier.fr
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=1405&page=sequence&seq=cDNA&ancre=1405&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=1405&page=sequence&seq=cDNA&ancre=1405&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2007&page=sequence&seq=cDNA&ancre=2007&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2007&page=sequence&seq=cDNA&ancre=2007&prot=1

TTTGTTGAGG
PheVal A uG

CACCTCACCA
aThr Ser Pro

CTTTGGTGAA
roLeuVal Ly

TCACACGTCT
Ser Hi sVal L

GAAAAAACGA
sLysLysArg

AGGCCGCATC
| nAl aAl aSe

GATGATGACA
AspAspAspL

GAAAGAAGAA
uLysd ud u

ACCCCTTATC
yr ProLeuSe

ACACGCGTGIC

AGACTGAAGA AGAATATGAA
[uThr@ud ud uTyrdu

ATTCCTACTG AAGATCAGTIT
Il eProThr G | uAspd nPh

ATCGGGTGGA GATGAAACAC
sSerdydy Aspd uThrP

TGGAAACAGA GACAATTTTT
eud uThrd uThrl| ePhe

AGGAGAAAGA AATACAAACA
Ar gArgLysL ysTyrLysd

TGCTGCTGCA GAAGACACAT
r Al aAl aAl a d uAspThrC

AGGGGGCCCA GGCAGCACGA
ysd yAl a@ nAl aAl aArg

GAATGTAAAG AGCCTTTGCT
d uCysLysG | uProlLeulLe

TGATGGAGAT TGGTCCCCTT
r Aspd yAsp TrpSer ProL

CTAAGAGTGA TTCAGACGCTG

AAGCTTCCTG
LysLeuPr oA

CTTTAAAGAT
ePhelLysAsp

CATCTCAGAG
roSer d nSe

ACTCCAAGTT
Thr ProSer S

GGACAGTAAG
nAspSer Lys

GTGATGTAGG
ysAspVal d

GGATCTTCAA
A ySer Ser A

CTTCCATTCT
uPheHi sSer

TAGAGACCAC
eud uThr Th

GAGGTGAAAC

CTTACCTTGC
| aTyr LeuAl

ATTGACACCC
I eAspThr P

TTCAGACATC
rSerAsplle

CTGTGAAAAA
er Val LysLy

AAGGAAGAGC
Lysd ud uG

CGTGAGCTCC
yVal Ser Ser

ATCCTTCCTT

snAl aSer Le

GGGGATCATT
Ad yAspHi sT

CTATCCCCAG
rTyrProdn

CTGCGGAGAG

311
104

361
121

411
137

461
154

511
171

561
187

611
204

661
221

711
237

761

T180fs


https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=405&page=sequence&seq=cDNA&ancre=405&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=405&page=sequence&seq=cDNA&ancre=405&prot=1

Thr Al aCysP

CCTGCTCAGA
rLeuLeuArg

AGTCCACCAA
| uSer Thr Ly

GCTACAATTA
Al aThrl | eT

GGACAACCTC
uAspAsnLeu

TCTGTACCAT
al CysThrl|

GACCCAACAT
AspProThr S

GATTTCATCT

nl | eSer Ser

AGGCGCCCTC
| uAl aPr oSe

AAGAAAGGT G
LysLysd yV

roLysSer As

TCAGAGICTC
Ser d uSer H

GGTCAGCAAA
sVal SerLys

CACCATCAGA
hr ProSer @@

ATCAGTGAAG
Il eSerd uVv

AGTGAAGCCC
eVal LysPro

CTGTGGCAGA
er Val Al ad

ATGITAGATG
Met LeuAspA

AGAATCCAAA
rd uSerLys

TTCACAAAAG
al H sLysAr

pSer d uLeu

ACATGGAGTG
i sMetd uTr

AGAGAACGAT
Ar gd uArgS

AAATACTCAT
UAsNThrHi s

TTGAGAAGGA
al d uLysAs

AAACCCAGAG
LysPr oAr gA

GCTTCTCGAA

uLeuLeu@ u

CTGACCACCT
| aAspHi sLe

CCGGCAGCTA
Pr oAl aAl aL

AAGCCAACAC
gSerd nHi s

d uVval LysP

GACGT GGGGEC
pThr Tr pd y

CTGACCATCA
er AspHi sHi

TTTCGGGTAA
PheAr gVal |

TGCTTCCATG
pAl aSer Met

CCCTGGGTAC
| aLeud yTh

CCTCCTCTTG
ProProLeuG

TCCCAACGCA
uPr oAsnAl a

AAGTAGACTC
ysVal AspSe

CAGGGACCTG
A nd yProA

r oAl ad uSe

GGATTCCCAG
A yPhePr oG

TCCTAGGACA
sProArgThr

TTCCCAGTGA
| eProSer@d

GAAGACACTG
G uAspThrV

ACAGATGAGC
r d nMet Ser

AGAGTACTCA
| uSer Thr@

GCCTTAGCGG
Al aLeuAl aG

GCCGTCAAAG
rProSerLys

ATGATATTTA
spAspl | eTy

254

811
271

861
287

S
©
=

911
304

961
321

1011
337

1061
354

1111
371

1161 K387E
387

1211
404

p. 16kbdel


https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2739&page=sequence&seq=cDNA&ancre=2739&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2739&page=sequence&seq=cDNA&ancre=2739&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2010&page=sequence&seq=cDNA&ancre=2010&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2010&page=sequence&seq=cDNA&ancre=2010&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=741&page=sequence&seq=cDNA&ancre=741&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=741&page=sequence&seq=cDNA&ancre=741&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=742&page=sequence&seq=cDNA&ancre=742&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=742&page=sequence&seq=cDNA&ancre=742&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=745&page=sequence&seq=cDNA&ancre=745&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=745&page=sequence&seq=cDNA&ancre=745&prot=1

CCTTGATGAC
r LeuAspAsp

CTAAAAGTGA
roLysSerd

CTCTCTGCECT
LeuSerd ysS

CGGCACCGAG
rdyThrd u

TCTCCCTTTG
euSer LeuCy

TTCATGGAGC
PheMet G uH

TATAGACAAT
ul | eAspAsn

GGGCTTTGEC
r pAl aLeuAl

TTGCCTAAGG
LeuProLysA

TTAAAGGGTC
LeuLysd yL

ATCGGAGCCC
uSer G uPro

CCCAGTCCCC
er d nSer Pr

TGCCTCTCAG
CysLeuSer A

CGGGEGEECCTC
sdydylLeu

ATATCATTAC
isllelleTh

CCTAACCTTG
Pr oAsnLeuV

AGCTCCCATG
aAl aPr oMet

CCACAGITGA
| aThr Val G

TAGAACCTGA
eud uProd

GGTTCCAGGC
d ySer ArgG

ACAGTCCGTG
od nSer Val

ATTCTGCCAT
spSer Al aMe

AGTGAAAATG
Ser d uAsnG

TTATCACGAA
rTyrH s@u

TAATAAGGAT
al Il eArgll

ATCCTTAGCT
Il eLeuSer L

GTCCTGCGTG
uSer Tr pVal

AGTTGCAGCT
uVal Al aAl a

AGTGGCCCCA
I nTrpProd

GGAAGCGCAG
d ySer Al aA

GGACTTGCCT
t AspLeuPro

GAGAAATTTC
lyd ull eSe

TTTGCAGAAA
PheAl ad uA

ATATAATCGT
eTyr AsnArg

TGCAAGTATT
eud nVal Ph

AAAGACAAGA
LysAspLysM

CTTTATTTCC
LeuTyr PheP

GTCTGACACA
uSer AspThr

CTGCAGATAG
| aAl aAspSe

GACGTTACCC
AspVal Thr L

AAAAGAAAAA
rLysd uLys

ACCCTGGACT
snProd yLe

TACTATAACT
Tyr Tyr AsnT

CCAGAAGAGC
ed nLysSer

TGCCAAAGAA
et ProLysLy

1261
421

1311
437

1361
454

1411
471

1461
487

1511
504

1561
521

1611
537

1661
554

p. Ser439Tr pf s*15

E4A86Kf s* 20



https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2192&page=sequence&seq=cDNA&ancre=2192&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2192&page=sequence&seq=cDNA&ancre=2192&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=1285&page=sequence&seq=cDNA&ancre=1285&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=1285&page=sequence&seq=cDNA&ancre=1285&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2125&page=sequence&seq=cDNA&ancre=2125&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2125&page=sequence&seq=cDNA&ancre=2125&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=743&page=sequence&seq=cDNA&ancre=743&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=743&page=sequence&seq=cDNA&ancre=743&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2738&page=sequence&seq=cDNA&ancre=2738&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2738&page=sequence&seq=cDNA&ancre=2738&prot=1

ATCTGGTCCGC
sSerd yArg

TGCCAGAATC

euProd uSe

CCATCCAGCT
ProSer Ser S

CTCGAGTGAC
r Ser Ser Asp

CCATCCCCAC
roll eProTh

TCTCTCCGCC
Ser LeuAr gL

CCCAAATGAT
yProAsnAsp

GCTGTGCAGG
rgCysAl ad

TCTGATATTG
Ser Aspl | eA

CCCACAGCTG

TGGTGGTTTT
Tr pTr pPheT

CAAGGAGGGA
rLysd udy

CCAAGGAGCC
erLysd uPr

GAGGGATCAC
A udySerG

AGAGCCCCTG

rd uProlLeu

TCTCCTCAGA
euSer Ser As

GITGIGITTA
Val Val PheS

GACCATTTAC
yThril eTyr

ATGGGACAAT
spd yThrl|

GGCAAAGACT

GCCGAAAGAG
r pAr gLysAr

AAATCTGAGG
LysSer d uA

GGCCGGTGCC
oAl ad yAl a

AGGAGCTCGA
| n@ uLeud

AGCCACGGCA
SerHi sd yS

CCAGATCGCA
pd nll eAl a

GTATTACAAC
erll eThr Th

CTGTGGAACT
LeuTr pAsnT

AACCAAGTCG
eThr LysSer

GGACCCACCA

AGAAAGCATG
gd uSer Met

CACCGCCAGC
| aPr oPr oAl

AGGCCGECCG
Ar gPr oAl aG

AGAATCCATC

ud uSerlle

GCACAACTTC
er Thr Thr Se

AAACTGAACC
LysLeulLysL

CCAGTATCAA
rdnTyrdn

GGAATGACAA
r pAsnAspLy

GATGCTTTGG
AspAl aLeuG

GGGTATAGCA

ACCAAACACC
Thr Lysd nL

CAGTGACCTG
aSer AspLeu

AGAATGACTC
| uAsnAspSe

ACAGTGGACC
Thr Val AspP

ATATAAGAAG
rTyrLysLys

TCCACGATGG
euH sAspd

GGCACCTGTC
A yThr CysA

GATCATCATT

sllellelle

GACAGATTCT
lyd@nllelLe

AAGCTCTACC

1711
571

1761
587

1811
604

1861
621

1911
637

1961
654

2011
671

2061
687

2111
704

2161

R562Q

R564Kfs*3 ¢.1691_1694del GAGA

GB96S

P599L E601K

hY}
2]
N
o
]

%
~
I
0]

8
o1
N
)

W81 s* 14


https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2638&page=sequence&seq=cDNA&ancre=2638&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2566&page=sequence&seq=cDNA&ancre=2566&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2638&page=sequence&seq=cDNA&ancre=2638&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2341&page=sequence&seq=cDNA&ancre=2341&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2566&page=sequence&seq=cDNA&ancre=2566&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2208&page=sequence&seq=cDNA&ancre=2208&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2208&page=sequence&seq=cDNA&ancre=2208&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2636&page=sequence&seq=cDNA&ancre=2636&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2191&page=sequence&seq=cDNA&ancre=2191&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=744&page=sequence&seq=cDNA&ancre=744&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2636&page=sequence&seq=cDNA&ancre=2636&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2191&page=sequence&seq=cDNA&ancre=2191&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=744&page=sequence&seq=cDNA&ancre=744&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=996&page=sequence&seq=cDNA&ancre=996&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=996&page=sequence&seq=cDNA&ancre=996&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2276&page=sequence&seq=cDNA&ancre=2276&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2744&page=sequence&seq=cDNA&ancre=2744&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2276&page=sequence&seq=cDNA&ancre=2276&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2744&page=sequence&seq=cDNA&ancre=2744&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2743&page=sequence&seq=cDNA&ancre=2743&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2743&page=sequence&seq=cDNA&ancre=2743&prot=1

uProd nLeu

ATTCCATCAA
i sSerll eAs

ATCGGCATGG
Il ed yMet A

GGGCACAATC
s@yThrlle

TCTCCGCCTT
heSer Al aPh

ATTGAGIGTC
Il ed uCysL

CTTCTATGCT
oPheTyr Al a

AAGI TGGAGT
I nval d yVa

TTAATACAAG
Leul | ed nG

TGAGCTCGIG
rd uLeuVal

d yLysAspT

TGAGAATGGC
nd uAsnd y

CCGACATGAC
| aAspMet Th

TTGCCCCCEG
LeuPr oAr gG

CCACAGAGAA
eHi sArgd u

TAAATGATAT
euAsnAspl |

GCCTTTGGAA
Al aPhed yA

TCCAGACTGT
| ProAspCys

AAAGAACCAA
| UAr gThr Ly

GAGCATGIGT
d uH sval P

rpThrH sd

TACAAGTTTC
Tyr LysPhelL

CCGTGCCTAC
rArgd yTyr

GCCCCCTGAT
| yProLeuMe

GTGATAGAAA
Val I | ed uL

CAAGAATCTG
eLysAsnLeu

ACCGTCCAAA
snAr gPr oAs

AGAATATTCA
Argl | ePheT

AGGAAACAAG
sd yAsnLys

TCCCCCTTCT

hePr oLeulLe

nd yll eAl a

TGTACTGCTC
euTyr CysSe

CTGCACTGGEG
LeuHi sTrpV

GCTGrceecc

t LeuSer Pro

AGAAACCAGA
ysLysProd

TTTGCCCCGT
PheAl aPr oS

TGATGTCTAT
nAspVal Tyr

CCGTGAACCC
hr Val AsnPr

TCATCGTATC
Ser Ser TyrH

CAGTAAGGAG
uSerLysd u

LysLeuTyrH

GGCTCGTGCC
r Al aArgAl a

TCAATGACAA
al AsnAspLy

AGCAGCTTGT
Ser Ser LeuP

GAAGTTCAAA
uLysPhelLys

CTAAGCAGCC
erLysd nPr

GCCTACACAC
Al aTyr Thr G

CAAGGGTGAA
oLysd yd u

ACAGGCTGAG
i sArgLeuSe

CAGAATTCCG
d nAsnSer A

721

2211 Y732Stop S734L R736C R736H

737

2261 A741A Y747*

754

2311
771

2361
787

2411
804

2461
821

2511
837

2561
854

2611
871

)
>



https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2637&page=sequence&seq=cDNA&ancre=2637&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=404&page=sequence&seq=cDNA&ancre=404&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2745&page=sequence&seq=cDNA&ancre=2745&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2930&page=sequence&seq=cDNA&ancre=2930&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2637&page=sequence&seq=cDNA&ancre=2637&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=404&page=sequence&seq=cDNA&ancre=404&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2745&page=sequence&seq=cDNA&ancre=2745&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2930&page=sequence&seq=cDNA&ancre=2930&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=901&page=sequence&seq=cDNA&ancre=901&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2942&page=sequence&seq=cDNA&ancre=2942&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=901&page=sequence&seq=cDNA&ancre=901&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2942&page=sequence&seq=cDNA&ancre=2942&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2206&page=sequence&seq=cDNA&ancre=2206&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2206&page=sequence&seq=cDNA&ancre=2206&prot=1

CTTTTCCCTG
| aPhePr oCy

CCTGAAGT GG
Prod uVal A

GCAGECCTTG
GCTGACCTCA
TGGICCCGECC
AGGTCTGCAG
CTGGAGECCT
TGAGCTGGEGEG
CTAAAAAAGA
CACTGGCCAG
GGGTCCCTGA
TGTGCACGIT
CAGCTGECTCC
CATGCACCAG
GAAAGATCCC
CCTTAATTTC
TGATGICTGT
caECceeeeeee
AGGCGGTTGA
CCTGGIGIGG
ATTCTGTGAT
CACTGGECCAG
GGECCCGTGCG

CCCCGAGITC
sPr od uPhe

ACCTGCGATCGA
spLeuAspAs

GICCCCCTCC
GATACCAGCC
ATCCTCCTTT
CTCAGCTCCT
GGGATCCCTC
CCTCCTTCCA
GIGGACCAAA
TTGAGGTGEC
ACTGCTGCCG
TCTTCTCTGG
AGTGGGCCAA
AGCCACTGAG
CACAGAGCAT
TTAGICCTCA
AATAAAAGTG
CCAACAACTC
GIrGEEGIreCr
GCCTTTGGAA
TCAGATTTGT
CAGIGTGTGA
AAGCAGCGTC

AGCTCCTTCT
Ser Ser PheC

CCTGICTTGA
pLeuSer St o

CCACAGCAAG
TTCCCCAGCG
GCCTTCCCAG
GGAAGGAGAA
CTTTGTGEGT
TTGCATCATT
ACACTGCACA
TTCTGTAACC
GCCCAGTCAG
TCGCCTCATT
GI'TGGGECAGG
CCCAGTCCCA
CCTCCTCTCA
CCAGAAGAAC
GGAAGGTGGEG
TCCTTTTAGG
GCGAAGAGCG
AGCATCTTCC
CAGGGAAGCA
CTTTGECTTT
AAAGAGEEGT

GCTACTGCCG
ysTyr Tr pAr

GGCGGCACCT
p

GGAAGGCAGC
GCGACCGGTG
GCCAGCTGCT
GGGAGGAACT
CGCACACATG
TTAAAGGAAG
CAGTGAAGTG
AGGGECTGTCT
TGATGCTGEC
TCCTGCTACA
ACCCCCGECCC
TAAACCTGCC
TCTGTGACAA
AGGICTCACA
TCTTAAAACA
GAGGCCTCCG
CTGAATCCCT
CTTGGGACAG
CAGTGAAGCT
TGGGATCACA
CTTGGACGCTC

AGACCCGATC
gAspProlle

CAGIGEGTGG

TGGCTCTTCT
CTTCTGGAGC
CAGGCTCGEEC
GGECCTCEEG
TTTCCTCCTG
AAAAAAGCAG
TTCCAGITTC
TCAGATGTCA
TGAAGCTGCC
CTGAAGGEGT
CTGCAGGEECC
CCTCTTTGGEG
CTCCACGAGC
AGTATATATT
GACCAAACCC
AAATGCCAGAT
CTCCTTCCTG
GATTTCTAAA
TGCTTAAAGG
CCCTGTAATC
CTATGGAGCA
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*70
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*170
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*370
*420
*470
*520
*570
*620
*670
*720
*770
*820
*870
*920
*970
*1020
*1070
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GACTGECCCCC
GACACGEGTG
ACTGATGCGG
GGAAAGGTGT
ACAGAGCTCGC
CCCCAGGTCT
AGCAGAGAGG
GCCAACTCTT
TTTGCTTCAC
TTATTTTTCC
TTCCTAGTCGC
GITCTCAGTIG
CATGAGCCTT
GACTAATTGT
GITCTGITTA
CATGCAGCCA
CTTCTATTTA
GIAGGACTTC
TTAATCCTTT
CTTGACAGCT
TAGGACCCGG
CCTGTGICTG
ACATAGGCTA
TGCTGAAAGT
TTGTGCCTGAA
GIGAAAGAGA
AGITGAAGCA
GAGATGCCAG

CGAGCAGTGT
CCTATGTATT
TTGTAATGAG
GCCATAAGCT
ACTCTTAACA
TGGTCTCCAT
GATCTGCAGA
CATGCCCCTG
CTAAAATAAT
AGATTGGAGA
TTGICGCGATG
GCAAAACCTA
CTCCCATGCA
TTAATGAGIT
TATGAAGTITC
CCTTATTTCA
GAGGAAGAAT
TTTGCATATG
TTAGGITGIC
CITCTCITTG
CTCTCCTGEC
CTAGCACTAG
ATTAATGTCGA
AGATGATTAC
AATCCATTCC
TGCCCTCGAG
TCACCCTCCC
GCAGATTGGG

CCCCAGCCTA
TTCACTAAAA
CTCACATCGT
GCTCCAGAGC
TCAAGAGAAC
TGGCGAGAAC
TACAGCCTTG
CCGITGTAGT
GCTGATCTAG
GITGAAAGTC
CAGAGACAAT
GGAAGGECTCA
AAGCTTCCCC
TATTTATCTA
TTCCCAGITT
TAGATGCCAT
GAGACGCTTTG
TATGGTACTG
CTTTAAAGAG
GACACATGEG
CCTGTGITGA
ACTTTGITGC
GICTTTTTCC
TATTGCTGTA
CATTTGGTAC
TGTGITTGTA
GCTATCTTCA
CTCTAAGICA

GCCCTGTGAG
TATACATGGT
GICTGAAGAG
TTTTGGTATG
TGTCAGGAGC
ACAGGACGTG
GCCCTCCEEG
GGAACCTCTA
AGATAGAGAA
CCTGACTGAT
GITGAAATCC
TGTTCCCAGA
CAGCTTAAAT
CAGTAGGTTA
GIGAATTCTA
CTGIGIGICC
TGIGITTAAC
AAAAATCTTA
TTTTTGACTA
CCTTCTTARA
GGGTAGCTGG
TGCAGATTCGA
TTGTTTAAAG
GIGTTAGGAA
AAATGACATT
CACAAACCCT
GIGACGEGTG
TTATTCTCTC

ACCCCATGCG
AGCTCCATTT
ATGGCACCAG
CTGAGTGITG
CCAGAACCAA
GIGGTTCCTG
TGGTCTCGIG
CATGITTTAG
ATAGCGGTGCG
TTCAGCCATT
CCTAAACACA
GAAGGGACCA
AGTTGATAAG
GGGATCCTGG
GIACAGCAGC
TCTTGACTAC
TGAGCTTATA
ATATACATCT
GITTCTTTTT
GGGITCAGTC
TCCCTCTGIC
TCCAGTGGEGT
GAGTCCCTCT
AGTATTAAGT
TGITCTTTCT
TAGGATGGTG
ACGGCTCAGG
AGITACTCCA

*1120
*1170
*1220
*1270
*1320
*1370
*1420
*1470
*1520
*1570
*1620
*1670
*1720
*1770
*1820
*1870
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*2020
*2070
*2120
*2170
*2220
*2270
*2320
*2370
*2420
*2470



TTGGTGAAAT
TGCTTTGCTG
CCCTTGICAG
CTCCGTTTTT
ATAGITTTCA
TGAAAGCTGC
GACTGGCGAAG
ACAGCCCTTC
TAAACAAGGA
TTCCGEGEGEAA
TAAAACTGGT
ATGAAAACTA
CTTTGCTCTT
TAGACAGCAA
ACATCATCAG
GAATGCCTAA
AACAATAAAC

GCGCCCTTTCC
TCTGTGTGCT
GCTGTGAGGT
GGGTACTGTG
ACTGGAAAAA
TCAAAGTCAC
CCCTGEECCCG
CACAGITGEC
AGTCACGCTCT
TTTCGATGIT
TAAAAATTGA
CTCTTTTGGT
TTAATAATTA
TGTCACTAAT
TACAGTACTC
TATTTTGGTG
GAACATAACA

CTCTTTGCAG TTCAGICTAA
GAAGCTCGIC CCGITGIGAGT
GCTCGTGTAG ACCTGGAGCA
TTGIGITTTG CTCTGICTAA
GAAAAAACTT AAAAATGCGA
AGAACAACCG AGGGACAAAG
GAACAGCCCC TGCAACTGIG
ACTGCAGGTG CAGGCCAACC
TTCACTTTTT ACAAGITGGC
TTCCCGTGIT GTAGAGCTTC
GICTTTCCCT GAAGTAAGTIG
TTTGTTTGAA AGTAAGAAAG
TGTTCAGCCT ATGATGAAGT
AAGITTTAAG TTGTCCAAAG
TTAGITACAG TAAAGCAATT
CAGIGITTGA TGITCAAAAC
TAAACTGAA

GICTCGTATT
TGCTGICTGC
TGCAGCCTCC
AAACATCTGC
TGTCCTAAAA
GAGATTGGAT
GGGCCTCCAC
CTTTAAAGAA
AAAAACAGAC
CAGGGTTTAA
CTCTTTCCAG
GGAGGGGAAA
ATTTGATTAT
TTAATTGTAA
GITGCAAGAT
AAAATGITAC

*2520
*2570
*2620
*2670
*2720
*2770
*2820
*2870
*2920
*2970
*3020
*3070
*3120
*3170
*3220
*3270
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