GCAGICCAGC
CCCTGTGGTC

ATTGICACTG
Il eval ThrV

TGGGTGCATT
rdyCyslle

GITCACCTTT
ysSer Pr oPh

GAGAAAGTGA
d uLysVal |

GAAGTTGGGT
tLysLeudy

AATATGAAAA
[ uTyr G uLy

ATA

LPI N2 ( NM 001375808. 2)

CCTCAGCCGC
AATTATGTGG
AsnTyr Val G

CGCCGCCTGC
TCAAACCATG

TGAAGGAACT CTACAAGGEC

al Lysd uLe uTyrLysdy
TGGTACAGCA
al val d n@d

GATGTCATCG
AspVal | | eV

TTTGGAAAGC
Phed yLysL

TCACGTTCGG
eHi sVal Arg

TTGATATAGA
| eAspl | ed

AATCAACCCEC
ull eAsnd y

AAGCTTTCTT
| uAl aPhePh

GATAACGGAG
AspAsnd yG

TACCTTGCCA
Tyr LeuAl aT

GCTTCCTCGCT

sLeuPr oAl a

CCGCTGGECCG
GACAGCTGGC
| yd nLeuAl

ATTAACCAGG
Il eAsnd nA

GCAGGATGGC
nG@ nAspd y

TGGGAGTCCT
eud yVval Le

AGTGCAGTGG
Ser Al aval A

TGTTGAGGAG
eVal  ud u

CCTCACCAAT
hr Ser Pr ol |

GGAGCGGAGC - 18
TGGGCAGGTG 33
ad yd nval 11

CCACCCTCTC 83
| aThr LeuSe 28

133
45

AGCTATCAGT
Ser Tyrd nC
GAGATCCAAA 183
UArgSerLys 61
ATCTTCACAT
spLeuHi sMe

233
78

ACTGAAGAAG 283
Thrd ud uG 95

TCCTACTGAA
eProThrd u

333
111

evers

cDNA + Protein

QA4Hf s*13

2026- 05- 25


https://infevers.umai-montpellier.fr
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2007&page=sequence&seq=cDNA&ancre=2007&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2007&page=sequence&seq=cDNA&ancre=2007&prot=1

GATCAGTTCT
Aspd nPheP

TGAAACACCA
pG uThr Pro

CAATTTTTAC
hrl | ePheTh

TACAAACAGG
TyrLysd nA

AGACACATGT
UAspThr Cys

CAGCACGAGG
| aAl aArgd

CCTTTGCTCT

ProLeuLeuP

GICCCCTTTA
pSer ProLeu

CAGAGCTGGA
erd uLeud

ATGGAGTGGA

TTAAAGATAT
heLysAspl |

TCTCAGAGIT
Serd nSer S

TCCAAGTTCT

r Pr oSer Ser

ACAGTAAGAA
spSer LysLy

GATGTAGGCG
AspVal G yV

ATCTTCAAAT
ySer Ser Asn

TCCATTCTGG
heH sSerd

GAGACCACCT
A uThrThrT

GGTGAAACCT
uVal LysPro

CGT GEEECEG

TGACACCCCT
eAspThr Pro

CAGACATCTC
er Aspl | eSe

GTGAAAAAGA
Val LysLysL

GGAAGAGCAG
s@ ud ud n

TGAGCTCCGA
al Ser Ser As

GCTTCCTTGA
Al aSer LeuL

GGATCATTAC
yAspHi sTyr

ATCCCCAGAC
yrProd nTh

GCGGAGAGCC
Al ad uSer L

ATTCCCAGAG

TTGGTGAAAT
LeuVal LysS

ACACGTCTTG
rHi sVal Leu

AAAAACGAAG
ySLysSAr gAr

GCCGCATCTG
Al aAl aSer A

TGATGACAAG
PASpAspLys

AAGAAGAAGA
ysd ud ud

CCCTTATCTG
ProLeuSer A

AGCGTGTCCT
r Al aCysPro

TGCTCAGATC
euLeuAr gSe

TCCACCAAGG

CGGGTGGAGA
erd yd yAs

GAAACAGAGA
A uThrd uT

GAGAAAGAAA
gArgLysLys

CTGCTGCAGA
| aAl aAl ad@

GGGGCCCAGG
d yAl ad nA

ATGTAAAGAG
uCysLysd u

ATGGAGATTG
spd yAspTr

AAGAGTGATT
LysSer AspS

AGAGTCTCAC
rd uSerH s

TCAGCAAAAG

383
128

433
145

483
161

533
178

583
195

633
211

683
228

733
245

783
261

833

p. 16kbdel


https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=405&page=sequence&seq=cDNA&ancre=405&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=405&page=sequence&seq=cDNA&ancre=405&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2739&page=sequence&seq=cDNA&ancre=2739&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2739&page=sequence&seq=cDNA&ancre=2739&prot=1

Met G uTrpT

AGAACGATCT
gd uAr gSer

ATACTCATTT
snThr H sPh

GAGAAGGATG
d uLysAspA

ACCCAGACCC
sProArgAl a

TTCTCGAACC

euLeud uPr

GACCACCTTC
AspHi sLeuP

GGCAGCTAAA
oAl aAl aLys

GCCAACACCA
erd nH sd

GAACCTGAAG
d uProd uv

hr Tr pd yd

GACCATCATC
AspHi sHi sP

TCGGGTAATT
eArgVval Il e

CTTCCATGGA
| aSer Met G

CTGGGTACAC
Leud yThr G

TCCTCTTGAG

oProLeud u

CCAACGCAGC
r oAsnAl aAl

GTAGACTCGC
Val AspSer P

GGGACCTGAT
nd yPr oAsp

TTGCAGCTCT
al Al aAl aLe

yPheProd u

CTAGGACAGC
r oAr gThr Al

CCCAGTGAGG
Pr oSer 3 uA

AGACACTGTC
UAspThr Val

AGATGAGCGA
| nMet Ser As

AGTACTCAGA
Ser Thr d nl

CTTAGCGGAG
aLeuAl ad u

CGTCAAAGAA
roSerLysLy

GATATTTACC
Aspl | eTyrL

TTATTTCCCT
uTyr PhePro

Ser Thr LysV

TACAATTACA
aThrl | eThr

ACAACCTCAT
spAsnLeul |

TGTACCATAG
CysThril eV

CCCAACATCT
pProThr Ser

TTTCATCTAT
| eSer Ser Me

GCGCCCTCAG
Al aProSer G

GAAAGGTGT T
sLysd yVal

TTGATGACTT
euAspAspLe

AAAAGTGAAT
LysSerd uS

al Ser LysAr

CCATCAGAAA
Pr oSer d uA

CAGTGAAGTT
eSer d uVval

TGAAGCCCAA
al LysProLy

GTGGCAGAGC
Val Al ad uL

GTTAGATGCT
t LeuAspAl a

AATCCAAACC
| uSer LysPr

CACAAAAGAA
H sLysArgS

AAAGGGTCTA
uLysd yLeu

CGGAGCCCGCG
er d uProd

278

883
295

933
311

983
328

1033
345

1083
361

1133
378

1183
395

1233
411

1283
428

]
©
=



https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2010&page=sequence&seq=cDNA&ancre=2010&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2010&page=sequence&seq=cDNA&ancre=2010&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=741&page=sequence&seq=cDNA&ancre=741&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=741&page=sequence&seq=cDNA&ancre=741&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=742&page=sequence&seq=cDNA&ancre=742&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=742&page=sequence&seq=cDNA&ancre=742&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=745&page=sequence&seq=cDNA&ancre=745&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=745&page=sequence&seq=cDNA&ancre=745&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2192&page=sequence&seq=cDNA&ancre=2192&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2192&page=sequence&seq=cDNA&ancre=2192&prot=1

TTCCAGGCAG
ySer Argd n

AGT CCGT GGG
| nSer Val G

TCTGCCATGG
Ser Al aMet A

TGAAAATGGA
rd uAsndy

ATCACGAATT
yr H sd uPh

ATAAGGATAT
IleArglleT

CCTTAGCTTG

eLeuSer Leu

CCTGGGTGAA
er TrpVal Ly

CGAAAGAGAG
ArgLysArgG

TGGCCCGAGT
Tr pProd uS

AAGCGCACGCT
ySer Al aAl a

ACTTGCCTCGA
spLeuPr oAs

GAAATTTCAA
A ull eSerL

TGCAGAAAAC
eAl ad uAsn

ATAATCGTTA
yr AsnAr gTy

CAAGTATTCC
d nVal PheG

AGACAAGATG
SAspLysMet

AAAGCATGAC
| uSer Met Th

CTGACACACT
er AspThr Le

GCAGATAGCG
Al aAspSer G

CGITACCCTC
pVal Thr Leu

AAGAAAAATT
ysd uLysPh

CCTGGACTTA
Prod yLeul

CTATAACTGG
rTyr AsnTrp

AGAAGACCTT
I nLysSer Le

CCAAAGAAAT
ProLysLysS

CAAACACCTG
rLysd nLeu

CTCTGCECTCC
uSer d ySer

GCACCGAGTG
| yThr G uCy

TCCCTTTGCG
Ser LeuCysG

CATGGAGCAT
eMetd uH s

TAGACAATCC
| eAspAsnPr

CGCTTTGGCAG
Al aLeuAl aA

GCCTAAGGCC
uProLysAl a

CTGGTCCCTG
erd yArgTr

CCAGAATCCA
Prod uSer L

CAGTCCCCAC
d nSer ProG

CCTCTCAGAT
sLeuSer Asp

GGGCGCCTCAG
| yd yLeuSe

ATCATTACTT
IlelleThrT

TAACCTTGTA
oAsnLeuVal

CTCCCATGAT
| aProMet I |

ACAGTTGAGT
Thr Val A uS

GIGGTTTTGG
pTr pPheTr p

AGGAGGGAAA
ysd ud yLy

1333
445

1383
461

1433
478

1483
495

1533
511

1583
528

1633
545

1683
561

1733
578

p. Ser439Tr pf s*15

E486Kf s*20

R562Q R564Kfs*3 c.1691_1694del GAGA E565Kfs*15



https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=1285&page=sequence&seq=cDNA&ancre=1285&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=1285&page=sequence&seq=cDNA&ancre=1285&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2125&page=sequence&seq=cDNA&ancre=2125&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2125&page=sequence&seq=cDNA&ancre=2125&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=743&page=sequence&seq=cDNA&ancre=743&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=743&page=sequence&seq=cDNA&ancre=743&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2738&page=sequence&seq=cDNA&ancre=2738&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2738&page=sequence&seq=cDNA&ancre=2738&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2638&page=sequence&seq=cDNA&ancre=2638&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2566&page=sequence&seq=cDNA&ancre=2566&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=3179&page=sequence&seq=cDNA&ancre=3179&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2638&page=sequence&seq=cDNA&ancre=2638&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2341&page=sequence&seq=cDNA&ancre=2341&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2566&page=sequence&seq=cDNA&ancre=2566&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=3179&page=sequence&seq=cDNA&ancre=3179&prot=1

ATCTGAGGCA CCGCCAGCCA
sSer d uAl a ProPr oAl aS

CCGGTGCCAG GCCGECCGAG
| ad yAl aAr gProAl ad u

GAGCTCGAAG AATCCATCAC
d uLeud uG | uSer 1| eTh

CCACGGCAGC ACAACTTCAT
rHi sd ySer ThrThrSerT

AGATCGCAAA ACTGAACCTC
InlleAl aLy sLeuLysLeu

ATTACAACCC AGTATCAAGG
Il eThr ThrG I nTyrd nd

GIGGAACTIGG AATGACAAGA
uTr pAsnTrp AsnAspLysl

CCAAGTCGGA TGCTTTGGGA
hr LysSer As pAl aLeud y

ACCCACCAGG GTATAGCAAA
ThrH sA@ nG |yl | eAl aLy

CAAGITTCTG TACTGCTCGG

GIGACCTGCC
er AspLeuPr

AATGACTCCT
AsnAspSer S

AGTGGACCCC
r Val AspPro

ATAAGAAGTC
yrLysLysSe

CACGATGECC
H sAspd yP

CACCTGTCGC
yThr CysArg

TCATCATTTC

lellell eSe

CAGATTCTCC
d nll eLeuP

GCTCTACCAT
sLeuTyrHi s

CTCGTGCCAT

ATCCAGCTCC

oSer Ser Ser

CGAGTGACGA
er Ser Aspd

ATCCCCACAG
Il eProThr G

TCTCCCGCCTC
rLeuArglLeu

CAAATGATGT
r oAsnAspVa

TGTGCAGGGA
CysAlad yT

TGATATTGAT
r Aspl | eAsp

CACAGCTGGG
rod nLeud

TCCATCAATG
Serl | eAsnG

CGGCATGECC

AAGGAGCCGG
Lysd uPr oA

GGGATCACAG
ud ySerdn

ACCCCCTGAG

| uProLeuSe

TCCTCAGACC
Ser Ser AspG

TGTGITTAGT
| Val PheSer

CCATTTACCT
hrileTyrLe

GGGACAATAA
A yThrileT

CAAAGACTGG
yLYsSAspTrp

AGAATGGCTA
| uAsnd yTy

GACATGACCC

1783
595

1833
611

1883
628

1933
645

1983
661

2033
678

2083
695

2133
711

2183
728

2233

G696S

P599L E601K

W81G s*14

1 716Vfs*2

Y732Stop S734L R736C R736H A741A



https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2208&page=sequence&seq=cDNA&ancre=2208&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2208&page=sequence&seq=cDNA&ancre=2208&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2636&page=sequence&seq=cDNA&ancre=2636&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2191&page=sequence&seq=cDNA&ancre=2191&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=744&page=sequence&seq=cDNA&ancre=744&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2636&page=sequence&seq=cDNA&ancre=2636&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2191&page=sequence&seq=cDNA&ancre=2191&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=744&page=sequence&seq=cDNA&ancre=744&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=996&page=sequence&seq=cDNA&ancre=996&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=996&page=sequence&seq=cDNA&ancre=996&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2276&page=sequence&seq=cDNA&ancre=2276&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2276&page=sequence&seq=cDNA&ancre=2276&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2744&page=sequence&seq=cDNA&ancre=2744&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2744&page=sequence&seq=cDNA&ancre=2744&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2743&page=sequence&seq=cDNA&ancre=2743&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2743&page=sequence&seq=cDNA&ancre=2743&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=3178&page=sequence&seq=cDNA&ancre=3178&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=3178&page=sequence&seq=cDNA&ancre=3178&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2637&page=sequence&seq=cDNA&ancre=2637&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=404&page=sequence&seq=cDNA&ancre=404&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2745&page=sequence&seq=cDNA&ancre=2745&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2930&page=sequence&seq=cDNA&ancre=2930&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=901&page=sequence&seq=cDNA&ancre=901&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2637&page=sequence&seq=cDNA&ancre=2637&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=404&page=sequence&seq=cDNA&ancre=404&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2745&page=sequence&seq=cDNA&ancre=2745&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2930&page=sequence&seq=cDNA&ancre=2930&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=901&page=sequence&seq=cDNA&ancre=901&prot=1

r LysPhelLeu

GTGGCTACCT
rgd yTyrlLe

CCCCTGATGC
ProLeuMet L

GATAGAAAAG
Il ed uLys

AGAATCTGIT
ysAsnLeuPh

CGTCCAAATG
Ar gPr oAsnA

AATATTCACC
gl | ePheThr

GAAACAAGTC
| yAsnLysSe

CCCCTTCTCA
ProLeulLeuS

CTCCTTCTGC
r Ser PheCys

Tyr CysSer A

GCACTGEGTC
uHi sTr pVal

TGTCCCCCAG

euSer Pr oSe

AAACCAGAGA
LysProd uL

TGCCCCGTCT
eAl aPr oSer

ATGICTATGC
spVal Tyr Al

GTGAACCCCA
Val AsnPr oL

ATCGTATCAC
rSerTyrH s

GTAAGGAGCA
erLysd ud

TACTGGCGAG
Tyr Tr pAr gA

| aAr gAl al |

AATGACAAGG
AsnAspLysG

CACGCTTGITC
r Ser LeuPhe

AGTTCAAAAT
ysPhelLysl |

AAGCAGCCCT
Lysd nProP

CTACACACAA
aTyrThrdn

AGGGTGAATT
ysd yd uLe

AGCCTGAGTG
ArgLeuSer G

GAATTCCGCT
nAsnSer Al a

ACCCGATCCC
spProl | ePr

ed yMet Al a

GCACAATCTT
lyThrllelLe

TCCGCCTTCC
Ser Al aPheH

TGAGTGICTA
ed uCyslLeu

TCTATGCTGC
heTyr Al aAl

GITGGAGITC
Val d yVval P

AATACAAGAA
ulled nGu

AGCTCGTGGA
| uLeuval @

TTTCCCTGCC
PhePr oCysP

TGAAGTGGAC
od uVal Asp

AspMet Thr A

GCCCCEEEEC
uProArgdy

ACAGAGAAGT
i SArgd uVva

AATGATATCA
AsnAspl | eL

CTTTGGAAAC
aPhed yAsn

CAGACTGTAG
r oAspCysAr

AGAACCAAAG
ArgThrLysG

GCATGIGITC
uHi sVal Phe

CGGAGTTCAG
r od uPheSe

CTGGATGACC
LeuAspAspL

745

2283 Yr4r*
761

2333
778

2383
795

2433
811

2
N
w
>

2483
828

2533
845

2583
861

£
~
~
M

2633
878

2683
895



https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2942&page=sequence&seq=cDNA&ancre=2942&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2942&page=sequence&seq=cDNA&ancre=2942&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2206&page=sequence&seq=cDNA&ancre=2206&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2206&page=sequence&seq=cDNA&ancre=2206&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2008&page=sequence&seq=cDNA&ancre=2008&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2009&page=sequence&seq=cDNA&ancre=2009&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2008&page=sequence&seq=cDNA&ancre=2008&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2009&page=sequence&seq=cDNA&ancre=2009&prot=1

TGICTTGAGG
euSer St op

ACAGCAAGGG
CCCCAGCGEG
CTTCCCAGEC
AAGGAGAAGCG
TTGTGCGGTCG
GCATCATTTT
ACTGCACACA
CTGTAACCAG
CCAGTCAGTG
GCCTCATTTC
TGGGCAGGAC
CAGTCCCATA
TCCTCTCATC
AGAAGAACAG
AAGGTGEGTC
CTTTTAGGRA
GAAGAGCGCT
CATCTTGCCT
GGGAAGCACA
TTGECTTTTG
AGAGCGGTCT
CCAGCCTAGC
CACTAAAATA
CACATCGTGT

CGGCACCTCA

AAGCCAGCTG
GACGGGTGCT
CACGCTGCTCA
GAGGAACTGG
CACACATGTT
AAAGGAAGAA
GIGAAGIGIT
GCCTGTCTTC
ATGCTGECTG
CTGCTACACT
cceeaceecr
AACCTGGECCC
TGTGACAACT
GICTCACAAG
TTAAAACAGA
GGCCTCCGAA
GAATCCCTCT
TGGGACAGGA
GIGAACCTTG
GGATCACACC
TGGACGCTCCT
CCTGTGAGAC
TACATGGTAG
CTGAAGAGAT

GIGEGTGEEC

GCTCTTCTGC
TCTGGAGCTG
GCCTCCCCAG
GCCTGEEEECT
TCCTCCTGIG
AAAAGCAGCT
CCAGITTCCA
AGATGTCAGG
AAGCTGCCTG
GAAGGGGTCA
GCAGGGECCCA
TCTTTGGGEGA
CCACGAGCCC
TATATATTTG
CCAAACCCCG
ATGCAGATAG
GCTTGCTGCC
TTTCTAAAAT
CTTAAAGGCA
CTGTAATCGG
ATGGAGCAGA
CCCATGEEA
CTCCATTTAC
GGCACCAGGG

AGGECTTGGT

TGACCTCAGA
GI'CCCGCCAT
GICTGCAGCT
GGAGECCTGG
AGCTGEEECC
AAAAAAGAGT
CTGGEGCAGTT
GICCCTGAAC
TGCACGITTC
GCTGCTCCAG
TGCACCAGAG
AAGATCCCCA
TTAATTTCTT
ATGICTGTAA
cceeaeeeccee
GCGGTTGAGT
TGGTGIGEEC
TCTGIGATTC
CTGGCCAGCA
GCCCGTGGAA
CTGCCCCCCG
CACGGGTGECC
TGATGCGGTT
AAAGGTGTGC

cceecrecce

TACCAGCCTT
CCTCCTTTGC
CACGCTCCTGG
GATCCCTCCT
TCCTTCCATT
GGACCAAAAC
GAGGTGCECTT
TGCTGECGEEEC
TTCTCTGGIC
TGGGCCAAGT
CCACTGAGCC
CAGAGCATCC
AGTCCTCACC
TAAAAGT GGG
AACAACTCTG
GGEGTCCTGG
CTTTGGAAAG
AGATTTGICA
GIGTGTGACT
GCAGCGTCAA
AGCAGTGTCC
TATGTATTTT
GTAATGAGCT
CATAAGCTGC

*42

*92
*142
*192
*242
*292
*342
*392
* 442
%492
*542
*592
*642
*692
*742
*792
*842
*892
*942
*992
%1042
*1092
%1142
*1192
1242

c.*3CT
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TCCAGAGCTT
AAGAGAACTG
GCGAGAACAC
CAGCCTTGEC
GITGTAGTGG
TGATCTAGAG
TGAAAGTCCC
GAGACAATGT
AAGGCTCATG
GCTTCCCCCA
TTTATCTACA
CCCAGTTTGT
GATGCCATCT
GACCTTTGTG
TGGTACTGAA
TTAAAGAGIT
CACATGGEGECC
TGTGTTGAGG
TTTGTTGCTG
CTTTTTCCTT
TTGCTGTAGT
TTTGGTACAA
TGITTGTACA
TATCTTCAGT
CTAAGICATT
CTTTGCAGIT
AGCTCGTCCC
TCGIGTAGAC

TTGGTATGCT
TCAGGAGCCC
AGGACGTGGT
GCTCGEEEGTG
AACCTCTACA
ATAGAGAAAT
TGACTGATTT
TGAAATCCCC
TTCCCAGAGA
GCTTAAATAG
GTAGGTTAGG
GAATTCTAGT
GIGIGICCTC
TGTTTAACTG
AAATCTTAAT
TTTGACTAGT
TTCTTAGAGG
GIAGCTGGTC
CAGATTGATC
GITTAAAGEA
GITAGGAAAG
ATGACATTTG
CAAACCCTTA
GACGGGTGAC
ATTCTCTCAG
CAGICTAAGT
GIGIGAGITG
CTGGAGCATG

GAGIGITGAC
AGAACCAACC
GGTTCCTGAG
GICTCGIGEC
TGITTTAGIT
AGGCGTGGTT
CAGCCATTTT
TAAACACAGT
AGGGACCACA
TTGATAAGGA
GATCCTGEGT
ACAGCAGCCA
TTGACTACCT
AGCTTATAGT
ATACATCTTT
TTCTTTTTCT
GITCAGICTA
CCTCTGrecce
CAGIGGEGTAC
GICCCTCTTG
TATTAAGTTT
TTCTTTCTGT
GGATGGTGAG
GCCTCAGGEA
TTACTCCATT
CTCGTATTTG
CTGIcraeeee
CAGCCTCCCT

AGAGCTGCAC
CCAGGTCTTG
CAGAGAGGA
CAACTCTTCA
TGCTTCACCT
ATTTTTCCAG
CCTAGICCTT
TCTCAGTGCC
TGAGCCTTCT
CTAATTGITT
TCTGITTATA
TGCAGCCACC
TCTATTTAGA
AGGACTTCTT
AATCCTTTTT
TGACAGCTCT
GGACCCGECT
TGTGTCTGCT
ATAGCCTAAT
CTGAAAGTAG
GIGCTGAAAA
GAAAGAGATG
TTGAAGCATC
GATGGCAGEC
GGTGAAATGG
CTTTGCTGIC
CTTGTCAGEC
CCGITTTTGG

TCTTAACATC
GICTCCATTG
TCTGCAGATA
TGCCCCTGECC
AAAATAATGC
ATTGGAGAGT
GICGGATGCA
AAAACCTAGG
CCCATGCAAA
AATGAGTTTA
TGAAGITCTT
TTATTTCATA
GGAAGAATGA
TGCATATGTA
AGGTTGTCCT
TCTCTTTGEA
CTCcCcraeeeee
AGCACTAGAC
TAATGTGAGT
ATGATTACTA
TCCATTGCCA
CCCTCGAGTG
ACCCTCGCGC
AGATTGGGECT
CCCTTTCCCT
TGTGTGCTGA
TGTGAGGTCGC
GTACTGIGIT

*1292
*1342
*1392
*1442
*1492
*1542
*1592
*1642
*1692
*1742
*1792
*1842
*1892
*1942
*1992
*2042
*2092
*2142
*2192
*2242
*2292
*2342
*2392
*2442
*2492
*2542
*2592
*2642



GIGITTTGCT
AAAAACTTAA
AACAACCGAG
ACAGCCCCTG
TGCAGGTGCA
CACTTTTTAC
CCCGTGITGT
CTTTCCCTGA
TGTTTGAAAG
TTCAGCCTAT
GITTTAAGIT
AGITACAGTA
GIGITTGATG
AA

CTGTCTAAAA
AAATGCGCGATG
GGACAAAGGA
CAACTGT GGG
GGCCAACCCT
AAGITGGCAA
AGAGCTTCCA
AGTAAGTGCT
TAAGAAAGCG
GATGAAGTAT
GICCAAAGTT
AAGCAATTGT

ACATCTGCAT
TCCTAAAATG
GATTGGATGA
GCCTGCACAC
TTAAAGAATA
AAACAGACTT
GGGTTTAATA
CTTTCCAGAT
AGGGGAAACT
TTGATTATTA
AATTGTAAAC
TGCAAGATGA

AGITTTCAAC
AAAGCTGCTC
CTGGEGAAGCG
AGCCCTTCCA
AACAAGGAAG
CCGGGGAATT
AAACTGGITA
GAAAACTACT
TTGCTCTTTT
GACAGCAATG
ATCATCAGTA
ATGGCTAATA

TTCAAAACAA AATGTTACAA CAATAAACGA

LPI N2 (NM 001375808.

TGGAAAAAGA
AAAGTCACAG
CTGGECCCGEEA
CAGITGGCAC
TCAGCTCTTT
TCGATGITTT
AAAATTGAGT
CITTTGGITT
AATAATTATG
TCACTAATAA
CAGTACTCTT
TTTTGGTGCA
ACATAACATA

*2692
*2742
*2792
*2842
*2892
*2942
*2992
*3042
*3092
*3142
*3192
*3242
*3292
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