GAGAAGAAGT
CCACACAGTG
ATCCTCAGIT
AGAAAAAGAA
TTCCCTCCAA
GGGACACCTG
GCATTAACCA
CAGCAGGATG
GCTGGGAGTC
GCAGTGCAGT
TTTGITGAGG
CACCTCACCA
CTTTGGTGAA
TCACACGTCT
GAAAAAACCGA
AGGCCGCATC
GATGATGACA
GAAAGAAGAA
ACCCCTTATC
ACACGCGTGTIC
CCTGCTCAGA
AGTCCACCAA

GGCAGGTGAT
CAGGCCGATGG
GITGGAGGEC
CAGTGTGAAG
TTACATTGTA
GCTGGGECAGG
GGCCACCCTC
GCAGCTATCA
CTGAGATCCA
GGATCTTCAC
AGACTGAAGA
ATTCCTACTG
ATCGCGEGTGGA
TGGAAACAGA
AGGAGAAAGA
TGCTGCTGCA
AGGGGEECCCA
GAATGTAAAG
TGATGGAGAT
CTAAGAGTGA
TCAGAGICTC
GGTCAGCAAA

GCTGAAGCGG
AGACAGGTGC
AGTCATCCTC
CCACGTGTGA
GITGATTGIG
TGATTGICAC
TCTGGEGTGCA
GTGITCACCT
AAGAGAAAGT
ATGAAGTTGG
AGAATATGAA
AAGATCAGIT
GATGAAACAC
GACAATTTTT
AATACAAACA
GAAGACACAT
GGCAGCACERA
AGCCTTTCCT
TGGTCCCCTT
TTCAGACCTG
ACATGGAGT G
AGAGAACGAT

GGGAGAAGCG
TGGECTGGTC
AGGCCGTACC
TAGCCGT CCA
TCTCAAACCA
TGTGAAGGAA
TTGATGICAT
TTTCACGITC
GATTGATATA
GIGATAACGG
AAGCTTCCTG
CTTTAAAGAT
CATCTCAGAG
ACTCCAAGIT
GGACAGTAAG
GIGATGTAGG
GGATCTTCAA
CTTCCATTCT
TAGAGACCAC
GAGGTGAAAC
GACGTGEEEEC
CTGACCATCA

GCAGAGCCGG
CTCCTGCAGC
CAGCCAGAGA
ACATCGGECTC
TGAATTATGT
CTCTACAAGG
CGTGGTACAG
GGTTTGGAAA
GAAATCAACG
AGAAGCTTTC
CTTACCTTGC
ATTGACACCC
TTCAGACATC
CTGIGAAAAA
AAGGAAGAGC
CGTGAGCTCC
ATCCTTCCTT
GGGGATCATT
CTATCCCCAG
CTGCGGAGAG
GGATTCCCAG
TCCTAGGACA
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https://infevers.umai-montpellier.fr
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=1405&page=sequence&seq=cDNA&ancre=1405&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=1405&page=sequence&seq=cDNA&ancre=1405&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2007&page=sequence&seq=cDNA&ancre=2007&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2007&page=sequence&seq=cDNA&ancre=2007&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=405&page=sequence&seq=cDNA&ancre=405&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=405&page=sequence&seq=cDNA&ancre=405&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2739&page=sequence&seq=cDNA&ancre=2739&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2739&page=sequence&seq=cDNA&ancre=2739&prot=0

GCTACAATTA
GGACAACCTC
TCTGTACCAT
GACCCAACAT
GATTTCATCT
AGGCGCCCTC
AAGAAAGGTG
CCTTGATGAC
CTAAAAGTGA
CTCTCTGCECT
CGGCACCGAG
TCTCCCTTTG
TTCATGGACC
TATAGACAAT
GGCCTTTGEC
TTGCCTAAGG
ATCTGGTCGC
TGCCAGAATC
CCATCCAGCT
CTCGAGIGAC
CCATCCCCAC
TCTCTCCGCC
CCCAAATGAT
GCTGTCGCAGG
TCTGATATTG
CCCACACCTG
ATTCCATCAA
ATCGGCATGG

CACCATCAGA
ATCAGIGAAG
AGTGAAGCCC
CTGTGGCAGA
ATGITAGATG
AGAATCCAAA
TTCACAAAAG
TTAAAGGGTC
ATCGGAGCCC
CCCAGTCCCC
TGCCTCTCAG
CGEEEECCTC
ATATCATTAC
CCTAACCTTG
AGCTCCCATG
CCACAGITGA
TGGTGGITTT
CAAGGAGGEA
CCAAGGAGCC
GAGGGATCAC
AGAGCCCCTG
TCTCCTCACGA
GITGIGITTA
GACCATTTAC
ATGGGACAAT
GGCAAAGACT
TGAGAATGEC
CCGACATGAC

AAATACTCAT
TTGAGAAGGA
AAACCCAGAG
GCTTCTCGAA
CTGACCACCT
CCGGCACCTA
AAGCCAACAC
TAGAACCTCGA
GGITCCAGGC
ACAGTCCGTG
ATTCTGCCAT
AGTGAAAATG
TTATCACGAA
TAATAAGGAT
ATCCTTACCT
GICCTGEGTG
GGCGAAAGAG
AAATCTGAGG
GECCEGTECC
AGGAGCTCCGA
AGCCACGGCA
CCAGATCGCA
GTATTACAAC
CTGTGGAACT
AACCAAGT CG
GGACCCACCA
TACAAGITTC
CCGTGECTAC

TTTCGGGTAA
TGCTTCCATG
CCCTGGEGTAC
CCTCCTCTTG
TCCCAACGCA
AAGTAGACTC
CAGGGACCTG
AGTTGCAGCT
AGTGGCCCGA
GGAAGCGCAG
GGACTTGCCT
GAGAAATTTC
TTTGCAGAAA
ATATAATCGT
TGCAAGTATT
AAAGACAAGA
AGAAAGCATG
CACCGCCAGC
AGCECCEECCG
AGAATCCATC
GCACAACTTC
AAACTGAAGC
CCAGTATCAA
GGAATGACAA
GATCCTTTGG
GGGTATAGCA
TGTACTGCTC
CTGCACTGGEG

TTCCCAGTGA
GAAGACACTG
ACAGATGAGC
AGAGTACTCA
GCCTTAGCGG
GCCGTCAAAG
ATGATATTTA
CTTTATTTCC
GICTGACACA
CTGCAGATAG
GACGITACCC
AAAAGAAAAA
ACCCTGGACT
TACTATAACT
CCAGAAGAGC
TGCCAAAGAA
ACCAAACACC
CAGIGACCTG
AGAATGACTC
ACAGTGGACC
ATATAAGAAG
TCCACGATGG
GGCACCTGTC
GATCATCATT
GACAGATTCT
AAGCTCTACC
GGECTCGTGCC
TCAATGACAA
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https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2010&page=sequence&seq=cDNA&ancre=2010&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2010&page=sequence&seq=cDNA&ancre=2010&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=741&page=sequence&seq=cDNA&ancre=741&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=741&page=sequence&seq=cDNA&ancre=741&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=742&page=sequence&seq=cDNA&ancre=742&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=742&page=sequence&seq=cDNA&ancre=742&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=745&page=sequence&seq=cDNA&ancre=745&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=745&page=sequence&seq=cDNA&ancre=745&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2192&page=sequence&seq=cDNA&ancre=2192&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2192&page=sequence&seq=cDNA&ancre=2192&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=1285&page=sequence&seq=cDNA&ancre=1285&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=1285&page=sequence&seq=cDNA&ancre=1285&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2125&page=sequence&seq=cDNA&ancre=2125&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2125&page=sequence&seq=cDNA&ancre=2125&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=743&page=sequence&seq=cDNA&ancre=743&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=743&page=sequence&seq=cDNA&ancre=743&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2738&page=sequence&seq=cDNA&ancre=2738&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2738&page=sequence&seq=cDNA&ancre=2738&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2638&page=sequence&seq=cDNA&ancre=2638&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2566&page=sequence&seq=cDNA&ancre=2566&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=3179&page=sequence&seq=cDNA&ancre=3179&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2638&page=sequence&seq=cDNA&ancre=2638&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2341&page=sequence&seq=cDNA&ancre=2341&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2566&page=sequence&seq=cDNA&ancre=2566&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=3179&page=sequence&seq=cDNA&ancre=3179&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2208&page=sequence&seq=cDNA&ancre=2208&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2208&page=sequence&seq=cDNA&ancre=2208&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2636&page=sequence&seq=cDNA&ancre=2636&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2191&page=sequence&seq=cDNA&ancre=2191&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=744&page=sequence&seq=cDNA&ancre=744&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2636&page=sequence&seq=cDNA&ancre=2636&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2191&page=sequence&seq=cDNA&ancre=2191&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=744&page=sequence&seq=cDNA&ancre=744&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=996&page=sequence&seq=cDNA&ancre=996&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=996&page=sequence&seq=cDNA&ancre=996&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2276&page=sequence&seq=cDNA&ancre=2276&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2744&page=sequence&seq=cDNA&ancre=2744&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2276&page=sequence&seq=cDNA&ancre=2276&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2744&page=sequence&seq=cDNA&ancre=2744&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2743&page=sequence&seq=cDNA&ancre=2743&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2743&page=sequence&seq=cDNA&ancre=2743&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=3178&page=sequence&seq=cDNA&ancre=3178&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=3178&page=sequence&seq=cDNA&ancre=3178&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2637&page=sequence&seq=cDNA&ancre=2637&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=404&page=sequence&seq=cDNA&ancre=404&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2745&page=sequence&seq=cDNA&ancre=2745&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2930&page=sequence&seq=cDNA&ancre=2930&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2637&page=sequence&seq=cDNA&ancre=2637&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=404&page=sequence&seq=cDNA&ancre=404&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2745&page=sequence&seq=cDNA&ancre=2745&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2930&page=sequence&seq=cDNA&ancre=2930&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=901&page=sequence&seq=cDNA&ancre=901&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2942&page=sequence&seq=cDNA&ancre=2942&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=901&page=sequence&seq=cDNA&ancre=901&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2942&page=sequence&seq=cDNA&ancre=2942&prot=0

GGGCACAATC
TCTCCCCCTT
ATTGAGIGIC
CTTCTATGCT
AAGTTGGAGT
TTAATACAAG
TGAGCTCGTG
CTTTTCCCTG
CCTGAAGT GG
GCAGGECTTG
GCTGACCTCA
TGGICCCECC
AGGICTGCAG
CTGGAGCGCCT
TGAGCTGGEEG
CTAAAAAAGA
CACTGCCCAG
GGGTCCCTGA
TGTGCACGIT
CAGCTECTCC
CATGCACCAG
GAAAGATCCC
CCTTAATTTC
TGATGICTGT
caeeeceeee
AGCCGGTTGA
CCTGGTGTIGG
ATTCTGTGAT

TTGCCCCGCEG
CCACAGAGAA
TAAATGATAT
GCCTTTGGAA
TCCAGACTGT
AAAGAACCAA
GAGCATGTIGT
CCCGGAGTTC
ACCTGGATCGA
GIcceecree
GATACCAGCC
ATCCTCCTTT
CTCAGCTCCT
GGGATCCCTC
CCTCCTTCCA
GIGGACCAAA
TTGAGGTGEC
ACTGCTGCGG
TCTTCTCTGG
AGTGGGCCAA
AGCCACTGAG
CACAGAGCAT
TTAGICCTCA
AATAAAAGT G
CCAACAACTC
GIGEGEGTCCT
GCCTTTGGAA
TCAGATTTGT

GCCCCCTGAT
GTGATAGAAA
CAAGAATCTG
ACCGTCCAAA
AGAATATTCA
AGGAAACAAG
TCCCCCTTCT
AGCTCCTTCT
CCTGICTTGA
CCACAGCAAG
TTCCCCAGCG
GCCTTCCCAG
GGAAGGAGAA
CTTTGIGGGT
TTGCATCATT
ACACTGCACA
TTCTGTAACC
GCCCAGICAG
TCGCCTCATT
GITGGGECAGG
CCCAGTCCCA
CCTCCTCTCA
CCAGAAGAAC
GGAAGGTGEG
TCCTTTTAGG
GGGAAGAGCG
AGCATCTTGC
CAGGGAAGCA

GCTGTCCCCC
AGAAACCAGA
TTTGCCCCGT
TGATGICTAT
CCGTGAACCC
TCATCGTATC
CAGTAAGGAG
GCTACTGECG
GGCGGECACCT
GGAAGGCAGC
GGGACGEGTG
GCCAGCTCGCT
GGGAGGAACT
CGCACACATG
TTAAAGGAAG
CAGTGAAGTG
AGGGECTGTICT
TGATGCTGEC
TCCTGCTACA
ACCCCCECCC
TAAACCTGCC
TCTGITGACAA
AGGTCTCACA
TCTTAAAACA
GAGGCCTCCG
CTGAATCCCT
CTTGGGACAG
CAGTGAAGCT

AGCACCTTGT
GAAGI TCAAA
CTAAGCAGCC
GCCTACACAC
CAAGGGTGAA
ACAGCECTGAG
CAGAATTCCG
AGACCCGATC
CAGTGCGTGG
TGECTCTTCT
CTTCTGGAGC
CAGCCTCEEC
GGEECCTGEEG
TTTCCTGCTG
AAAAAAGCAG
TTCCAGITTC
TCAGATGTCA
TGAAGCTGCC
CTGAAGEEGT
CTGCAGEECC
CCTCTTTGGEG
CTCCACGAGC
AGTATATATT
GACCAAACCC
AAATCCAGAT
CTGCTTCCTG
GATTTCTAAA
TGCTTAAAGG

2311
2361
2411
2461
2511
2561
2611
2661
*20

*70

*120
*170
*220
*270
*320
*370
*420
*470
*520
*570
*620
*670
*720
*770
*820
*870
*920
*970



https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2206&page=sequence&seq=cDNA&ancre=2206&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2206&page=sequence&seq=cDNA&ancre=2206&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2008&page=sequence&seq=cDNA&ancre=2008&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2009&page=sequence&seq=cDNA&ancre=2009&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2008&page=sequence&seq=cDNA&ancre=2008&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=2009&page=sequence&seq=cDNA&ancre=2009&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=1097&page=sequence&seq=cDNA&ancre=1097&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=7&Id_mutation=1097&page=sequence&seq=cDNA&ancre=1097&prot=0

CACTGCCCAG
GGECCCGTGG
GACTGCCCCC
GACACGEGTG
ACTGATGCGG
GGAAAGGTGT
ACAGAGCTCC
CCCCAGGTCT
AGCAGAGACG
GCCAACTCTT
TTTGCTTCAC
TTATTTTTCC
TTCCTAGIGC
GITCTCAGTG
CATGACGCCTT
GACTAATTGT
GITCTGITTA
CATGCAGCCA
CTTCTATTTA
GTAGGACTTC
TTAATCCTTT
CTTGACAGCT
TAGGACCCGG
CCTGTGICTG
ACATAGGCTA
TGCTGAAAGT
TTGITGCTGAA
GIGAAAGAGA

CAGTGIGTGA
AAGCAGCGTC
CGAGCAGTGT
CCTATGTATT
TTGTAATGAG
GCCATAAGCT
ACTCTTAACA
TGGTCTCCAT
GATCTGCAGA
CATGCCCCTG
CTAAAATAAT
AGATTGGAGA
TTGTCGGATG
GCAAAACCTA
CTCCCATGCA
TTAATGAGIT
TATGAAGTITC
CCTTATTTCA
GAGGAAGAAT
TTTGCATATG
TTAGGITGIC
CTTCTCTTTG
CTCTCCTGEC
CTAGCACTAG
ATTAATGTGA
AGATGATTAC
AATCCATTGC
TGCCCTCGAG

CTTTGCCTTT
AAAGAGGEEGT
CCCCAGCCTA
TTCACTAAAA
CTCACATCGT
GCTCCAGAGC
TCAAGAGAAC
TGGCGAGAAC
TACACGCCTTG
CCGITGTAGT
GCTGATCTAG
GITGAAAGTC
CAGAGACAAT
GGAAGGCTCA
AAGCTTCCCC
TATTTATCTA
TTCCCAGITT
TAGATGCCAT
GAGACGCTTTG
TATGGTACTG
CTTTAAAGAG
GACACATGGEG
CCTGTGITGA
ACTTTGITGC
GICTTTTTCC
TATTGCTGTA
CATTTGGTAC
TGTGITTGTA

TGGGATCACA
CTTGGAGCTC
GCCCTGTGAG
TATACATGGT
GICTGAAGAG
TTTTGGTATG
TGTCAGGAGC
ACAGGACGTG
GCCCTCCEEG
GGAACCTCTA
AGATAGAGAA
CCTGACTGAT
GITGAAATCC
TGTTCCCAGA
CACGCTTAAAT
CAGTAGGTTA
GIGAATTCTA
CTGIGrGrec
TGTGITTAAC
AAAAATCTTA
TTTTTGACTA
CCTTCTTAGA
GGGTACCTGG
TGCAGATTGA
TTGTTTAAAG
GIGITAGGAA
AAATGACATT
CACAAACCCT

CCCTGTAATC
CTATGGAGCA
ACCCCATCGEG
AGCTCCATTT
ATGGECACCAG
CTGAGIGITG
CCAGAACCAA
GIGGTTCCTG
TGGTCTCGIG
CATGITTTAG
ATAGCGGTGG
TTCAGCCATT
CCTAAACACA
GAAGGGACCA
AGTTGATAAG
GCGATCCTGG
GTACAGCAGC
TCTTGACTAC
TGAGCTTATA
ATATACATCT
GITTCTTTTT
GGGITCAGTC
TCCCTCTGIC
TCCAGTGGEGT
GAGTCCCTCT
AGTATTAAGT
TGITCTTTCT
TAGGATGGTG

*1020
*1070
*1120
*1170
*1220
*1270
*1320
*1370
*1420
*1470
*1520
*1570
*1620
*1670
*1720
*1770
*1820
*1870
*1920
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*2020
*2070
*2120
*2170
*2220
*2270
*2320
*2370



AGTTGAAGCA
GAGATGGECAG
TTGGTGAAAT
TGCTTTCCTG
CCCTTGICAG
CTCCGITTTT
ATAGITTTCA
TGAAAGCTCGC
GACTGGCGAAG
ACAGCCCTTC
TAAACAAGGA
TTCCGGEGGAA
TAAAACTGGT
ATGAAAACTA
CTTTGCTCTT
TAGACAGCAA
ACATCATCAG
GAATGGECTAA
AACAATAAAC

TCACCCTCCC
GCAGATTGGEG
GGCCCTTTCC
TCTGTGTGCT
GCTGTGAGGT
GGGTACTGTG
ACTGGAAAAA
TCAAAGTCAC
CCCTEECCCG
CACAGTTGGEC
AGICAGCTCT
TTTCGATGIT
TAAAAATTCGA
CTCTTTTGGT
TTAATAATTA
TGTCACTAAT
TACAGTACTC
TATTTTGGIG
GAACATAACA

GCTATCTTCA
CTCTAAGICA
CTCTTTGCAG
GAACCTCGTC
GCTCGIGTAG
TTGIGITTTG
GAAAAAACTT
AGAACAACCG
GAACAGCCCC
ACTGCAGGTG
TTCACTTTTT
TTCCCGTGIT
GICTTTCCCT
TTTGITTGAA
TGTTCAGCCT
AAGTTTTAAG
TTAGITACAG
CAGIGTTTGA
TAAACTGAA

GIGACCGGTG
TTATTCTCTC
TTCAGICTAA
CCGTGTGAGT
ACCTGGAGCA
CTCTGICTAA
AAAAATGGGA
AGGGACAAAG
TGCAACTGTIG
CAGGCCAACC
ACAAGTTGEC
GTAGAGCTTC
GAAGTAAGTG
AGTAAGAAAG
ATGATGAAGT
TTGTCCAAAG
TAAACCAATT
TGTTCAAAAC

LPI N2 (NM 014646. 2)

ACGGCTCAGG
AGITACTCCA
GICTCGTATT
TGCTGICTCGC
TGCAGCGCTGC
AAACATCTGC
TGTCCTAAAA
GAGATTGGAT
GGGCCTCCAC
CTTTAAAGAA
AAAAACAGAC
CAGGGTTTAA
CTCTTTCCAG
GGAGGGGAAA
ATTTGATTAT
TTAATTGTAA
GITGCAAGAT
AAAATGTTAC

*2420
*2470
*2520
*2570
*2620
*2670
*2720
*2770
*2820
*2870
*2920
*2970
*3020
*3070
*3120
*3170
*3220
*3270
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