ACTTCCCGCC
TCACTACTCC
CCAACCATGG

Met G

CTTTTTCGAC
ePhePheAsp

CGGACCTGTG
hr @ uLeuCy

ACCTCTCAGG
Thr Ser d nG

CAAGCTCTCC
pLysLeuSer

GCGAGATCAC
erdull eTh

TGITTTGATG
CysPheAspA

ACTGCTGCCA
CTGCCTGCCT
GCTCGCAGGC
| ySer @ nAl

ATGGAGGCCA
Met d uAl aT

CCTGCTGECT

sLeulLeuAl a

GGCCACCTCC
| yPr oPr oPr

CTGITGTGTGG
LeuCysVal A

AGGTCTGAGC
rd ylLeuSer

ACAACCTGGC
spAsnLeuAl

ATA

TREX1 (NM 033629. 6)

GCGAGAGCCG
GCCTGCTACG
CCTGCCCCCG

aLeuPr oPro

CTGGCTTGCC
hrd yLeuPr

GTCCACAGAT
Val Hi sArgC

CACAGITCCT
oThr Val Pro

CTCCGGGGAA
| aProd yLy

ACAGCTGIGC
Thr Al aVal L

CAACCTCCTC

aAsnlLeulLeu

CCGGAGAGIG TGCAGCCGAG

GCTCAGCAGC
GGGCCCATGC
d yProMet G

CTTCTCCCAG
oPheSerd n

GTGCCCTGGA
ysAl aLeud

CCACCACCGC
Pr oPr oPr oA

GGCCTGCAGC
sAl aCysSer

TGGCAGCGCA
euAl aAl aHi

CTAGCCTTCC
LeuAl aPhelL

AGGTACGTAC
AGACCCTCAT
| nThr Leul |

CCCAAGGTCA
ProLysVal T

GAGCCCCece

uSer ProPro

GTGTGGTAGA
rgVval Val As

CCTGCAGCCA
Pr oAl aAl aS

TGGGCGTCAA
sd yArgd@n

TGCGGCGCCA
euAr gAr gd

144
48

194
65

244
82

294
98

344
115
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GCCACAGCCC
nProd nPro

CCCTGCTCCA

roLeuLeud

GGTGCCTTCT
d yAl aPheC

AAGCAGCCCC

aSer Ser Pro

TCTACACTCG
| eTyr Thr Ar

GGTGATGTCC
G yAspVval L

GCTCCGGTGG
uLeuArgTrp

TGTATGGGGT
et Tyrd yVa

ACAACCACTG
Thr Thr Thr A

TGGTCCCTCG
Tr pCysLeuV

AGCAGAGCTG
nAl ad ulLeu

GTGTGGATAG
ysVal AspSe

TCAGAACACG
Serd uHi sG

CCTGTATGGG
gLeuTyrdy

TGGCCCTGCT

euAl aLeulLe

GTGGATGCTC
Val AspAl aH

CACAGCCTCT
| Thr Al aSer

CACACCTGGEC
| aH sLeuAl

TGGCACACAA
al Al aHi sAs

GCTATGCTGG
Al aMet LeuG

CATCACTGCG
rileThrAl a

GCCCAAGGAA
| yProAr gLy

CAGTCCCCTC
d nSer ProP

CAGCATCTGT
uSer |1 eCys

ACGCCAGGCC
i SAl aAr gPr

GCTAGGACCA
Al aArgThr L

CACAACCAGG
aThr Thr Arg

TGGTGACCGC
nGd yAspAr g

GCCTCACCAG
| yLeuThr Se

CTGAAGGCCC
LeulLysAl aL

GAGCTATAGC
sSer Tyr Ser

CAGACTCGCA
r oAspSer Hi

CAGTGGAGAC
G nTr pArgP

TTTCGGCACC
oPhed yThr

AGCCAAGACC
ysPr oAr gPr

AACACTAGTC
AsnThr Ser P

TACGACTTCC
Tyr AspPheP

TGCTCTGGAT
r Al aLeuAsp

TGGAGCGAGC
eud uAr gAl

CTAGGCAGCA
Leud ySer |

CACGGCTGAG
sThrAl ad u

CACAGGCCCT
rod nAl aLe

ATCAGGCCCA

394
132

444
148

494
165

544
182

594
198

644
215

694

|| eAr gProM 232

ATCTGCTGIC
oSer Al aval

CCAGCCTTGG

roSer Leud

744
248

794
265



AGAGAGCAGG GGTACCAAGG ATCTTCCTCC AGTGAAGGAC CCTGGAGCCC 844
yd uSer Arg G yThrLysA spLeuProPr oVal LysAsp Prod yAl aL 282

TATCCAGGGA GGGGECTGCTG GCCCCACTGG GTCTGCTGEC CATCCTGACC 894
euSer Argd ud yLeulLeu Al aProLeuG | yLeuLeuAl allelLeuThr 298

TTGGCAGTAG CCACACTGTA TGGACTATCC CTGGCCACAC CTGGGGAGTA 944
LeuAl aval A | aThrLeuTy rd yLeuSer LeuAl aThrP rod yd uSt 315

GCCCAAGAAG GAAAATCTGA CGAATAAAGA CCCCCGCTGC CCCATA

TREX1 (NM 033629.6) - cDNA + Protein - 2026-10-17
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