ATA

OGFRL1 (NM 024576. 5)

AGIGCGEEEC GEECECECCT AGGCTGECCGC CCAGCECCCT
ATGCCCEEEC CCTAGAGCGC CTGCCGECAGC TTGCGECCCCG
GCCCCECECC CGCCECCECC TCTTCAATGG GCAACCTGCT

Met G | yAsnLeule

AGCTTCCGCG AGCCCACCAC CGTGGAGGAC TGCGACTCCA
Ser PheArgG | uProThr Th rVal G uAsp CysAspSer T

CGACTCGGAG CCCGAGCCCG AAGAACCAGG GCCGEECGEEC
rAspSerd u Prod uProG | u@ uProd yProGydy

GCCCGGGGCA GGAGTCCGAG CAGCCCGLGL AGCCCCCGEA
lyPro@ yd nd uSerd u d nProAl aG | nProProd

GGGCGECCCG GCBCCAGCCC CGCGCCGGAC GAGGACGCCG
d yArgProG | yAl aSer Pr oAl aProAsp d uAspAl aG

CGCCGAGCAG GGTGGTGATT CCACTGAAGC AACTGCCAAA
yAl ad ud n d yd yAspS erThr@ uAl aThr Al aLys

GTTTTTATGC TGCCAGGGAT TTGTACAAGT ACCGACACCA
er PheTyr Al aAl aArgAsp LeuTyrLysT yrArgHi s@

CGOCGOGGECC - 77
CAGCCCCGCA - 27
CGECEEEGTC 24

ud yd yVval

(o)

CCTGGCAGAC 74
hr Tr pd nTh 25

GGCAGCGAGG 124
A ySerd uG 42

GCAAGCCGGEC 174
ud nAlady 58

AGGCGGECGGEG 224
| uAl aAl ad 75

CCAAAGAGAA 274
ProLysArgS 92

GTACCCAAAC 324
nTyr ProAsn 108

>VEersS

cDNA + Protein
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TTCAAAGATA
PhelLysAspl

GAATAAAATT
sAsnLysl | e

GTAAATGGAA
er LysTrpLy

CAATCCCTTT
A nTr pLeuP

ACTAACTACA
uLeuThr Thr

GAAGATTCCT
r gAr gPhele

CTGACTGATA
LeuThr AspL

ATTTCAGCAT
gPhed nHi s

TTCTTAAAAG
| eLeuLysSe

TCCGATATCA
| eArgTyrd

CCATTCAAGC
Pr oPheLysP

AGGAGATTAT
sd yAspTyr

TCCCCCTGAG
hePr oLeuAr

TATGAAATTG
TyrG ull eG

CCTGGCTTAT
uLeuAl aTyr

AAACTGGAAA
ysThr d yAs

CTGAATGAGT
LeuAsnd uS

CCTTGGTGAG
rLeud yd u

AAATGACTTG
nAsnAsplLeu

CAGATGGTGT
r oAspd yVa

GAAAAACT GG
d uLysLeuG

AGAACAAGCC
gdudndy

AGGAATTCAA
| ud uPheLy

AAAATGATGC
LysMet Met L

TGTTGCTCGG
nVal Al aAr g

CCCAGCACAA
er d nHi sAs

CTTGGATATG

AGCAATCTTC
Ser AsnLeuA

TTACATTGAA
[ Tyrlledu

AGCACAACCA
| uHi sAsnHi

TTGAACTTCT
LeuAsnPheT

AAAAACAAAA
sLysThrLys

TAGAATTTTT
eud uPhePh

GCTGITAACT
Al avVal AsnT

CTATTTAAGA
nTyr LeuAr g

AAAGTTTTAA

Leud yTyr G | uSer PhelLy

GITTTTATAA
rgPheTyr Ly

GAAGTTCTAA
d uVval LeuS

CACTTACATT
sThrTyrlle

ATGCCAAAGA
yrAl aLysd

GAAGCAATTA
d uAl al | eA

TGGAATAAAA
ed yll eLys

GGCAGGAAAG
rpd nG uAr

ATCACTCGTA
Il eThr Argl

ATCTCCTCTT

sSer ProLeu

374
125

424
142

474
158

524
175

574
192

624
208

674
225

724
242

774
258



GTAAAATTTA
Val LysPhel

TAAGCAGAGT
eLysd nSer

AAAGGAGAAA
| UAr gAr gLy

AACTTTATCT
AsnPhel | eT

CCAGAAAATG
ad nLysMet

TGCACAAAAA
et H sLysLy

AATAGCAAAA
AsnSer LysT

AGAGACAGAC
ud uThr Asp

GAAATACAGA
rgAsnThrd

AAAACAGITA

TTCTTCATGA
| eLeuHi s@

GCTCTAGAGT
Al aLeu@ uT

GCTCCTCCGG
sLeulLeuArg

GGGGACCGCC
rpd yProPr

TCTTCCCCTC
Ser Ser Pr oL

AGCCAAGGAC
sAl aLysAsp

CAGCTGAAGA
hr Al ad uAs

AGGCCCAGCC
Ar gProSer P

GAAGGACAGT
uLysAspSer

CTACTCCCAC

ACGCTCTTGIG
uAl aLeuVal

ATTTTGITTA
yr PheVval Ty

TTCGCCCAGA
PheAl ad nL

TCGAAAAGAA
0ArgLysd u

TCGCCTCCAG

euAl aSer Se

TCCAAAAATT
Ser LysAsnS

CAAAAAAGTG
pLysLysVal

CAGAGCCCAG
rod uPr oSe

AATGCTGAGA
AsnAl ad uA

AGAAAAAAAG

GAGAATACTA
d uAsnThrl

TACAATTAGA
rThrileArg

AACACTACAC
ysHi sTyr Th

CAGTCGGAGG
d nSer d uG

TCATAACAGT
r H sAsnSer

CCTCCTCAGC
er Ser Ser Al

GCACCAAAAG
Al aProlLysG

CAATGAAGCT
r Asnd uAl a

ACATGAATTC
snMet AsnSe

GAGAGTGTAT

TTCCCAATAT 824

| eProAsnl| 275

GACAGAAGAG 874
AspAr gAr gG 292

GCCTTCAGAG 924
rProSerd u 308

GAAGCAAAGC 974
| ySerLysAl 325

CAAACTTCTA 1024
d nThr Ser M 342

TGITCATTTA 1074
aVal H sLeu 358

AGCCTGTGGA 1124
| uProval @ 375

GCCAAGCCAA 1174
Al aLysPr oA 392

TCAACCTGAG 1224
rd nProd u 408

CTCCTGAGAA 1274



LysThrval T

TAACGAAGAA
nAsnd u@ u

CAAATTGCCA
hr AsnCysHi

AGCCAGITTA
AACAGAGATG
TCATAAGCAT
ATATCTAATA
TAATGCTTTT
GAGAATATTT
AAATACATTC
TAATTTCATT
TTTATTTTAT
CTGGAGIGCA
CTCAAACGAT
TGTGCCACCA
CACCATGITG
CCTCGECCTC
CTGATTAATT
CAGAAACTAA
TAGATTCTGA
GCTTATCTAT
ACCCTTAAGC
TGGCCCTCCA

hr Thr ProTh

GGTGCGAAATG
d yd yAsnA

TGATGITGTA
sAspVal Val

GCCTAGAGAG
AGGTCAATTT

rd uLysLys

ATAACCAAGA
spAsnd nAs

CTAGTACAGT
LeuVal d nS

GAAAAAACTA
CAAATTTTAG

TTTGITGITI

AGGAGATTTA
AGGATGTGAA
TCAGAGTATC
TTTTGAGACA
GGATTGCTAC
TTTATTATTA
GIGGCATGAT
TCTCCTGCCT
CGCCTGCECTA
GICAGCCTGG
CCAAAGTGCT
TTTTTTTTAA
TTTGGATTCT
TAAGTGAAAT
CAGTICCTGCT
CACCATCTTT
TATTCAGGEGEG

GITTTTTTAT
AGATAAGACC
TTTTCAAATT
TAGAAATTAC
TTATAGICTA
ACTTTTACCT
TTTTTTGAGA
CTCGGCTCAC
CAGCCTCCTG
ATTTTTGTAT
TCTCAAACTC
GGGATTACAG
CTGTAAGAGT
TTGATTCTAG
GGATGICCTT
GICCTCACCT
CTCAGCTAGC
TCCAGCATCT

d uSerVval S

CAATGAAAAT
pAsnd uAsn

GAATTATCAG
top

CTGTATCATT
CCATCTGITT
TTTGGATGAC
CAATAAATGA
TTGTATATAA
CATGTAGTAT
CATGAAGGAA
GATTTATGEC
CCGAGICTCT
TGCAACCTCT
AGTAGCTGEG
TTTTAGTAGA
CTGACCTCAT
GCATGAGCCA
TTGATCTTTT
TATCTCAACG
GI'GGACGCTCT
CCTTGCCTCT
GIGIGIGITT
GIGGATTCAA

er Prod uAs

CCTGGAAATA
ProG yAsnT

AAAACCCAGA

TATCCTAAAG
GIGATTTCTG
AATGAATTGA
ATGTATTCTG
TAATTACTTT
TTGGTATACA
ATCAAGAGGA
TTTATTTTAC
GITGCCCAGG
GCCTCCTGA
ATTACAGECG
GACCGEGTTT
GATCCACCCG
CCATGICTGG
CAAATGIGTT
TGITTATTTT
GGCCTCCCCA
TTCCATGCTT
CTAGTGTAGT
CCAACCCCAG

425

1324
442

*18

*68
*118
*168
*218
*268
*318
*368
*418
*468
*518
*568
*618
*668
*718
*768
*818
*868
*9018
*968
*1018



ATTGAAAATA
GIGCAGTICCT
TATTGACATA
AGATGATTTA
GIAACTGCAG
CTATACACAT
ACTTCTAATT
TTTTCAGAAT
AGAATTTTCC
AATGTAAATG
ATCCCTCTTG
TCAGTGITCT
TTTTTTAAAA
TTGAGAACAA
AGGTTACATA
CTAATTATTA
ATATACAAAT
TTCATTTAGA
ATTCATTTTA
CTTCTGITGC
GAATCACACT
TTTACATGAA
AGTAGCACTT
TTTCTCATTT
CTGTGAGTAT
TACATGCAAG
TCCGTAGAGC
TTGICAAATT

TTTGITGGAA
TTTATTTGIC
GCATTTATAT
AAGTATTTTA
AGGGTCCTGG
TAGGATGATC
GTATGACTTC
TAAGICCTTA
TCTCTATGCEC
ACTGAAGAAT
CACTGTGAAC
ATGGATTACG
AGTATAGITT
ATTTAAAAGT
GCACTGGITA
TTACAAATCA
ATAGITAAAG
AAGGAATTAA
ATCCCCTAGG
CTCTATTGAT
TATAGTATGC
ACATGCCAGT
TTGTTGTACA
TTAGITCCCA
TAGGATTTGCG
AAAAACATGG
TCAGTAAATA
AGCCTGAATT

AAAATGGATG
ATTATTCTCT
TGTATGTATT
CATAAGCGAC
AACCAACCCC
TATATTGAAA
AAGATTTTCC
AAAACAAATT
TGITCCATAT
TAAAAAATAA
AAGACAGTAG
AAATTAGTAA
TGTACATCTC
CCATATATGC
AGAACAATTA
AAAAACACTG
CAATGAATAG
CITTTTTGIT
GAATTTGTAA
CCACATTTTC
CTCTAGAAAT
TGCTTAACTC
TTGTGITCCA
TAATATGCCA
CAATCTCCTT
ACACTCTTAC
GITCTACAGG
GTAGAACACA

GITACATCTC
AAACAATACA
AGGTATTGTA
TTGAGCATTC
CTACAGATAT
TCTACATGGA
TTTGITTAAA
TGATTGAAAA
AAATTTGATG
GAAATTCCTT
TCCCTTAAAC
TGTTGCTTAG
TAAGITATCA
AACTCTAGTA
ATTTTGITTC
TGATAAGAAC
ATGAAACATG
AGCCTTTTAA
TATGTCCTAC
TGCAGIGGAT

TACTAAATAT
GTATAACAAC
AGTAATTTAG
CTAGATTTTG
CAAGGGACCA
ACAGAGT GGG
TTAATAACTG
GITCAAGACA
GITGATTCTG
TTTAAAAGEC
CATGAATATG
CCCAAACGTG
AACTTCAAAA
AGCACTTAAT
TATATTATTA
TTCAAAGCAT
TCTACTTTAT
GAAAAGITCT
TTCATATCAT
TTCTTGAAAA

ATGATTTTAC
TAATTTTTTA
ATAAGTATAG
GITTTTCGCTT
TTGCATTTCA
GIGGTGCTTG
GITTAGAGGA
AATAATTTAA

TGCCTTTGAAG
TATGAATCTC
TATGGAACAC
TCCTAGIGIT
ATTTCTGITT
TAGCTGIGIC
TGAGAAGCGA
TTCAAAATAA

*1068
*1118
*1168
*1218
*1268
*1318
*1368
*1418
*1468
*1518
*1568
*1618
*1668
*1718
*1768
*1818
*1868
*1918
*1968
*2018
*2068
*2118
*2168
*2218
*2268
*2318
*2368
*2418



CTTACCAATT
ATAATAGTAA
GATACTAAAA
GAGCCCTTAT
TTCTTCCTAC
ATTTAGICTC
TTTCCCACTA
CTTACATTTA
TAAAAGGATA
TTTCTATTAA
GTATTTATGT

TTATATACAT
AAGATTGIGA
TCAATGAATG
GAGTAAAAAC
TTAGGGATTT
AAGAGAAACA
TGGTGITTTT
ATCCCTAAAT
TCATTCCTTT
TGCTTTGTAT
GIGICTTATA

TGITTTGTAA
GCTGTTATAA
TGAATCTTTA
ATACTAAATA
TAGATGITAT
TTCATATATC
GACATATAGT
CATGAAGAAT
ATTCAAAAGA
AAGCCTAGIT
TAGGITTTGG
AACTCAGGAG
AAATATAAAC
TATTTTGTCA
CTGAGTGAAA
CTGAGTTAGT
TGGTCAAAAA

TTTTAAAAAC
AAAATGCAGT
CAAATATATA
TTGECTATTG
ATCGCTTGAT
AAAGGAGATT
TATAAGATAT
ATTGTACCAT
ATAATGATAG
GICAACTCAA
GACTACTTTT
TTACTAGAGA
ATATGAAAAT
TATAAAATCA
GTATGATGIG
CTTTGAAAAA
TTGGGITAAC

GATAAAGTAT
CCAGATATTA
TAATTTGAAT
ATTTCATTTA
TGATTAGATT
CTTCCTGGCA
AAATGCATAT
AACTTAGATA
TGGAGATAAA
ATTAGITTTT
TATGAAACAG
TACGATATCC
GAAGCATGAC
ATCTTTATTG
ATAAAATACT
TAGTCTAGAA
ATGTGAAACT
ATTTCTGTAC
TATACATTTT
AGGTGAAAAT
AAATTATGIT
TTCCACGCTTC
AGTTCTAAGT
GCCATAATGC
CCTACCCTGC
GIGGAAAGAA
TCATAGTAGT
CAATGEEEEG

TCAGACAACT
TGATATTAAT
TACTTAGAAA
GCAACTTAAC
GITAACATTAA
TCCATCTTAA
TCATATATAA
ATCATTCAGT
CATTGAGIGT
TAAATAAGAT
TGCTCTGGEGT
TTGCAGAAAT
CAAATACCTA
TTGTACTGIG
AACTTGCATT
CATTTCTAAT
ATTTTTAAAT
AGTAGAGAAA
CATTCTCGAT
ATGITTACTT
GCATAGITTT
AATGAGAAAA
ATTTTTTTCC
CTGICATAGT
TTCTAGITTT
AAAACAGTAC
AAATGAACCT
AGAATATTTG

TTCTAAATCC
AAAGTTACCA
TTGTATATTA
TTTTAGAATA
ATTCGAGAAT
ATAGTGGCCT
TAGTATGITT
GGAGAACAAG
CTAGAATTTT
CTATAGATAT
TTGACTCCTA
TCATTGAGAA
AAAATATTAC
GAGTGCAAGG
TCATGGCAAA
ATTTTGIGCT
ACTGTAAAGT
GAGITTATAA
CTCATAAGAA
TCTCTAAATC
ATTTTGAATT
TAAAATCTAC
TAAGTAGTAA
CATTGITTCA
ATACTTTAAT
AGTATTACAT
CAACACTGAG
GITAATTGIT

*2468
*2518
*2568
*2618
*2668
*2718
*2768
*2818
*2868
*2918
*2968
*3018
*3068
*3118
*3168
*3218
*3268
*3318
*3368
*3418
*3468
*3518
*3568
*3618
*3668
*3718
*3768
*3818



TTAATATTAA
CATACTGAGT
GCTTTGITTT
TGTAACTACA
CTCTGITGTA
AAATTCCCCT
TATTTAGACA
TGGCCTGEGT

ATTTTCAAGT
AATCACGCAT
CTAATCTAAG
TCTACCAGTIC
GGAATGITTT
CTCTCATTTG
CACTAGAATC
CAATGTAGGA

CTITCTTTTTG
AATCTCTAGG
ATCCAACACA
ATCCCTTATT
GGAGGTATCC
TTTACATTTT
CATGAATATC
GAGAAGITGC
ACCATGATAT
GAAAGACTAA
AGCTACATAC
ATATTTATGT
TATGITAGAG
TCTGAAACTA
TTAAAAGCAC
TCATTTTTTT
GGAAATAACC
GAGAATACAA
AGITCAGAGA
TGGCGECCAGT

AGTTTTGTAC
GIGACAGTGA
CCCAGCAGAT
ATTGAAATGA
AGATGTGCCT
TATTACATTA
AGITCTTTTA
TGITTTGGGAC
TCAACAATGT
CTATACTGTC
TATAATTTTC
TTTGCTTCTT
AAATTATTAA
ATTTGAAAAA
TGTTCTTGCA
TCCTATTCTG
TCTTAATATG
TTAAATGTTT
GGGAGAAGGG
GCTGEECTCC

TTATAATAGA
TTTTTAAACT
ATACAAAGGA
TTTAATGTCT
TGAAGATTTC
GGGTATATGC
ATTAAATGTA
TCTAGAAAAT
TGITTATTAC
GTACTACCCT
TGTGTTCAGG
ATAATAATAT
TAACAAATGT
TAAAATCTCA
ATGAAATTTA
AATAGCATCA
GITACATTTG
TGITATATTT
ATTTTAAACG
CTTAGATGTA
AAGTTTAATT
CTTTTATGCT
TTTTTCCTAG
TTGTGAAGIT
TTTATTTTCC
TGTGITATGA
ACAAGAATCA
AGCCTTCTCC

GITATGGITG
ATAATTGAGG
TATTCTTGAT
GITTGEEGTG
TATTTTGITT
GITGAGTATA
GGTGAAGT TG
TAGGAGTGTA
AGGAACATAT
GCTCCTTCTG
GACAGAATGT
AGCTATAAAT
AAATGGTTTT
TCATTGGGAA
GGTGGICCTT
GITTATCAAG
ACAAAACGTG
ATTTATGCTT
TTCCTTAGIT
GGCGCGATGCA
CCAGTAGGCA
GTAGTCTCAT
ACTACAGAGA
TATTGITTCA
TGAACTAAAG
CCCAAACTGG
GIGIGGGCAT
ACTGGCATGA

AGTAGICATC
CTCTTCTAAA
CTTCCTTGAT
AGTGGCGATC
TCCACTTAGG
AGGTAGECTG
TAGAGAAAAA
CATTTCCTGG
TTGTGTGECT
CATTCTAGIT
GITTTTAGAA
ATGAATGICT
CATTCAGAAG
CTTTCTAAAC
TATCATTTTG
AAGTGTACTC
TTTAGAGTAA
TTTGTAGITT
ACTACAAATA
GAAATAGAAT
GITGGAGAAA
TAGAATCATT
GIGITCTTTG
GITATTTGAG
TTTTCATGTA
CTGGAAGTAG
CTCAGGAAAG
TGGGTCCTCA

*3868
*3918
*3968
*4018
*4068
*4118
*4168
*4218
*4268
*4318
*4368
*4418
*4468
*4518
*4568
*4618
*4668
*4718
*4768
*4818
*4868
*4918
*4968
*5018
*5068
*5118
*5168
*5218



GATTCTCCTC
GGGGAGGATA
TTCTCATAAA
ACTGTGAGCA
GGGAATCATT
AAAAAATTAG
CTTTATAAAA
AAATACCTTT
TACTTTTTAA
AGATATATAA
TAGICAAATG
AAGAAAAATA
ACTCACCACA
AGAATTATTG
GACATCCTTT
GGTGTGCAAA
CTACTCTGCG
CAGCTACCAA
TTACAAGTTA
TAGGTGGTTT
TATTAATTGT
TAGGICCTTT
TGTTTCCTAT
GGTAGATTAT
TTCAGGAAAA
ATAACCTCTG
CAACTGCAGT
CCATGTGTAT

TGGATAATCGA
GGCCATCATG
ATACCTGCTA
GITGGGECATT
GAAATATGAG
GGAAGITGIT
TGATTCAGAG
TTCTCTAAAA
ATTATACTTT
TAAGTTTTGG
AACTTTTCTT
AAATACAAAT
GAAATAAAGA
GAAGCAGGTG
AAGAATCACC
CAGATCCCAT
TTGAAGCCCT
GITTAATTCC
AGITGATGGT
GIGAGTGAAG
GIGGCATTAT
GACAAGCATT
GTAAGGTAAT
GICATTTTGG
TGCCTACGAT
ATTCTCCAGT
ATGAATTACA
GIGGTAGAAG

GCGTGITGEG
GACTCCATAC
CAATTTATTT
AGTAAATTGT
TTTTTTTCCC
CATTCACAGC
AAAAGGCAGT
ATATTTAAGC
GIGTAACAAT
TACTAAGAAA
TCCCAGTGCT
GAAATAAAAG
CATAACCCTT
ACGAATGATT
TCTGTATTTG
TAATACTCTG
CCAGTAGACT
TTTGCCTGIG
CTGCECTGCAG
TAACTTCCAC
AATTGTGAGA
TTCCTCCTGT
CTTTCTTTTT
AAACTATTGT
TGTTACAAAG
GGCCACTGEG
GAATCCTGTG
TTGTAACCAG

CACTGTGAGC
ACAATTTTGA
ATTTTGTAGT
AGITATATCT
TCACTCCTAT
TGTATATTAA
AGTGGTCACT
TTTAGGGITT
TTACGITAAC
CATTTACATT
AACAGATTTT
TCTAGAAACA
GATAAGITTG
AAGAAAACCT
TGCCAAGGAG
ATTTGAACCA
GATAGATGTA
TGTAGCAACA
ATAAGAGAAA
ACTGTCAAGA
AACAAATGAG
TTTTAAAAAG
TAGTATTATC
GICCCTTGTA
ATGIGIGITT
CCTTCTCTGT
CATGITCGTT
TTTCTGGATC

TCTGACTTCT
TGGGTATCAG
TGTTTAGAAA
TAACGATCTT
TTATTTAATT
TATAAAATCT
TACTGIGCTA
GICATAGITT
TAGAAAAATT
CTACACTCAT
GITTCATGIG
GCAACAGGAA
TGTAAGTGCC
TTATTGT GGG
ATCAGGTATT
TGAATTCCAC
ATCAAATGAT
GITGGTAGIT
GACTCAGTGA
GITGACAGCA
AGCAAAATGT
GCCTTTAAGT
TAAGAAGGAT
TTTTAAATAT
TACTTATAAC
GCTCTGTATT
AGTACCAATA
TGTATGGTAC

*5268
*5318
*5368
*5418
*5468
*5518
*5568
*5618
*5668
*5718
*5768
*5818
*5868
*5918
*5968
*6018
*6068
*6118
*6168
*6218
*6268
*6318
*6368
*6418
*6468
*6518
*6568
*6618



TATAAAATAC TTATTTTATA ATTCTGTAAC CGTATGGCAG TGITATGCCA * 6668
AAAATGTATA AAGAGCAATA GITTTTGITG CTTACTGCTG TATTTTAAAA *6718
TATTGITTCT AAAATAATAG AGITAGAGIT CCTTTTGAGI AATTATTTTT *6768
AAGAACTATT GCCAAATATA CATCCTGTAA AACTAATAAA AGCCACTCCA *6818
TCTTAGATAA CATTTTAGCA TTGIGCTAGA GTACATTATG GIGATTTTGC * 6868
ACGATTAAAA TATTTTTAAA GAACTAGAAA AAATGACTTG CTGITTTCCT *6918
GICATTAAGC ATGTATTTTT TATGATTAAC ACATAAGACT AACATTATTT *6968
TCTTTTATCC TCAAAAATAA ATATTGIGAA GGGTGAATCA TA

OG-FRL1 (NM 024576.5) - cDNA + Protein - 2026-10-14
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