GACTTTGGAC

TGTCTCAGIG

et Serd nTr

GTGGATCAAT
Val Aspd nP

GGCCCAATGG
uAl ad nTrp

CCATGGCAAC
hr Met Al aTh

TTAGGTCGTG
Leud yAr gV

AAGAATTAGG
sArgll eArg

TAGCTGIGGT

ATA

STAT4 (NM 003151. 4)

TTGAGCACTG CCTGGGACCT

GAATCAAGTC CAACAGITAG

pAsnd nVal d nd nLeuG

TCTATGATGA CAACTTTCCC
heTyr AspAs pAsnPhePro

ATTGAAAATC AAGACTGGGA
Il ed uAsnG | nAspTr pd

GATTCTTCTT CAAAACTTGT
rileLeuLeu d nAsnLeulL

TTTCCAAAGA GAAAAACCTA
al SerLys@ ulLysAsnLeu

AAGGTCCTTC AGGGAAAATT
LysVal LeuG | nG@ yLysPh

TATTTCAAAC TGTTTAAGGG

GIGCTGAGAG AGCGCTAGCA 1
M1

AAATCAAGTT
[ull eLysPh

ATGGAAATTC
Met d ul | eA

GGCAGCTTCT
uAl aAl aSer

TAATACAACT

eul | ed nLe

CTCTTGATAC

LeuLeul | eH

TCATGGAAAT
eHi sd yAsn

AAGAGAGGAG

TTTGGAGCAG
eLeud ud n

GGCATCTGTT
rgH sLeule

AACAATGAAA
AsnAsnd uT

GGATGAACAG
uAspd ud n

ACAATCTAAA
i sAsnLeulLy

CCAATGCATG
Pr olMet Hi sV

AATATTGGCT

51
17

101
34

151
51

201
67

251
84

301
101

351
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al Al aval Va

GCAGCCAACA
Al aAl aAsnM

TTCAGITTCA
r Ser Val Ser

AAAACAGTGT
ysAsnSer Va

CAAGACGAAT
d nAspd uP

TGACAAGAAT
r AspLysAsn

TGCTTAACAG
et LeuAsnSe

CAAATCATCC
AdnllelleH

GCTGCAAGAC
uLeud nAsp

TCCACAATGG
euH sAsnd

I1l eSer Asn CysLeuArgG | u@ uAr gAr

TGCCTGICCA
et Proval d

GAAAGACAGA
G uArgd nA

GCAGATGACA
| d nMet Thr

TTGACTACAG
heAspTyr Ar

AGTGCCATGG
Ser Al aMet V

CCTCGATTTC
r LeuAspPhe

ATGAGACAGA
i sd uThr As

TGGAAGCGEC
Tr pLysAr gA

GCTCGACCAG
yLeuAspd n

GGGGECCTCTA
nd yProlLeu

GGAATGTGGA
rgAsnval d

GAACAAGATA
d ud nAspT

GTATAAAACA
gTyr LysThr

TGAATCAGGA
al Asnd nd

AAGAGAAAGG
LysArgLysG

CCTGITAATG
pLeulLeuMet

GGCAGCAAAT
rgd nd nl |

CTTCAGAACT
Leud nAsnC

GAGAAATCCT
A uLysSerL

GCACAAAGTG
uH sLysVal

CCAAATACTT
hrLysTyr Le

ATTCAGACAA
Il ed nThrM

AGTTTTGACA
uVal LeuThr

AGGCTCTCAG
| uAl aLeuSe

AACACCATGC
AsnThr Met L

CGCCTGCATC
eAl aCyslle

CCTTTACACT
ysPheThr Le

gll eLeuAl a

TACAAAGTTC

eud nSer Se

GCTGCCATTA
Al aAl al |l eL

AGAAGATCTG
ud uAsplLeu

TGCGATCAGAG
et Aspd nSe

CTGCAGGAAA

117

401
134

451
151

501
167

551
184

601

Leud nd uM 201

TAAAATGACC
rLysMet Thr

TCATAGAAGA
eull e ud

GGGGGTCCAC
d yd yProlL

ATTGGCAGAA
uLeuAl a@ u

651
217

701
234

751
251

801
267



AGTCTTTTCC
Ser LeuPheG

CAAAATGACA
rLysMet Thr

TAGAAAGAGT
eud uArgVva

GTTGAGCGAC
Val d uArgG

TAAAACCCTA
uLysThr Leu

CAGAACTAAA
rod uLeuAs

TCAACTCTAA
Ser Thr LeuS

CATGICTATT
aMet Serlle

ATTTGCAACC
i sLeud nPr

AACTGAGAAG GCAATTGGAG AAACTAGAGG AGCAATCTAC

| nLeuAr gAr

TATGAAGGTG
Tyrd ud yA

CACCTTCTTG
| Thr PheLeu

AGCCATGTAT
| nProCyshe

ATTCAGITCA
Il ed nPheT

CTATCAGGTA
nTyrd nval

GCAACCGAAG
er AsnAr gAr

GAAGAATCTT
d ud uSerS

AAAGGAAATG
oLysd uMet

gd nLeud u

ATCCCATTCC
spProl | ePr

ATCTACAACC
Il eTyr AsnL

GCCAACCCAC
tProThrHi s

CTGTAAAACT
hr Val LysLe

AAGGTTAAGG
LysVal LysA

ATTTGTACTT
gPheVal Leu

CCAATGGGAG
er Asnd ySe

AAGTCCAGTG
LysSer Ser A

LysLeud uG

AATGCAAAGA
oMet G nArg

TTTTCAAGAA
euPhelLysAs

CCTCAGAGGC
Pr oG nAr gP

AACCCTACTA
UArgLeulLeu

CATCAATTGA
| aSer || eAs

TGTGGAACTA
Cysd yThr A

TCTCTCAGTA

r LeuSer Val

CTGGAGGTAA
| ad yd yLy

| ud nSer Th

ACTCACATGC
Thr Hi siet L

CTCATTTGIG
nSer PheVal

CGTTGGTACT

roLeuVal Le

ATAAAATTGC
Il eLysLeuP

CAAGAATGTT
pLysAsnVal

ATGTCAAAGC
snVal LysAl

GAATTTCGAC
d uPheAr gH

AGGAAATGAG
sd yAsn@ u

851
284

901
301

951
317

1001
334

1051
351

1101
367

1151
384

1201
401

1251
417



GCCTGTCACA
d yCysHi sM

GATCTGCCTC
nl | eCysLeu

TGGTGATGAT
al Val Met | |

ATTTGGTACA
[l eTrpTyrA

TAATCCTCCA
nAsnPr oPro

AGITTTCATC
| nPheSer Se

CTGGCAGAGA
LeuAl ad uL

CTGGGCCAAG
r Tr pAl aLys

GGACATGGECT
rpThr Tr pLe

CTTTGEATTG

TGGTGACTGA
et Val Thrd

TATGGCCTGA
Tyrd yLeuT

TTCCAATGTC
eSer AsnVal

ACGTGTCAAC
snVal Ser Th

CCTGCCACAT
Pr oAl aThr L

GTACGTTGGT
rTyrvValdy

AGCTTACAGT
ysLeuThr Va

TTCTGCAACG
PheCysLysG

TGAAGCAATA
ud uAl all e

ATGCGGTATGT

AGAACTTCAT

ud ulLeuH s

CCATAGATTT
hril eAspLe

AGTCAGITAC
Ser d nLeuP

CAACGATTCC
r AsnAspSer

TGAGICAACT

euSer d nLe

CGIGGTCTTA
Argd yLeuA

CCAATCTAGC
| d nSer Ser

AACATTTACC

| uH sLeuPr

TTGGATCTAA
LeuAspLeul

CATGGECTTT

TCCATAACGT
Serl | eThrP

GGAGACCAGC
ud uThr Ser

CTAATCCTTG
r oAsnAl aTr

CAGAACTTGG
d nAsnLeuV

ACTGGAGGTG
uLeud uVval

ACTCAGATCA
snSer Aspd

TACAGTGATG
Tyr Ser AspG

TGGTAAATCA
od yLysSer

TTAAGAAACA
| eLysLysHi

GITAGCAAAG

TTGAAACACA
hed@ uThr @

TCATTGCCTG
Ser LeuPr oV

GGCATCCATC
pAl aSerlle

TTTTCTTTAA
al PhePheAs

ATGAGCTGGC
Met Ser Tr pG

ACTCCATATG
nLeuH sMet

GTCACCTCAC
| yH sLeuTh

TTTACCTTTT
PheThr PheT

CATTCTTCCC

sl | eLeuPro

AGAAGGAACG

1301
434

1351
451

1401
467

1451
484

1501
501

1551
517

1601
534

1651
551

1701
567

1751



LeuTrpl |l eA

GCTGITGCTA

gLeulLeuLeu

AAAGCCATCT

| uSer Hi sLe

CGGGAAGTGA
d yd uval A

TGCTCTGCCA

r Al aLeuPro

AAAACATTCC
| uAsnl | ePr

GACAAAGCCT
AspLysAl aP

ACCAACAGAA
gProThrd u

TCTCAACAAT
| eSer Thrl |

CTTCCCATGT
LeuProMet S

spd yTyr Va

AAGGATAAAA
LysAspLysM

CGGAGGAATA
udydylle

GATTCCACTC
r gPheH sSe

TTCGCTGACA
PheAl aAspl

TGAAAACCCT
od uAsnPro

TCGGTAAACA
hed yLysHi

AGGGGTGACA
Argd yAspL

CCGAAGTGAT
eAr gSer Asp

CTCCAAGTGT

er ProSer Va

| Met G yPhe

TGCCTGGCAC
et Prod yTh

ACTTTCACCT
Thr PheThr T

TGTAGAACCC
rvVal d uPro

TCCTGCGAGA
| eLeuAr gAs

CTGAAGTACC
LeuLysTyrL

CTACACCTCT
sTyr Ser Ser

AAGGTTATGT
ysd yTyr Va

TCAACAGAGC
Ser Thrd uP

GTATCCGGTG
| Tyr Al aval

Val Ser LysG

CTTTTTATTA

r PheLeulLeu

GGGTGGACCA
r pvVal AspHi

TACAATAAAG
Tyr AsnLysG

CTACAAAGTT
pTyrLysVal

TATATCCTGA
euTyr Pr oAs

CAGCCTTGCG
A nProCysG

TCCTTCTGIT
| ProSer Val

CACATTCTCC

r oHi sSer Pr

TTGAGAGAAA
LeuAr gd uA

| uLysd uAr

AGATTCAGTG
Ar gPheSer G

TTCTGAAAGT
sSer d uSer

GCCGGITGTC
| yArgLeuSe

ATTATGECTG
I eMet Al aG

CATTCCCAAA
pl | eProLys

AAGTTTCAAG
| uval Ser Ar

TTTATCCCCA
Phel | ePr ol

ATCAGACCTT
oSer AsplLeu

ACCTGAGTICC

snLeuSer Pr

584

1801
601

1851
617

1901
634

1951
651

2001
667

2051
684

2101
701

2151
717

2201
734



CACAACAATT GAAACTGCAA TGAAGICTCC TTATTCTGCT GAATGACAGG *4
oThrThrile d uThr Al aM et LysSer Pr oTyr Ser Ala G uSt op

ATAAACTCTG ACGCACCAAG AAAGGAAGCA AATGAAAAAG TTTAAAGACT *54
GITCTTTGCC CAATAACCAC ATTTTATTTC TTCAGCTTTG TAAATACCAG *104
GITCTAGGAA ATGITTGACA TCTGAAGCTC TCTTCACACT CCCGTGGCAC *154
TCCTCAATTG GGAGTGITGI GACTGAAATG CTTGAAACCA AAGCTTCAGA *204
TAAACTTGCA AGATAAGACA ACTTTAAGAA ACCAGIGITA ATAACAATAT *254
TAACAGAAGA

STAT4 (NM 003151.4) - cDNA + Protein - 2026-08-03
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