AGTICGTCCCG

CTACCACGCTG

eTyrd nLeu

CGCTCAGCGA
| aLeuSer d

CTGACCCAGC
LeuThrd nL

CATCACGCGG
rileThrArg

AGCAACTTGT
| NG nLeuVa

ATCATCCTGA
Il ell eLeuA

CTTCCCTGAC

CGCCGGAGCC

CCCTCCTGGEG
ProSer Tr pV

GIGCGACT GG
uTr pAspTrp

TGCGGAAGAT
euAr gLysl |

GAGCTGCTGT
d uLeulLeuT

GGACCTCCTG
| AspLeulLeu

ACTGGAAACC
snTrpLysPr

TCTGTGAAGC

ATA

| RAK2 (NM 001570. 4)

GGCCCCGTAG CGTGCCATGG CCTGCTACAT
Met A | aCysTyrl |

TGCTGGACGA CCTGTGCCGC AACATGGACG
al LeuAspAs pLeuCysArg AsnMet AspA

ATGGAGTTCG CCTCCTACGT GATCACAGAC
Met G uPheA | aSerTyrVa |11 eThrAsp

CAAGTCCATG GAGCGGGTGC AGGGTGTGAG
eLysSer et d uArgVal G | nd yVal Se

GGTGGTGEEG CATGCGECAG GCCACCGTCC

14
5

64
22

114
38

164
55

214

rpTrpTrpd yMet Argd@ n Al aThrVal G 72

TGCCGCCTGG AGCTCTACCG GGCTGCCCAG
CysArglLeuG | uLeuTyr Ar gAl aAl ad n

GGCTCCTGAA ATCAGGTGTC CCATTCCAGC
oAl aProd u |1 eArgCysP roll eProAl

CAGAAAAGCC TTTGGCAGCT TCTGTAAGAA

264
88

314
105

364

2Vers
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aPhePr oAsp

AGGCTGAGGA
ysAl ad uAs

CCAGGCCCAG
ProQd yProG

GCCTCCTGAA
nProProG u

CGICTGATTC
er Ser AspSe

TTGAGCTTGG
LeuSer LeuA

GGCAACCGAT
nAl aThr Asp

CTGACGTCTA
| aAspVal Ty

CTCAGAGAGA
LeuArgd uT

GGCAGAGITG
nAl ad ulLeu

Ser Val LysP

TGAACAGGAA
pd ud nd u

GGTCCTCTCC
| ySer Ser Pr

GAAGATGCCC
d uAspAl aP

AAAGGACTTC
r LysAspPhe

CTGGAGACAG
| ad yAspSe

GACTTCAATC
AspPheAsnG

CAGAGGGCAC
rArgd yHi s

CAGCCTGITC
hr Al aCysSe

CAGATTTGIC
A nll eCysL

rod uLysPr

GAGGGGCAGC
d ud yd nP

AGCCAGAGCC
oAl aAr gAl a

CTCATTCCTT

roH sSerLe

AGCACCTCCA
Ser Thr Ser |

CCTTTTCTGG
r LeuPheTr p

AAAACCGCAA
I nAsnAr gLy

AGGCACGCGA
ArgH sG yL

AAGTCCAGGA
rSerPrody

TTAGATGCTG
euAr gCysCy

oLeuAl aAl a

CTGTGAGGAT
roval Arghve

CACCAGCCGG
Hi sd nPr oA

GAGAAGCGAC
UAr gSer Asp

TTCCTAAGCA
| eProLysd

AGTGAGGCAG
Ser d uAl aA

AATCAGCCAG

sl eSerd n

AGCCATTCGT
ysProPheVa

TCAATCGAAA
Serl | ed uA

CCACCCCAAT
sHi sProAsn

Ser Val Ar gL

GGCCACCTTT
t Al aThr Phe

CCTTTCTCCA
| aPheLeud

CTCCCCACTT
LeuProThr S

GGAAAAACTT
nd uLyslLeu

ACGTGGTCCA
spVal Val d

GGGACCTTTG
@ yThr PheA

CTTCAAGAAG
| PheLysLys

GATTCTTCCA
r gPhePhed

GICTTACCTG
Val LeuPr oV

122

414
138

464
155

514
172

564
188

614
205

664
222

714
238

764
255

814
272



TGCTGGECTT
al Leud yPh

ATGGCAAATG
Met Al aAsnG

CCcecrecce
pProLeuPro

CCGTCGAGTA
| aval A uTy

TCTAATGICT
Ser AsnVal L

GGCTCATCTG
t Al aHi sLeu

CTCACCTGCT
hr H sLeulLe

GTGGGGCAGC
Val d yd nL

GGCCGAGGTC
uAl ad uVal

CTGIGCTGCA
eCysAl aAl a

GTTCCCTACA
| ySer Leud

TGGCCCCAGC
Tr pProd nA

CCTGCATGGT
rLeuHi sdy

TGCTGGACCA
eulLeuAspd

TGTCCTGTCA
CysProVval A

CCGGACGTCA
UAr gThr Ser

TGACAAAGCG
euThr LysAr

CTCACGGGCA
LeuThrd yl

AGACAGITTC
Ar gd nPheH

GGACAGACTG
nAspArglLeu

GTGTCAGCAT
rgVval Serl |

CTGGAGATCA
Leud ul | el

AAATCTCACC
nAsnLeuThr

ACAAAAGGTC
snLysAr gSe

GCCGCGTATC
Al aAl aTyrL

AGTGGACATC
gVval Aspl |l e

TCCCTGCAAT
| ePr oAl ave

ACAGCTTCAT
i sSer Phel |

CAGGGTCAGG
d nd yd nG

CTGCTCAGGG
eCysSerdy

TCCACAGCAA
| eH sSer As

CCCAAACTTG
ProLysLeuA

AAAATACACC
rLysTyr Thr

TGCCAGAGGA
euPr od uAs

TTCAGCTGIG
PheSer CysG

GGATAACAAC
t AspAsnAsn

CTACCCCTAC
eTyr ProTyr

GTGGCTCGGA
| yd ySer As

CTCCTCTGIG
LeuLeuCysA

CGTCAAGAGC
nVal LysSer

CTCACCCAAT
| aH sProve

ATGATGAAGA
Met Met LysT

TTTCATCCGG
pPhel | eArg

GAATAGTGIT
lylleval Le

CGAAGCCCGG
Ar gSer Pr oV

864
288

914
305

964
322

1014
338

1064
355

1114
372

1164
388

1214
405

1264
422



TTTACCTGAA
al Tyr LeuLy

CTCTGCTCCA
LeuCysSer A

CCAGAAGTAC
sd nLysTyr

AGGCCCTGGEC
| uAl aLeuAl

CTGCAGGAGG
Leud nd uVv

TCGGGAGACG
yArgd uThr

CTTCCAACAC
er Ser AsnTh

GCCTCCTCCT
Al aSer Ser S

TCTCCCCACA
uLeuProThr

AGGCTGACTC

GGACTTACTC
sAsplLeulLeu

GGAAGACGGG
rgLysThrd

CTGGAGAAGG
Leud uLysG

CACGGCTGCC
aThr Al aAl a

TGTGTGGCTC
al Cysd ySe

TTGCTCCCTT
LeuLeuProT

CCCAGAGGAA
rProd u@ u

CCATGAGTGT
er Met Ser Va

GAGAATGGEEG
d uAsnd yG

CTCCTCTGAG

CTCAGTGATA
LeuSer Aspl

CGTGGAGAAC
yVal @ uAsn

GCGCAGGGAG
| yAl ad yAr

TGCCTGTGCC
CysLeuCysL

TGTGGCTGCT
r Val Al aAl a

GGAGTGGGCT
rpSerd ylLe

ACAGACGACG
Thr AspAspV

GGCACCCTGG
| Al aProTrp

AAGGAAGGECT
| ud yArgLe

GCCTGTGITG

TTCCAAGCAG

| ePr oSer Se

GITGATGGCAA
Val Met Al aL

GCTTCCGGAG
gLeuProd u

TGCGGAGECG
euAr gAr gAr

GTGGAAGAGC
Val d ud uA

TTCTGAGGGT
uSerd udy

TTGACAATTC
al AspAsnSe

GCAGGGGECTG
Al ad yAl aA

GCGGGTCATC
uArgval Il e

GCCTGGAGCC

CACCGCCTCG 1314

r Thr Al aSer 438

AGGAGATCTG 1364
ysd ull eCy 455

GACTGCGCCG 1414
AspCysAl aG 472

TAACACCAGC 1464
gAsnThr Ser 488

GGCTCCGAGG 1514
rgLeuArgd 505

ACAGCCTCTT 1564
Thrd ySer S 522

CACCCTTGAT 1614
r Ser LeuAsp 538

CCACCCCACT 1664
| aThr ProLe 555

GTGEGAAGEG 1714
Val @ yAr gG 572

TCCCCAGGAT 1764



| UAl aAspSe

GTTACAGAAA
Val Thrd uT

GATGGAGAAT
uMet G uAsn

TCTTTGGCCC
euPhed yPr

GGAAAGATGA
CTGCCAGGAA
CTTCATTTCA
ACACAAAAAT
AGGGGATCAG
TGGCTGATTT
GATTCCATTA
ATGCCATAGC
GCCTGCAAGC
TGTAGAGATG
CCAAAGTGCT
TTTCAACTTG
GITCTACAAA
CCTGTATTGG
ACCTTTATCT
ATTCTGAGAA
CACTTTGICA

r Ser Ser G u

CTTCGTGGCA
hr Ser Tr pd

ATTCTGCTCT

Il eLeuLeuT

CTGATGACCG
oSt op

GCATCAGATC
ACACACAACA
CTGGAATGAG
CCATGAAGTC
AGGAGACTGA
TGTGGITCCG
CCTCAGCAGC
ATTTTCCAGA
TTGCATGCTC
GGGTCTCECT
GGAATTACAG
TGICTCAGIG
TGCCAGACAC
AAATCTTGCA
TCCCATCCCA
TATGTGITTG
CCCAGECTGG

Al aCysVal G

AATTGAGATC

nlledulle

ACAAAGAGGA
yrLysd ud

GAACACAGCT

AAGAAAAAGG
AAACATCTGC
TTGGGAGAGA
TCTTCCTTTC
AGCAGAAACC
GCGAGTATGT
TCTTGITCCC
GCTAAGATCT
TGAAAGATTT
TTGTTGGECGC
TTGGGAGCCA
CAGITCTTGA
CTAGCGAAGA
ATTCACATAA
CTAATGITAG

| yLeud uPr

AATGAGGCCA
Asnd uAl aL

AAAAGTGGAC
uLysVal Asp

GAGGACCCTT

TCTGAGGCAG
TGTCCTGGEGT
AAGGCCCTCA
TGGEECTTTGT
CTGCACACGG
GATGATAATC
CCGCCACTGG
CTGGGTTGTA
TTTTTAGITT
AATCCTCCCA
CTGTGCCTGG
CTCACCTCTC
GCTCTGCAGG
TTATTCAGIC
TGITTTTTAA

TCTGITTGIT
AGTGCAGTGG

TGITTTTTGA
CACGATCTCA

oPr od nAsp

AAAGGAAACT
ysArgLysLe

AGCATTGAGC
Serl | ed uL

GICCTCAGTT

AATCCAAGAT
GGGAGGGAAA
GCTTTTAGAG
TAGTCAGAGC
GCCCAGGATG
ACCCCCAGCA
CAGITCTGCA
TTTGCTGACA
TTAATTTTTT
CCTCAGACTC
CCTGGAAGAC
TGGGECCTCAG
CTTTCCACTG
ACTGCCTGGT
TGGAGCTTTT
GACAGAGTCT
GCTCACTGCA

588

1814
605

1864
622

*36

*86
*136
*186
*236
*286
*336
*386
*436
*486
*536
*586
*636
*686
*736
*786
*836
* 886



AGCTCTGCCT
GATGGGACTG
AGTAGAGACA
CCTCGTGATC
GAGCCACCGC
TGAAGAATCA
CAATCATTTA
TCCTTGITCT
TATAGAAGCA
TATTAAATGT
TATCTGAAAA
AATTCACTGG
TTATATAATA

CTCAGGITCA
TAGGCACCTG
GGGITTCACC
TGCCCCCCTT
ACCCGGCCGA
GGAGAATGCA
ATTTTTGCGA
TCATCCCTGG
CTTGGAAAAT
GITATTTCTGC
GICATGITGC
GAGAAATATC
AAAATATATT

AGTGATTCTC
CCACTATGCC
ATATTGGCCA
GGCCTATCAA
GAATATGIGT
TTTCATGICT
CCTCAGITTC
GCTGTTGGEA
GCACTTGICC
CATGTACCTA
AAATCTTTCT
CTATTTAAAG
TGTAAAGTCG

CTGCCTCAGC
TGECTAATTT
GCCTGGICTC
AGTGTTGCGA
TGTTATTTAT
GATTCTCCTG
TTTGTAAGTA
GGAACAGATG
TGITTTGTAA
ATGATTATTC
GIGAAACAGA
TAATCTATAG
A

CTCCTGAGTA
TTGIGITTTT
GAACTACTGA
TTACAGCCTT
GACTGGATTA
CTAATTAAGT
AAATAACACC
AGACAGTGCEC
AATAAAAAGCG
AGTGCGTATA
TGCTATTTTA
TAATTTCTTT

*936

*086

*1036
*1086
*1136
*1186
*1236
*1286
*1336
*1386
*1436
*1486

| RAK2 (NM 001570. 4) -

o

cDNA + Protein
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