ACTCCATGIG
CACGGTTCCC
CCACCACTCT
ATTGGAAGTG
TGGCCCTCCT
TTAGGCCTCA
TTICCGCCAG
GACCICTGTG
GAGCCAGACA
CAACAGAATG
TGITTTTACG
GCTTTCAGTC
CTGCGACCTT
CATTTGACAT
AGCGT CGCCT
CTTTGTGAAA
TCCTGGTTTT
ATTTTGCCCA
CATTAGGAAT
GGAGAGACTT
ATGGECECGTGC
GI'GCAAGCCG

ATGITTGCTT
ATAAGGECGG
GGGEGTCTCAG
AATGGCCCCA
GAAATGGTAC
GACATCCCAA
GGITTTTGGEG
TGGGTACTAT
TGATCAAGCA
GCGTCEEGTT
TGACAAAAGA
CTGAAAAGCT
CTCCTGEECTC
CCAGACGTGEC
TTGGCACCCC
CACTGCAAGC
ACTCTTATCA
ATAAGAACCG
GIGATTGCCT
CCTCCAAATG
AAGACTTTGA
AACCCTTCCC

GGTTGCCTGT
CGAGATCAGC
AGGAATGATG
TGGTGACGGT
TCCACATCAG
GCCTTCTCCT
AAAGCCAAAT
CTTGGTCGTC
GGTGITGGTT
TGGAGITCAA
TGGCGAAGAGG
GAACGAGATG
ATTTAAAACG
TACTGCAATT
GGTGGACTCC
GITTCTTCGA
TTTCCATCCA
AGACGAACTG
TGCGGGACCA
GICCTGGATG
CATCGTCAGA
GGCAACACCA

TCCCTTTTCT
CTCCTGICTC
GAAGCCTTGG
GGCCCTGICA
CATTCTCAAG
TTCATTGGAA
GGAGCTCAGA
GGATGITTAT
GAGAACTTCA
GICGGTAGCC
TCAGAGGTCGC
GITCCCCTCA
CTATGCGGAA
ACACCACAGA
TGGCAGGCCC
ATTCTGCATC
TAATGGTCCC
AATGECTTTT
GCAAGCTGCC
CCCGACATTC
GACGTTTTCT
GCCCAGCCCT

ACCTGCAGAG
ATCTGGAAGA
GGTTTCTAAA
GIGECTCTCT
ACTGGAGAAG
ACTTGACATT
AAGCTGTATG
TGITATTTCT
GIAACTTTAC
GACAGCGTITC
CCTGATGICT
TCAGCCAACC
TCTGGEGGACG
TGTGGITGCC
CTGAGGATCC
CCCAGACCTA
ACTGECCCGG
TTAACAAACT
GAAGAGAGEC
TGCAAGTCCC
CCTCTACTGG
ATGGECCAGCEC

ATA

-78
-28
23

73

123
173
223
273
323
373
423
473
523
573
623
673
723
773
823
873
923
973
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CTTTGACTGT
GCCTATGAAA
CACCAACCCT
AGGAGAAACA
TATCTGGACA
CAGATTCACA
TCCCCGCAGG
CCTGAGCACT
TGAGGECCCGG
GCCCACCGAG
ACACTCGCTCC
CCACGTACCG
GIGICTATAT
GGGAGGCGCAC
TTTTGGAAAA
ATAAGAGGTT
GCACTTGGTT

GGATGAGATT
TCATCACCAA
GACTGCCAAG
CATGGECCCCT
TGGTGATTCC
CGGGAGCCAG
CCCTGTICCTA
GGCCAAGCCC
CAGCAGCACC
CTGCCTCEEG
ACGTGCTGCA
CTGCAGCTAG
CAAGATCGTA
CCCCAAATTC
ATGICACTGA
CTTTACATAA
TTGACATTCC

GI'GGGECCAGG
CACACTTTCT
AGAACCTTCT
GAGITCTGCA
AGAGACCCTG
CTCAGGACTG
GAGATGCCCG
GGAGACCTTC
GGCCCTTCAC
GIGCGTCTAG
CAAGTTCCGCG
AATCCAAATC
TCCCCCTGAC
AAAGAAAACC
AGTGATTGAA
CATTTCCTAA
CAA

CCTTCATCTT
TTTGCCACCT
GAGAGAGGTA
GCCTCGAGGA
AGGATGTACC
CGAGGTCCTG
TGGGTGCCCT
AACCCTGAAA
GIrACCTGCCC
GCCTGCTTGA
TTCCAAGCCT
TGCCCTAGGT
ACAGAAGCCT
CTAAGIGIGG

CCTCATCGCT
ACCTACTGEC
GACGITTTTA
AGGCCTGCCC
CGCCAGCTTT
GGGCAGCGCA
GCACCATGAC
GGITCACGEC
TTCGEEECCG
GGTCAAGI TG
GCCCTGAGAC
CCAAAAAATG
GCCGEGETEEG
ATGITCAGAA

1023
1073
1123
1173
1223
1273
1323
1373 P448L

1423 &A73W

1473
1523
1573
*21
*71

AGAGTGCCTG GCATGCAAGG *121

ATGCTTAATA
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