ACCACGTCCC
TGGGAAGGGA
CCCCTCAGAG
CACTGGCACC
CTGCGAGGAT
GGTGCATGAA
ACTGAAACCA
ATCCACCATC
TCAGGGAGGEC
GAGCGCCATTC
GGTCCTAGAG
GGAAGGAGGEG
GAGACAGAGG
CCAACTCCTG
GCGAGACCAC
CCGCACGGAG
GGECTTCTAC
TGGACCACTA
CCCTGCATGT
GATCCCTCGG
TTGCGEGAAGT

TGGICCCAGC
CTCAGACAGT
CGreaceece
CCGGAACCTC
CCGEECTGCC
GICCAAGITC
GCGCCAGCCC
AAGCCCEEEC
AGCCTCTGAG
ACCACGAAGA
GAATCCGCEEG
CTACATCCCA
AGITGGITTTT
GCTCCCGGECA
TAAACGAAGC
ATACCGTGAA
ATATCCCCCC
CAAGAAGEEG
CTTCCAAGCC
GAATCCCTCA
CTGGATGECC

TCGGGAGCAC
GCAGGACGAG
GCCTCTAGTIT
AGGGECECTGCC
CGCGAGACGA
CTCCAGGTCG
ACACTGTCCT
CTAATAGCCA
GACATCATCG
CCTCAGCTTC
AGTGGTGGAA
AGCAACTATG
CAAGGGCATC
ACATGCTGGEG
TACTCTTTGT
ACATTACAAG
GAAGCACCTT
AACGACGEEC
CCAGAAGCCT
AGCTGGAGAA
ACCTACAACA

HCK (NM 002110. 5)

ATCAGAGECT
AAACGCCCGEC
CTAGAAAGTC
GAGCTGCGEEGEG
GGAGCGEECG
GAGGCAATAC
GIGTACGTGC
CAACAGCAAC
TGGITGCCCT
CAGAAGEEEG
GCCTCGATCC
TCGCCCECGT
AGCCGGAAGG
CTCCTTCATG
CCGTGCGAGA
ATCCGGACCC
CAGCACTCTG
TCTGCCAGAA
TGGCGAGAAAG
GAAACTTGCGA
AGCACACCAA

AAGACGATGA AGCCAGGGAG CATGTCGGTG GAGCGCCTTCC

TAGAGCCGAG
GGCACCAAAG
AGTTTCCCGG
GGCGCTCAAG
CCCAGCATGG
ATTCTCAAAA
CGGATCCCAC
ACACCAGGAA
GTATGATTAC
ACCAGATGGT
CTGGECCACCC
TGACTCTCTG
ACGCAGAGCG
ATCCGCGGATA
CTACGACCCT
TGGACAACGG
CAGGAGCTGG
ACTGTCGGTG
ATGCCTGGGA
GCTGGGECAGT
GGTGGCAGTG
TGGCAGAGEC

ATA

-134
-84
-34
17
67
117
167
217
267
317
367
417
467
517
567
617
667
717
767
817
867
917
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CAACGTGATG
TGGICACCAA
AGCTTCCTGG
AAAACTCATT
AGCAGAGGAA
TCTGCATCCC
TGAGGACAAC
GGACAGCTCC
GICTGGICCT
CCCTTACCCA
GATACCGGAT
ATGATGCCCT
CATCCAGAGT
AACAGCAGCC
TGGTGCECTCC
TCCTACTCCC
CCAGTGCGTA
AATCTGACAT
TGGITGGATT
GIGAAATGAA
A

AAAACTCTCC
GGAGCCCATC
ACTTTCTGAA
GACTTCTCAG
CTACATCCAC
TGGTGIGTAA
GAGTACACGG
TGAAGCCATC
TTGGTATCCT
CGGATGICAA
GCCTCGCCCA
GCTGGAAAAA
GICGCTGGATG
ATGATAGCGA
AAGGTGECTC
AGACACCCAC
GGITGGACTG
TCTCAGGAAG
TTAGTTACAG
TATTTAAATA

AGCATGACAA
TACATCATCA
AAGTGATGAG
CCCAGATTGC
CGAGACCTCC
GATTGCTGAC
CTCGGGAAGG
AACTTTGECT
GCTGATGGAG
ACCCTGAAGT
GAGAACTGECC
CCGTCCCGAG
ACTTCTACAC
GGACCAGGEC
CAGCACCATC
CCTCGCTTCA
GAAAATCTCT
CCCCCAAGTT
CTGIGATTTG
AAAGATATAA

GCTGGTCAAA
CGGAGTTCAT
GGCAGCAAGC
AGAAGGCATG
GAGCTGCCAA
TTTGECCTGG
GCGCCAAGTTC
CCTTCACCAT
ATCGTCACCT
GATCCGAGCT
CAGAGGAGCT
GAGCGGECCEA
GGCCACAGAG
AGGGECCAGGEG
CGCCAGEECC
GCCACAGITT
TTTTGACTCT
GATATTTCTA
GAAGGGAAAC
ATGCCAAAGT

CTTCATGCGG
GGCCAAAGEA
AGCCATTGCC
GCCTTCATCG
CATCTTGGTC
CCCGGGTCAT
CCCATCAAGT
CAAGICAGAC
ACGGCCGGAT
CTGGAGCGTG
CTACAACATC
CCTTCGAATA
AGCCAGTACC
GGTGCCCAGG
CACACCCCCT
CCTCATCTGT
TGCAATCCAC
TTTCCTGGAA
TTTCAAAATA
CTTTACCAAA

967

1017
1067
1117
1167
1217
1267
1317
1367
1417
1467
1517
1567
*36

*86

*136
*186
*236
*286
*336

HCK (NM 002110. 5)

ATA

- cDNA -

>Vers

2025-07-19


https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=54&Id_mutation=3094&page=sequence&seq=cDNA&ancre=3094&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=54&Id_mutation=3094&page=sequence&seq=cDNA&ancre=3094&prot=0
https://infevers.umai-montpellier.fr
http://www.tcpdf.org

