ACTTCTCCTT
CTTCCGAGSG
CCCCGGAGCG
GCCCGTGAGC
AATGCAGCCT
CCCCCTATTT
TGGGTATTGT
TAATCCCGIT
CCCAGTGACC
CCACCAGCTG
TACCCTACCC
GITCACAATG
GATCCTGGAA
ACACCATGTC
ATCCTGGATG
GGACCCTGCA
AGCCCGATGC
TCTCTGGAGG
ATCAAAGAAG
TCACTGACCC
AGCACCATCT
CACCTGTCCC

TCGCCGECEC
GAGAGGACGG
GGGACCACGG
CACTCGCECCT
TGAGCCTGEC
TACTGCAGCT
CCCTTCATCA
GICAGCTCTC
TGATCTTTCGA
GAAGACCCCT
TGATTTACTG
GCATCATAAC
GCCAGITTTT
AACCGCGGAA
AGAAGCAGAT
CCAGCTGICA
CCTGAACAGG
AGAAGGCCTC
AGAATCCCGA
CAGCATCCCC
ATCTGTGCGA
AAGTACATCA

CGAGITCCTG
GCTGCECEEEG
AGACAGACCC
CAGGTCCCTC
TTAGGCCACC
CAGGGGGTAG
AGAAAGCCCC
TGAAAAGACA
GITCGCAAGC
CTGIGITCCC
CATCTGTACT
AGACGGGACC
TCCTGACAGA
GICTTACTCA
CTTCAGTACC
CTCTGCCCAA
GCGGGTGACA
CAGAGAGGAA
AGACCAAGGG
ATTAGGAAGA
GITCCTCCTG
AGIGGACCCA

ELF4 (NM 001421. 4)

GCECCECTCG
CTGGEGGACCC
CGECCCEECG
CTGTGGITGG
ACCTACTCCA
GCTCTAGECT
ACAGCTCTGG
GCATGGCTAT
AACGGEGATGG
AGCTGIGATC
CGGGACTGEA
TTGTGCATGA
TGACAATGAG
ATATGGAGTC
TCCGAAATCC
CTACCTGITT
CTAGTGACCA
AGTGCCAAGA
CAACCGAAGT
AATCAAAGCGA
GCTCTTCTGC
GCGAGAGAAA

CCCEECCCGEG
GCGICTCGEEC
ACCGAGCTGG
TCCAGCCCAG
GCTCTCTCCA
CCAAAGTACC
AGGGECTCTCGA
TACCCTACAG
ATGATGATAT
GTGGAGCAGG
GITGGACGAC
CGCAGGATCA
GCCACCTCGC
TCCCAGCGAT
TTCCAGACTC
CCTGCCTCTG
GGAGGGECAT
AGACTGGGAA
ACCTCACCTG
TGGCAAAGEC
AAGACAGAAA
GCGCATCTTCA

ATA

- 333
-283
-233
-183
-133
-83
-33
18
68
118
168
218
268
318
368
418
468
518
568
618
668
718

p. (G148Vfs*113)

2Vers

- CDNA -

p. (QBIX)

2025-12-18

p. (H1561 f s*105)

p. (R185X)

p. (W12C)

p. W231R p. (R234X)
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AACTGGTGCGA
AAGCCTGACA
CCAAAGAGEC
TTAAGGAGAT
AGCGAAGCCA
TGCCAGTACC
CCCAGGGCAA
GGTCTCCAGC
GATCCCCACT
AGCTCACCAA
GGAGTGECCC
ACTGACCACG
CTCAGCTCGT
TTCACTTTCC
GGTGGCAGCC
TGGECTGEEEC
GCTGGACCAG
CTTCATCAGG
CACTGAGGTC
GAGGGEECTGC
GCCTCATCTT
ATCCGAGCCT
GITGECECTGA
CCTGCTGATG
GATCCCCCAC
AAGATGGAGC
CACCAGGCAA
ACCTGCCCCT

CTCCAAAGCT
TGAACTATGA
ATACTGGCCA
GCCCAAGGAC
CAGCAGCCCC
ACCCGGCGAA
GGGCAGCTCT
CATCTGCGAG
ACCTCCACCA
AGCTGIGAGT
CCGTGEEGTC
GIGCTGACCA
TCTCCAGAGT
AGGCCTCTTT
CCAGGEECCTC
CAACCGTCCG
CAGGGCCCAG
ACTTCTGGCA
CTCCTCCTAT
TGGITCCTGA
CAGCCACTTC
TCTGGGCAAC
CCCCAGTGEC
GCTGAGCCTA
CCCAGCCCCT
CCCATGACAT
AATTGAGCAG
GCATTTCAGT

GTGTCCAAGC
GACAATGEEG
AAGT GGAAGG
CTGGTGGTCA
ACCTCAGECC
CCAGCTCCAG
TCTTGGCGAGA
TCTGGAATTG
TGCTCGICTC
GCATCTTCAG
GGECTCEECC
ATGEECCTCC
GITCCAGCGG
CCCCCTGAAC
CACTGATTCT
ACCAACCCGCG
CTCTCAGCCC
CTACAGCAGC
GITCAGGGTA
AGAGACCCTG
CAACCCAGGT
CAGACTTTGT
TGAACTTGAG
GIGTGACCAC
TTCTCCCCAT
ATAAGCAAAG
CATTTTCATA
GGGATGICAA

TGTGGCGGAA
CGGGECACTAA
GCAGAGCCTG
TTGAAGATGA
TCCACGGECCT
GGTCTCATCC
AGCCAAAAAT
GGACCGICGC
TCCAGCAGAG
TGCCCAGCAA
CTGACCCTGC
TGCCAGTACT
CCTCTACTTT
GCCAGITTCC
CAGTGECCTC
CGCCACCCAC
CCTGGGACTG
CCCTAGSGTC
TGGTGACGEG
AGGGAGCTCC
GGITTCCAGG
CTCCTCCCAG
CTCTCCTCAG
ATCTGGGAGC
TCAACCCTAC
GGGTCAGGEC
GGGACCGACT
TACACTTGAC

GCAGAAAAAC
GATACTACTA
GI'GTACCAGT
GGATGAGAGC
CTGIGECCTC
AGATCTGCCC
TCAGCATGIC
TAGACGAGGA
GGCCAGGTCA
CATCCACCTA
AGACGATCCC
ACTGCTCCCA
CAAGGACACC
AAGACAGCCA
CCCCAACTTC
GGTCACAGEG
TCATTCGCTCC
AAGGAGGEEEC
GGCCCCCATG
TGAGAGATCA
GGITCCCACA
CCGCCCCACT
GCTCAGCGTC
CTTCTGACAA
TTCCCTCATT
AAGTGTGACC
TCAGTAGCAC
CCCAAGTCCC

768 D.(S248F)

p. W51S

818
868
918
968
1018 Dp.A339fs
1068
1118
1168
1218
1268
1318
1368
1418
1468
1518
1568
1618
1668
1718
1768
1818
1868
1918
1968
*26
*76
*126
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CCGECCCTEC
CCTGGCATCA
AGCATAACGG
GAAGTTTGTG
ACCTGGCTCT
CTATATGTGA
CTTAGITTCT
AGGGIGIGIG
TTTAAGGGAA
GCTCTGAGAC
TAGAGCTGGA
GGGGAAGATG
GAAGGGAGEG
CAAGGTACTC
AGTCAGGECTG
GACGGECGATG
ACGCTGAATTC
ACCGEECCCCC
CCGATCCTGG
GCATCACTGC
CCTGCTCAAG
TGCAACTCAC
GACCTCCTTG
CCTGACTCCT
GCACCTCTCT
GAAGGGTCAA
GATCTCCTCC
GITTGAGGEEC

CTGGTGICAC
GACTATGECC
GCTGACTTGG
GCCAGEGTTT
ATCTCACTGG
ATATCCCTGT
TTGGGCGAGGA
TATGICTCCG
AGCATTCTCT
TATGGGGTAC
ACGAGTGCAG
CCCTCCTCAG
AAGGGAAGTC
TTCCTGGAGT
GAATCTTGGEG
AAGTGCCCTC
ATTGAGTATT
CGCCAGACAA
GCTCCCTCTT
GCCTAGICCG
CATGGGCACC
CTCGAAGGECG
GGTGTACCAA
TCACCAAGAA
CTCTTCGIGG
CCTATTCTCT
CCTCTCCCTT
AAGGCTAAGA

TGTGGCCAAA
TTCAAGAGCA
TGATGGAGGG
GIGCAGCAGC
CTGCATTCCC
ATGTACTTGT
CAGGGECTGTA
TGGATCAGCC
AATTCCCTTT
AAGTTTGATC
AGTAGGAACG
GGACACAAAG
AGCTCTGGCGA
TTGCCGTGIT
CCACCCCAAA
CAGCCTCAGA
TGTGCCTAGG
TAGCCTTTGC
GATTACTTTT
GCAGCGACCT
TACCACATGG
GACCAGCCTG
TGCCCCTCAT
GACGGGAGTC
CTCCCTCCTT
CTCAAAGCCA
CTTTAAACGA
AATGTCAGCC

CAGTGCCCAG
CTAGGGCATA
AAAAAGCCTT
TTTGTGAGAA
TACACAGGGA
GIGTACTTGT
GCTGTGAGGT
ACAGCGATAG
GITCATGCCG
CTCCGAATCT
CTTTGATGCG
GCCGAGT GGG
GCAGCCCTCA
AGCAACCACA
GIGCTTTGCT
GCTAGCCACA
GCTTGCCCTG
TGACACCCCA
TGACATTTTC
AGATGCEEGTC
TTTCTGCTGC
CCTCTGIGAT
CTCCCACTTT
GGCAGCCAGG
CCCCCTTCCC
ACCCCTAGEC
GCTTGCCTCC
ACGGAAACAA

CTTAAGCATC
TGCTTTTGEC
GAGCCAGGCA
GAGCCCTTCT
ATTTACTACC
TGGTCTGTAT
CTTGTCTCCA
GGATTTTGIT
AGATTCAGIT
GGAGATGITG
CATGCACATT
GTAAAACCAC
CTGGCTGGAC
GICACCTTGC
GAAGGATTTA
AAGCCCCCAG
TTTGIGTGAT
GCCTACTTCC
CAGCTGICAG
CACCCCCATT
TCAGCCTGCC
GACTGCAGCA
CACACCTAAC
AGITCCCGTG
TCTTTCCGAG
CAATTGCCTG
CTCCTGCCAA
CTCTATTATC

*176
*226
*276
*326
*376
*426
*476
*526
*576
*626
*676
*726
*776
*826
*876
*926
*976
*1026
*1076
*1126
*1176
*1226
*1276
*1326
*1376
*1426
*1476
*1526



TGGTGACTTT
TTGGTACAGA
CCCTCTTCTC
CTTCTCCCTG
ACTATGCGTG
TCAGITTATT
AGGGTCACCA
GIAGCCCCGC
CCATGGAAAC
AATGICTTCT
TCTCCTGCAT
TTCCAACGTG
CCTCGGAGAT
AGCTCCTGCEC
CTTGTCAGCT
TCGITTGITT
GCAATCTCGG
TGCCTCAGCC

GCGTAATGTG
ACCATCCACT
TTCTTTGITA
CCCCCTGCGAG
TTTCCAGCAG
ATGACAGITT
TTAAAAAAAA
CCCCACCTGA
TCATTCGCTGCG
TCACAGITCT
CCCCCATCAC
GCTGITCAAG
GGGTCCTAAA
TCACATTTCC
CCTTAAAGAT
TTGAGTCAGA
TTCACTGCAA
TCCTGAGTAG

AGCTAATTTT

GCTGGTCTCG
AAGTCCTGGG
TTTAAATTAT
TGGGIGCAGC
ACGTTCTGCA
ATAATAATAA

TGTATTTTCA
AACTCCTGEC
ATTACAGGECG
TTCCACGCTC
AAACCACCAT
CATGTATCCC
TAATAATAAT

AATCAGTGCC
TGACCTAACT
AGCCAACAAC
GCCACTGTGT
TTGGCATTAA
CCTGATGGTT
ATTTTGCATA
AAACTGGTTT
AAGGTCATCA
CGEECCCCCG
CCTTTCCGEEG
AATCTCATCC
TCTAGAGCTC
AGCAATCTCGC
AGCCCCTCTA
GICTTCGCTCT
CCTCTGCCTC
CTGGGAGTAC
GTAGAGCCAG
CTCAGGTGAT
TGAGCAACCA
ACAAAAAACC
GGCACATGTA
AGAACTTAAA
AAAAATCAAG

TGAGGACCTT
ACCTCCCCTG
TATCACCCTC
TTGGTTGTCGC
AGTGCCTTTT
GAAAGTAAGC
AAGGTCGCTCGC
CTGCCACCCC
ATGACCTCAT
TGAGCCCACA
GCTGGTTCTT
ATTTTGGECECT
CAGTCCCAAC
TGAACATTTC
TCAACAATGT
GICGGCTGEAA
CCAGGCTCAA
AGGCACATGC
GGTTTCACCA
CCACCCACCT
CGCCTGCECCA
TTTCCAAGAT
TACCTATGTA
GTATAATAAT
CAAACAAAAA

TGCTGIGTCC
GCCCCGECTCT
TCCTACTCTT
AAATGTATTT
TCTAATAAAA
ATCTTGATAA
ATGEGTTGEG
TACTCCAACT
GGTGAAATCA
CTAGCTGEEC
CACCTACCAC
CATTTTGECT
CTTTCTCTTA
CATGTGCGTG
TTTTGITTGT
GIGCAGTGGT
GIGATTCTCC
CACCATGCCC
TTTCGECCAG
TGGCCTCCCA
ACAATGGATT
GACGGGTTGA
ACAAACCTCC
AATAATAATA

*1576
*1626
*1676
*1726
*1776
*1826
*1876
*1926
*1976
*2026
*2076
*2126
*2176
*2226
*2276
*2326
*2376
*2426
*2476
*2526
*2576
*2626
*2676
*2726
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