ATTTCCGCCT
CTGCGACCCC
CCCTCATCTT
ATCATTGAGC
GGEGECECTCC
AGACCCACCC
CGCATCTCCC
GCTTGTAGGA
CGGACCCCTG
AAGCGGGACC
CCCCTTCCAA
CTGTGCGECT
CTCCGCCTGC
CAACACTGCC
GCCTCCGTGG
GACATTGAGG
TTCGCAAGCT
CCTACGCAGA
CGECGECCTT
GCCAGATACA
ATGAGACCTT
GACCCCCGEC

CTGCECGAATG
GECCeeEeee

GCTCGTCTGT
CCGEEGACCCC

AGTGCACGCC
GGCCATGCGAC

CCCGGECAGAG CCAGCCCAGG CCTCTEECCC

AGCCCAAGCA
GCGGGCAGCA
CACCATCAAG
TGGICACCAA
AAGGACTGCC
CATCCACAGT
TGGAGCAGEC
GITCCTATAG
CTGCTTCCAG
CCGCCTGTICCT
GAGCTCAAGA
GGATGAGATC
TGTATTTCAC
GATGIGCACC
CCCCAGCCTG
CCGACCGGEGA
GACGATCGTC
CAAGAGCATC
CTCCACCTCG

GCGGGEECATG
TCCCAGGCGA
ATCAATGGECT
GGACCCTCCT
GGGATGCCTT
TTCCAGAACC
TATCAGICAG
AAGAGCAGCG
GIGACAGTIGC
TTCTCATCCC
TCTGCCGAGT
TTCCTACTGT
GGGACCAGEC
GACAAGTGEC
CAGCCTCCTG
GCTCAGTGAG
ACCGGATTGA
ATGAAGAAGA
ACGCATTGCT

CGCTTCCGECT
GAGGAGCACA
ACACAGGACC
CACCGECCTC
CTATGAGECT
TGGGAATCCA
CGCATCCAGA
TGGGGACTAC
GGGACCCATC
ATCTTTGACA
GAACCGAAAC
GIGACAAGGT
TGGGAGGCCC
CATTGTGITC
TGCGTGICTC
CCCATGGAAT
GGAGAAACGT
GICCTTTCAG
GIGCCTTCCC

GCGGEECCCAG
GAACTGITCC
CTATGIGGAG
ACAAGT GCGA
GATACCACCA
AGGGACAGT G
ACCCCCACCGA
GAGCTCTGCC
GIGIGTGAAG
CCAACAACAA
GACCTGAATG
AGGCAGGCCC
ATCGIGCCCC
TCTGGCAGCT
GCAGAAAGAG
GAGGCTCCTT
CGGACCCCTC
CATGCACCTG
TCCAGTACCT
AAAAGGACAT
CGGACCCACC
GCAGCTCAGC
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TTCTGICCCC
GCACCATCAA
ATCAGCCAGG
GGCTCCAGCC
CCCCAGCCCC
CCACCTGCCC
CCTGCTGCAG
ACAGCACAGA
GAGITTCAGC
TGAGCCCATG
GGGECCCAGAG
CTCCCCAATG
CATGGACTTC
CCTGCCCTCC
CACTTACGEA
TGICTTCCTT
TGTATCTCTC
TGGAAAGGEEG
CAGCTCCCTT
GCTTCTGGTA
AGCCCACAAA
AATCAAAATA
CCTGTGCCTA
GICTCTGCCG
AACACCACTG
CTTGCTCTCC
GIGCGGGAGA
TGAACAATCA

AAGCCAGCAC
CTATGATGAG
CCTCGECCTT
CCTGCCCCTG
TGICCCAGIC
CCAAGCCCAC
CTCCAGITTG
CCCAGCTGTG
ACGCTCCTGAA
CTGATGGAGT
GCCCCCCGAC
GCCTCCTTTC
TCAGCCCTCGC
CCAGAGCACT
TTCTGGTGEG
GGAGGGEGEEEA
TCTCTTTTTG
GGAGCTGEEG
CTCTGTAGGG
CTCTCCTAGRA
GCCTTATCAA
ACGCCCCAGA
ACACCAGCGT
GCTCTTTCCT
GCTCTCTCCA
CTCTTCTCAA
GCAGGCTGEC
AAGCACTTGG

CCCAGCCCTA
TTTCCCACCA
GGECCCCEECC
CTCCAGCCAT
CTAGCCCCAG
CCAGGECTGEG
ATGATGAAGA
TTCACAGACC
CCAGGCCATA
ACCCTGAGEC
CCACCTCCTG
AGGAGATGAA
TGAGICAGAT
GGGTTGCAGG
GIGIGITCCA

TCCCTTTACG
TGGIGITTCC
CCTCCCCAAG
GGTATCAGCT
GCCCTCCTCA
GAAGGAACGC
CCTGEEEECC
TGGCATCCGT
CCTGTGCECCC
TATAACTCGC
CTCCACTGEG
GACTTCTCCT
CAGCTCCTAA
GGATTGAAGC
ACTGCCCCCA

GCCATATTTT

GAGGTCCTTA
AAACTCAAAC
AACTCTGEGEG
GACAGAAGCA
GIGICTTCCA
TACCAGCCCC
TTGAGGGEGECT
TGCTCAACCA
GGATCCAGAA
GIGCCTTAAT
AGCTCTCCAG
ACTCTTGCTC

ATTCTTTTAT
AGCAGAAGCA
TTTTCCCCTG
TCCCCCATCC
GCCTGGAGGT
TCATGGATTC
TGTATGGCAC
GCCCTTCCTG
TGGCTGAAGG
GCCGTTTGGT
AGTAGGGTAA
TCAGGAGGCA
TTTCTACTCT

TCATCCCTCGA
TTCTGGEECAG
TCCTGCCCCA
CTGGECCCAGG
GGECTGIGECC
TGITCAGAGGC
TTGCTTGGCA
CGACAACTCC
CCCACACAAC
CTAGTGACAG
GGECCCCCEEG
CCATTGCGA
GGCGGEGTGACG
CCTCCAAAAG
ACTTTGTGGA
TGTCAGTATC
TTAACTTCTC
TCCTGATGGT
CCATCCTCCA
AAGCCCTTTG
ATTACAGCTT
TGGCATTGIC
CCCTACAGAG
AAACCAGTCGC
CTGGGACTTC
GITGTTAAGA
TAGITTTTAC
GAACTAATAA

1066 p.Y349*

1116

1166 8B85* B89*

1216

1266 V410Sfs*4

1316 E438Ris*9

1366

1416 T464Rfs*26 p.EA73Rfs*18

1466 H487Tfs*7

1516
1566
1616
*10

*60

*110
*160
*210
*260
*310
*360
*410
*460
*510
*560
*610
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*710
*760
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ATCTGITGCC AAGCTGG
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