ACACAGGAGT
AGATCGAGAG
CGGAGCACCC
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GGIGGCCAGC

dyd yd nG

GCTAGGGGAC
uLeud yAsp

TCGAGICTGG
|l ed uSerd

GCGCCTGAGG
Al aPr od uA
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CAAGGEGTGC
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Met Ser

AGCCACTCGA
| nProLeud

ATGTGTGAGC
Met Cysd uH

GGAAGAGCAG
yd ud ud n

CCAGAGGCCT
| aArgd yLe

CCIGACCCTC
Pr oAspPr oA

GAAGGCCCTG
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ATGAGGCCTC
i sd uAl aSe
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GGCCCGGGGA
lyProd yd
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| yPr oAspAr

TACGACCCCA
Tyr AspPr oA

CAGCCGAGCT
ySer Ar gAl a

CACACTGTGG
| aH sCysd@d

GGCCAGCCTC
d yd nProL

CTGCAGTCCC
oCysSerPro

GCAAGAAGGEC
| yLysLysAl

CGCAACAACA
Ar gAsnAsnl

TCTGGAGACG
eLeud uThr

TCCGCAGCCG
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GGGECTGTGEC
r gAl aval Al
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GCAGACAGCC
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TGCGCGTTCT
euArgVal Le
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LeuLeuLysA

AGTGAACAAA
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TCGCCGIGCG
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CAGCAGAAGG
d nd nLysV

CGTGGAGCAG
gVal A ud n

d yProdyl

GGTGAAGGAG
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GCAGCTACAA
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ATGCACCTGC
Met H sLeuP

CAAGGCCCCT
uLysAl aPro
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GATAGCCTTG
AspSer LeuG

CAAGAGCCGA
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TGCTGGAGTA
al Leud uTy

CTCACCCAGG
LeuThrd nG

| eTyr Ser Se

GAGCCCCGEG
A uPr oArgG

TCCCCTGCAG
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CCCCAACTCT
roProThr Le

TTGGCCACTG
LeuAl aThr A

GECTGECCCC
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CATGGCAGAG
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AGCTAGACAC
| uLeuAspTh

r Prod ySer

GGCCAGAGGEG
| yProd ud

TACCAAGT GG
Tyr @ nval A

GGCAGCACCC
uAl aAl aPro

CCGCACCCCC
| aAl aProPr

TTACACAAGG
LeuH sLysG

GAGCCGGGAG
uAr gArgd u

AGAGGCGCAT
ysArgArgl |

AACGAGCGCC
Asnd uAr gL

CCTCCGCAAC
r LeuAr gAsn
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CTCTTCCGCC AGATTCCTGA GGCGGCCAAC CTCATCAAGG GCGTGEEECEEG 836
LeuPheArgG I nll ePro@ uAl aAl aAsn Leull eLysG | yval dyd@ 279

TTGCAGCTGA GCCTGCECTGG TGGATTGTGG GCACCAGCGCT CCCTGGCACG *40
yCysSerSto p

GCCTAACTCT GCGGACCCCC ATCCTGCTGG GGGCCTAGAA CCCTGAGACA *90

TAGACCATGG ATAAATGGCA ACCGGGEGTGG CAAAGAGGEC AGGACCCAGC *140
ATAATGATTA TATGECTGAA TAAAGTITGCA CTGIGACTGG G
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