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CTCTTCCGCC AGATTCCTGA GGCGGCCAAC CTCATCAAGG GCGTGEEECEEG 836
LeuPheArgG I nll ePro@ uAl aAl aAsn Leull eLysG | yval dyd@ 279

TTGCAGCTGA GCCTGCECTGG TGGATTGTGG GCACCAGCGCT CCCTGGCACG *40
yCysSerSto p

GCCTAACTCT GCGGACCCCC ATCCTGCTGG GGGCCTAGAA CCCTGAGACA *90

TAGACCATGG ATAAATGGCA ACCGGGEGTGG CAAAGAGGEC AGGACCCAGC *140
ATAATGATTA TATGECTGAA TAAAGTITGCA CTGIGACTGG G
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