ACACAGGAGT
AGATCGAGAG
CGGAGCACCC
GGEEECEEECC
GGTGGCCAGC
GCTAGGCGAC
TCGAGICTGG
GCGCCTGAGG
CTACTTGCCG
GCCCAGACAG
TACGACCCCA
CAGCCGAGCT
CACACTGITGG
GGCCAGCCTC
CTGCAGTICCC
GCAAGAAGGC
CGCAACAACA
TCTGGAGACG
TCCGCAGCCG
CTCTTCCGCC
TTGCACCTGA
GCCTAACTCT

GGGTGACAGA
AGGGCAGECC
CAAGGEGTGC
GGCCATGTICC
AGCCACTCGA
ATGIGTGAGC
GGAAGAGCAG
CCAGAGECCT
CCIGACCCTC
GAAGGCCCTG
GCECTGIGEC
GCCAGCCGAG
GCAGACAGCC
TGCGCGTTCT
CTCCTGAAGG
AGTGAACAAA
TCGCCGIGCG
CAGCAGAAGG
CGTGGAGCAG
AGATTCCTCGA

GGAGACTGCA
CAGGTCAGA
CTCAAGAGCA
CACGGGACCT
GITCTCAGGG
ATGAGGCCTC
CTTCTCTCCG
CAAGGECCCC
GGECCCTTTGC
GGGECCTGECA
GGTGAAGGAG
GCAGCTACAA
ATGCACCTGC
CAAGGCCCCT
CaCecrecce
GATAGCCTTG
CAAGAGCCCGA
TGCTGGAGTA
CTCACCCAGG
GGCGGCCAAC

ATA

CEBPE ( NM 001805. 4)

GAGGGCAGGT
GGAGGTAGAG
GGTGEEEECG
ACTACGAGTG
GGCCGACCTG
CATTGACCTC
ATCTCTTTGC
GGAACCCCTG
CTACCCTCCA
TCTACAGCAG
GAGCCCCEEG
TCCCCTGCAG
CCCCAACTCT
TTGGCCACTG
GECTGECCCC
AGTACCGGECT
GACAAGGCCA
CATGGCAGAG
AGCTAGACAC
CTCATCAAGG

GCCTGECTGG TGGATTGIGG GCACCAGECT
GCGGACCCCC ATCCTGCTGG GGGCCTAGAA

CTAGGGCAGA
AGAGGGCAGC
GGGAGCCGAG
TGAGCCCCGG
GGCCCGEEEA
TCCGCCTACA
CGTGAAGCCA
CCTTCCCCCA
CATACCTTCG
CCCAGGGAGC
GGCCAGAGEG
TACCAAGT GG
GGCAGCACCC
CCGCACCCCC
TTACACAAGG
GAGGCGEGAG
AGAGGCGCAT
AACGAGCGCC
CCTCCGCAAC
GCGTGEEEEG
CCCTGCECACG
CCCTGAGACA

-115
- 65
-15
36
86
136
186
236
286
336
386
436
486
536
586
636
686
736
786
836
*40
*90
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TAGACCATGG ATAAATGGCA ACCGGGEGTGG CAAAGAGGEEC AGGACCCAGC *140
ATAATGATTA TATGECTGAA TAAAGTITGCA CTGIGACTGG G
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