AGCGGECEECC
TTCTGEEEEC
GAGGGAAAAG
GATGTGAGCA
TGGAGTCGGT
CCAGCGTGGT
TTCGGECCCCC
CGATATTCTC
ATCTACAGAC
AAAAGCCATT
AAATTTCAAG
TAAAATGGCA
AGGGTTCTAG
AGATGGEEECC
CCAAAGACAA
TCACGITTGC
AGAGITGCTC
TTCATCGAGT
AAATTATTGCG
GGAAGAGAGT
ATGACATCTA
GGAATACAGA

GGAAGCTGEC
GICGAGCCTG

TGAGCCGECC
GCGGTAGAAT

ADAML7 (NM 003183.6) -

ATA

TTTGGTAACG CCACCTGCAC -176

CTTCCCAGTA

AGGATTGAGG GGCTAGGCCG GGECGGATCCC
GITTTCCGAA ACCCCGICAG GCGAAGGCTG CCCAGAGAGG

AGCGCEEECCG
TCCTTTCGIG
ACCAGAGACT
TCTTTATCTA
TTCAACACAT
TTAAATTATA
GICGTGGTGG
GGACTTCTTC
CCCACATAAG
GAATATAACA
AAGAATGITA
AGTCTCCAAA
CCAAAAGEGT
GAAAAGAAGA
TGGTAGCAGA
ACAACTACAA
TCGGAACACT
TAGAGCAGAT

GGAACATGAG
CTGECECCEC
CGAGAACCTT
ATATCCAGCA
GTAGAAACAC
CCTGACATCA
TGGATGGTAA
ACTGGACACG
AGATGATGAT
TAGACCCACT
GITTATAAAT
AGIGITGTGGT
TAGTAGACAG
GCTGACCCAG
TCATCCCTTC
ATTACTTAAT
TCATGGGATA
TCGCATTCTC

GCAGTCTCTC
GACCTCCGGA
GATTCTTTGC
GCATTCGGTA
TACTAACTTT
AGTACTGAAC
AAACGAAAGC
TGGTTGGTGA
GITATAATCA
TTGGAGATTT
CTGAAGATAT
TATTTAAAAG
AGAACCACCT
ATCCCATGAA
TACAGATACA
AGAGCTAATT
ATGCAGGITT
AAGICTCCAC

GECEECECEG
Grccreecce

CTATTCCTGA
TGACCCGEEC
TCTCAGACTA
AGAAAAAGAG
TTCAGCTTTG
GITTTTCACA
GAGTACACTG
GCCTGACTCT
GAATCAACAC
GITAATGATA
CAAGAATGTT
TGGATAATGA
GAAGAGCTTG
GAACACGTGT
TGGGCAGAGG
GACAGAGI TG
TAAAGCCTAT
AAGAGGTAAA

-126
-76
-26
25
75
125
175
225
275
325
375
425
475
525
575
625
675
725
775
825
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ACCTGGTGAA
AGGATCCTTG
GCCTGAGGAAG
TTTTGATATG
ACAGCCATGG
AAAAATATCT
AACCATCCTT
ATAATTTTGCG
AATGAGGACC
CGATCACGAG
ATAAGACCAT
AAAGTTTGIG
CATCATGTAT
AGGAAGGTGT
CAGITTGAGA
CAAAGCCGTG
GAAATGCTCGA
GGGAAATGCA
ATGTAATGAA
GCCCCTGTGT
AAAGGAAAGC
GAAACGAGTA
TGAGCATCAA
GICCTGGITT
TTGTGIGGAT
ACCCCAGTAA
ATTATCAAAC
CCCTGTGATC

AAGCACTACA
GGATGTGAAG
CATCTAAAGT
GGAACTCTTG
AGGIGITTGT
ATTTGAATAG
ACAAACGAAG
AGCAGAACAT
AGGGAGGGAA
AACAATAAGA
TGAAAGTAAG
GGAACTCGAG
CTGAACAACG
CCAGTGCAGT
CTGCCCAGAA
TCCTACTGCA
AGATGACACT
TCCCTTTCTG
ACTGACAACT
GCCCTATGTC
CCTGTACAGT
CAGGATGTAA
TACTTTTGGA
TCTCCTTGAT
AAGAAATTGG
CGTCGAAATG
CCTTTCCTGC
CCTTCEECEC

ACATGGCAAA
ATGITGCCTAG
TTGCTTGGCA
GATTAGCTTA
CCAAAGGCTT
TGGITTGACG
CTGACCTGGT
GATCCCGATG
ATATGICATG
TGTTTTCAAA
GCCCAGGAGT
GGTGGATGAA
ACACCTCCTG
GACAGGAACA
GAAGTGCCAG
CAGGTAATAG
GITTGCTTGG
CGAGAGGGAA
CCTGCAAGGT
GATCCTGAAC
AGGATTTTGT
TTGAACGATT
AAGITTTTAG
ATTTTGGATT
ATAAACAGTA
CTGAGCAGCA
GCCCCAGACT
CAGCAGCTCC

AAGITACCCA
ACCAATTTAG
CACCTTTTCA
TGTTGECTCT
ATTATAGCCC
AGCACAAAGA
TACAACTCAT
GICTAGCAGA
TATCCCATAG
CTGCAGTAAA
GITTTCAAGA
GGAGAAGAGT
CAACAGCGAC
GICCTTCCTG
GAGGCGATTA
CAGTGAGTGC
ATCTTGGCAA
CAGCAGCTGG
GIGCTGCAGG
AAAAGAACTT
GACATGAATG
TTGGGATTTC
CAGACAACAT
CCTTTCAGCA
TGAATCTCTG
TGGATTCTGC
CCAGGCCECC
AAAACTGGAC

AATGAAGAAA
CTTTGATATA
CATACCAAGA
CCCAGAGCAA
AGTTGCGAAG
ATTATGGTAA
GAATTGGGAC
ATGIGCCCCG
CTGTGAGTGG
CAATCAATCT
ACGCAGCAAT
GIGATCCTGG
TGCACGTITGA
TAAAAACTGT
ATGCTACTTG
CCGCCTCCAG
GIGTAAGGAT
AGTCCTGTGC
GACCTTTCTG
ATTTTTGAGG
GCAAATGTGA
ATTGACCACC
CGITGEGTCT
TTCTTGICCA
TCTCTGITTC
ATCGGITCGC
TGCAGCCTCGC
CACCAGAGAA

925

975

1025
1075
1125
1175
1225
1275
1325
1375
1425
1475
1525
1575
1625
1675
1725
1775
1825
1875
1925
1975
2025
2075
2125
2175
2225
2275



TGGACACCAT
GGGITTGAGA
TGAGGATCTC
TTAAACTGCA
TTTAGITCTC
TGACCTACAA
TTAGCAGATG
GIGTGGITTG

CCAGGAAGAC
AGGACCCCTT
ACGGACCATC
GCGTCAGAAT
AGCTCTTCTG
ATCAATCACA
CTGGTCATGT
GCCCTTCTCC

CCCAGCACAG
CCCAAATAGC
CGGICACCAG
CGTGITGACA
ACTTAAGIGT
GCTTGTATTT
GITTGAACTT
TTTTGAAAAG

CCTTATTTTG
TGGTGCAAAA
TTTGTAAATT
CAGITTTTTT
ATTTATTTGT
TGCCTTCAAC
ATTGIGGGIC
AATATATATC
TTCTAAGACT
GCTATACATG
CCCTGATTTG
CCCTGTTACT
GAGTGGTGEC
GCCACTACAC
AAAAAAAAAA
CAAAGATTGC
TTAACAACAA
AGCCAGGAGA
AAGACTTGAT
GAATTACTTC

AGCCTTTCAG
GCAGAAAATA
AATCTTTTAT
TTATACACTG
GATGACAACT
TAAAAACAAA
TATTTCTAGT
TAAATTTAGA
AATGCTCTCT
GIAGCCAGIT
CTGGGCAGTT
GATAGGGATA
TCATGCCTGT
TCCAGCCTGG
AAAAAAATTC
CTGITTTCAA
CAACAACAAA
TAGAATACTA
ACTTCAGAAA
TTACTTTATT

GITTTAGITT

CAGCTGGATT
ATTGATAACA
TAATGAACCG

ACTCACATAT
AGCACAGCTG
AAGTGAAAAG
GCAAAGAAAC
GCAAAATATT
TGTGAAGACT
CCTGCAGGTA
GTAAGGTGAA
TTAAAATATC
GGGITATGAA
GCACTGACTA
CTGAATATGA

GGACGAGGAT
CCAAGTCATT
GCTGCCTCCT
AGAGTGCTAA
TTTATAGATT
GGGAAGTGAC
AACAGITCTT
GGTGAATCTA
TTTTGACCTG
TATTTACGIT
GGGAAATGAT
GCCATTTGEC

GGAATAGTTT

GGAGATAAAT
TATTACCCAG
AATCATTTGCG
AGAAACCTAA
GAATTTATGG
TTTCTGTATT
CATCCTCTTA
AATCCCAGCA
GIGACAGAGT
ACTATCTACA
ACACTATTGA
AAAAACAGGT
CCTGCCCTTA
CCCTTTTTAT
GCTCCAGGAT

ITTTTTTTTI
CTAGTATACA
AGITTTTATG
GITAATATGG
CCACCTACCT
AATCTACCAA
TTATAAGTAT
GAAAATTCAC
CTTGGAGAGG
GAGACTCTGC
AACCTAGAAT
ATAAGAGGGT
TGTTTTGAAT
GGG TGEEEG
TGACCCACAA
TCTGGATGGEG

ITTTTTTTTI
TTGTCTCTAA
TAGCAGGGAA
CTCTTCATAA
TACAGTGAGG
CTGITTAGGG
CTTCATGTAT
TATTGCECTGG
CTGAGGITGC
CTCAAAAAAA
ATTTAAAATA
GAGATATTTC
GIGATGAGCC
CTGICCCCAC
GCAGATATTT
CTGCATTTAC
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2375
2425

*50
*100
*150
*200
*250
*300
*350
*400
*450
*500
*550
*600
*650
*700
*750
*800
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*900
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*1000
*1050
*1100
*1150
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TGTGTGAAGG ATAAAAATCA TTAGCCTGGA TTCTGATTTC TATAAATTCGC *1250
CATTAAAAGC TTTTTTTCCC CTAAGAACTG AAATGTGCTC ACCAGCCAAA *1300
ACATTTTAAC TTGTAAATTT TGAGGGCAGI TAACCAAACC TGIGACTAAT *1350
CATATCTCCT CCTACCCCCC ATTTCCAAGG ACATTTGITA CTCAGATACT *1400
TGTTATACTA ATACTTGAAC TTGTACCTTA TGGTATTTGC TATCTTTTAA *1450
CTAGTCATGA TATTCTTATA CTTTAGITAC ACTTTTGGAA TTTGATACAA *1500
GGTTGAGTGG GGITGTGIGGEG TGTATGTATG AGTGAAACAG TTCTCAAAAG *1550
AATGTAAGAA AAACCATTTT TATAAAATTG TGACTTTTTA AAAACATAGT *1600
CTTTGICATT TATAGAATTA ACAAGCTGCCT CAGGGTATAT TTTATAGCTG *1650
TAGCACTGAT ATCTGCATTA ATAAATACTG TCGAAACACA A
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