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GTTTATGAGA AACAGTGTGT TTCAGAGAGG CTGTACCAGA ATTAACTCTG -204 

CTCAGAGTTA GATTTGCTGG TCTTAAAGTA CTTTTCCTCT TTAAGATAAA -154 

AGAAGTTCTT CTAAATCAGG AATGGATTGA AATCTAATGA ACCGAAACTT -104 

TGGGTACTTC GGCCTTCAAG GGGCTCCTTT ATTGAGAATC AATGTCTTCT -54  

CCTAGGTAAT TGATCACCCT AGACCCAGGG ACACCCAATT CATCGTAATC -4   

ATCATGAATA ATCAAAAAGT GGTAGCTGTG CTACTGCAAG AGTGCAAGCA 47   

AGTGCTGGAT CAGCTCTTGT TGGAAGCGCC AGATGTGTCG GAAGAGGACA 97   

AGAGCGAGGA CCAGCGCTGC AGAGCTTTAC TCCCCAGCGA GTTAAGGACC 147  

CTGATCCAGG AGGCAAAGGA AATGAAGTGG CCCTTCGTGC CTGAAAAGTG 197  

GCAGTACAAA CAAGCCGTGG GCCCAGAGGA CAAAACAAAC CTGAAGGATG 247  

TGATTGGCGC CGGGTTGCAG CAGTTACTGG CGTCCCTGAG GGCCTCCATC 297  

CTCGCTCGGG ACTGTGCGGC TGCGGCGGCT ATTGTGTTCT TGGTGGACCG 347  

GTTCCTGTAT GGGCTCGACG TCTCTGGAAA ACTTCTGCAG GTCGCCAAAG 397  

GTCTCCACAA GTTGCAGCCA GCCACGCCAA TTGCCCCGCA GGTGGTTATT 447  

CGCCAAGCCC GAATCTCCGT GAACTCAGGA AAACTTTTAA AAGCAGAGTA 497  

TATTCTGAGC AGTCTAATAA GCAACAATGG AGCAACGGGT ACCTGGCTGT 547  

ACAGAAATGA AAGTGACAAG GTCCTGGTGC AGTCGGTCTG TATACAGATC 597  

AGAGGGCAGA TTCTGCAAAA GCTGGGGATG TGGTACGAAG CAGCAGAGTT 647  

AATATGGGCC TCCATTGTAG GATATTTGGC ACTTCCTCAG CCGGATAAAA 697  

AGGGCCTCTC CACGTCGCTA GGTATACTGG CAGACATCTT TGTTTCCATG 747  c.710C>T

AGCAAGAACG ATTATGAAAA GTTTAAAAAC AATCCACAAA TTAATTTGAG 797  Y254C

CCTGCTGAAG GAGTTTGACC ACCATTTGCT GTCCGCTGCA GAAGCCTGCA 847  S277F
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AGCTGGCAGC TGCCTTCAGT GCCTATACGC CGCTCTTCGT GCTCACAGCT 897  

GTGAATATCC GTGGCACGTG TTTATTGTCC TACAGTAGTT CAAATGACTG 947  

TCCTCCAGAA TTGAAAAACT TACATCTGTG TGAAGCCAAA GAGGCCTTTG 997  

AGATTGGCCT CCTCACCAAG AGAGATGATG AGCCTGTTAC TGGAAAACAG 1047 c.1024G>C

GAGCTTCACA GCTTTGTCAA AGCTGCTTTC GGTCTCACCA CAGTGCACAG 1097 

AAGGCTCCAT GGGGAGACAG GGACGGTCCA TGCAGCAAGT CAGCTCTGTA 1147 

AGGAAGCAAT GGGGAAGCTG TACAATTTCA GCACTTCCTC CAGAAGTCAG 1197 

GACAGAGAAG CTCTGTCTCA AGAAGTTATG TCTGTGATTG CCCAGGTGAA 1247 

GGAACATTTA CAAGTTCAAA GCTTCTCAAA TGTAGATGAC AGATCTTATG 1297 

TTCCCGAGAG TTTCGAGTGC AGGTTGGATA AACTTATCTT GCATGGGCAA 1347 

GGGGATTTCC AAAAAATCCT TGACACCTAT TCACAGCACC ATACTTCGGT 1397 

GTGTGAAGTA TTTGAAAGTG ATTGTGGAAA CAACAAAAAT GAACAGAAAG 1447 

ATGCAAAAAC AGGAGTCTGC ATCACTGCTC TAAAAACAGA AATAAAAAAC 1497 

ATAGATACTG TGAGTACTAC TCAAGAAAAG CCACATTGTC AAAGAGACAC 1547 

AGGAATATCT TCCTCCCTAA TGGGTAAGAA TGTTCAGAGG GAACTCAGAA 1597 

GGGGAGGAAG GAGAAACTGG ACCCATTCTG ATGCATTTCG AGTCTCCTTG 1647 

GATCAAGATG TGGAGACTGA GACTGAGCCA TCGGACTACA GCAATGGTGA 1697 

GGGAGCTGTT TTCAACAAGT CTCTGAGTGG CAGCCAGACT TCCAGTGCTT 1747 

GGAGCAACTT ATCAGGGTTT AGTTCCTCTG CAAGCTGGGA GGAAGTGAAT 1797 

TATCACGTTG ACGACAGGTC AGCCAGAAAA GAGCCTGGCA AAGAACATCT 1847 

GGTGGACACT CAGTGTTCCA CTGCCTTGTC TGAGGAGCTA GAGAATGACA 1897 

GGGAAGGCAG AGCTATGCAT TCATTGCATT CACAGCTTCA TGATCTCTCT 1947 

CTTCAGGAAC CCAACAATGA CAATTTGGAG CCTTCTCAAA ATCAGCCACA 1997 

GCAACAGATG CCCTTGACAC CCTTCTCGCC TCATAATACC CCAGGCATTT 2047 

TCTTGGCCCC TGGTGCAGGG CTTCTAGAAG GAGCTCCAGA AGGTATCCAG 2097 

GAAGTCAGAA ATATGGGACC CAGAAATACT TCTGCTCACT CCAGACCCTC 2147 

ATATCGTTCT GCTTCTTGGT CTTCTGATTC TGGTAGGCCC AAGAATATGG 2197 

GCACACATCC TTCAGTCCAA AAAGAAGAAG CCTTTGAAAT AATTGTTGAG 2247 
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TTTCCAGAAA CCAACTGCGA TGTCAAAGAC AGGCAGGGGA AAGAGCAGGG 2297 

AGAAGAAATT AGTGAAAGAG GCGCAGGCCC TACATTTAAA GCTAGTCCCT 2347 

CCTGGGTTGA CCCAGAAGGA GAAACAGCAG AAAGCACTGA AGATGCACCC 2397 

TTAGACTTTC ACAGGGTCCT GCACAATTCT CTGGGAAACA TTTCCATGCT 2447 

GCCATGTAGC TCCTTCACCC CTAATTGGCC TGTTCAAAAT CCTGACTCCA 2497 

GAAAAAGTGG TGGCCCAGTC GCAGAGCAGG GCATCGACCC TGATGCCTCC 2547 

ACAGTGGATG AGGAGGGGCA ACTGCTCGAC AGCATGGATG TTCCCTGCAC 2597 

AAATGGGCAC GGCTCTCATA GACTGTGCAT TCTGAGACAG CCGCCTGGTC 2647 

AGAGGGCGGA GACCCCCAAT TCCTCTGTAA GCGGTAACAT CCTCTTCCCT 2697 

GTCCTCAGCG AGGACTGCAC TACCACAGAG GAAGGAAATC AGCCTGGAAA 2747 

CATGCTAAAC TGCAGCCAGA ACTCCAGCTC ATCCTCAGTG TGGTGGCTGA 2797 c.2770T>C

AATCACCTGC ATTTTCCAGT GGTTCTTCTG AGGGGGACAG CCCTTGGTCC 2847 

TATCTGAATT CCAGTGGGAG TTCTTGGGTT TCATTGCCGG GAAAGATGAG 2897 

GAAAGAGATC CTTGAGGCTC GCACCTTGCA ACCTGATGAC TTTGAAAAGC 2947 

TGTTGGCAGG AGTGAGGCAT GATTGGCTGT TTCAGAGACT AGAGAATACG 2997 

GGGGTTTTTA AGCCCAGTCA ACTCCACCGA GCACATAGTG CTCTTTTGTT 3047 

AAAATATTCA AAAAAATCTG AACTGTGGAC GGCCCAGGAA ACTATTGTCT 3097 

ATTTGGGGGA CTACTTGACT GTGAAGAAAA AAGGCAGACA AAGAAATGCT 3147 

TTTTGGGTTC ATCATCTTCA TCAAGAAGAA ATTCTGGGGA GGTATGTTGG 3197 

GAAAGACTAT AAGGAGCAGA AGGGGCTCTG GCACCACTTC ACTGATGTGG 3247 

AGCGACAGAT GACCGCACAG CACTATGTGA CAGAATTTAA CAAGAGACTC 3297 

TATGAACAAA ACATTCCCAC CCAGATATTC TACATCCCAT CCACAATACT 3347 

ACTGATTTTA GAGGACAAGA CAATAAAGGG ATGTATCAGT GTGGAGCCTT 3397 

ACATACTGGG AGAATTTGTA AAATTGTCAA ATAACACGAA AGTGGTGAAA 3447 

ACAGAATACA AAGCCACAGA ATATGGCTTG GCCTATGGCC ATTTTTCTTA 3497 

TGAGTTTTCT AATCATAGAG ATGTTGTGGT CGATTTACAA GGTTGGGTAA 3547 

CCGGTAATGG AAAAGGACTC ATCTACCTCA CAGATCCCCA GATTCACTCC 3597 

GTTGATCAGA AAGTTTTCAC TACCAATTTT GGAAAGAGAG GAATTTTTTA 3647 
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CTTCTTTAAT AACCAGCATG TGGAATGTAA TGAAATCTGC CATCGTCTTT 3697 

CTTTGACTAG ACCTTCAATG GAGAAACCAT GCACATAGAA TACGGCACAG *12  

TCTGGTCCTT TGGGGCTTGG GCAGGGCCGT GACACAGGTT CTGGCCAATG *62  

ATTTGCAAGA GGAATTGATC AGTATCACTT TAAGTCCTGC ATTTAATTGG *112 

CAGCACAAGA TCCTGCAGAG CCTCTTTCCC TCTGCCACAG TTATCAAGAA *162 

TGGGTCAGGA GACCGCTGCT TCTGGGCATA AGTCCTGCAA GGAAAGCAAC *212 

ATGGAAAACA GCCCCAACTC ACCCATGAGG GATGAAAAGC ACTCTTGAGA *262 

AAGGCATGTG TTGTTTAAGC CATTGAGATT TTAGAGCTTT TTGTCACTAT *312 

CTGTCAAGAC TGATACTACT GGGGCTTTTC CTATTGATTT GGGAGTTCTT *362 

TACATATTAA AAAAATGTGA GCCTTTGTGA TACGAATTCA ATTTGTTTTC *412 

CTGTCTTTTG ACATTTGACT TTGCATAAAA GTTTATCTGT GCATAATTTT *462 

ATATGTAGTT GAATTCATCA ATCTTTTATT TTGTATGGCT TTTTGGTTAT *512 

GTATAATACT TAGATCCTCC TTATACTCTG AGTTTCTTTC TTTTTAATTC *562 

TCCTGTATTT CCTTCTAGTA TAATTAAATC TGTAAAAAGT AAGATGGAAG *612 

AGTGGTACAG TTTTCTTTAT CCAGTCTGTC CTTGATGGGC ATTTAGGTAG *662 

ACTGGATAAA GAAAATGTGG TACATATACA CCATGGAACA CTATGTGTAT *712 

TAATCCACTC TCACACTGCT ATGAAGAGAT ACCTGAGACT GGGTAATTTA *762 

GAAAGAAAAG AGGTTTAATT AACTCACAGT TCCACATGGC TGGGGAGACC *812 

TCAGGAAACT TACAATCATG GCAGAAGGCA CCTCTTCATA GGGTAGCAGG *862 

AGAGAGAATG AGTGCCAGCA GGGGAAATGC CAGATGCTTA TAAAGCCATC *912 

AGATCTTGTG AGAATTCATT CACTCTCACG AGAACAGCAT GGGAAAAACT *962 

GCCTCAATTA CCTCCTACCA GGTCCTTCCC ATGACACATG GGAATTATGG *1012 

GACTACAATT CGAGATGAGA TTTGGGTGGG GACACAAAGC CAAACCATAT *1062 

CACAATGTAA CCATAAAAAA GAATGAGATC ATGTCCTTTG CAGGGACATG *1112 

GATAGAGCTG GAGGCCATTA TTTTTAGCAA ACTAATGCAA GAACAGAAAA *1162 

CTAAATACCA CTTGTTCTCA CTTATAGGTG AGAGCTAAGT GATGAGAGTA *1212 

GGTGGACACA TAGAGGGAAC AACACACACC AGGGCTTATC AGAGGGTGGA *1262 

CAGTGGGAGG AGGGAGAGGA TCAGGAAAAA TAACTAATGG GTACTAGGCT *1312 



GAATACCTGG GTGATGAAGT AATTCGCACA ACAAACCCCC ATGACACAAA *1362 

CCTGCACATG TACCCCTGAA CTTAAAATAA AAGTAAAAAA AAAAAATCA
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