GITTATGAGA
CTCAGAGITA
AGAAGTTCTT
TGGGTACTTC
CCTAGGTAAT
ATCATGAATA
AGTGCTGGAT
AGAGCGAGGA
CTGATCCAGG
GCAGTACAAA
TGATTGGECCC
CTCGCTCEEG
GITCCTGTAT
GICTCCACAA
CGCCAAGCCC
TATTCTGAGC
ACAGAAATGA
AGAGGGCAGA
AATATGGEECC
ACGGECCTCTC
AGCAAGAACG
CCTCCTGAAG

AACAGTGTGT
GATTTGCTGG
CTAAATCAGG
GCCCTTCAAG
TGATCACCCT
ATCAAAAAGT
CACGCTCTTGT
CCAGCGECTGC
AGGCAAAGGA
CAAGCCGTGG
CGGEGTTGCAG
ACTGIGCGGEC
GGCCTCGACG
GITGCAGCCA
GAATCTCCGT
AGTCTAATAA
AAGTGACAAG
TTCTGCAAAA
TCCATTGTAG
CACGTCGCTA
ATTATGAAAA
GAGITTGACC

TTCAGAGAGG
TCTTAAAGTA
AATGGATTGA
GGCCTCCTTT
AGACCCAGCG
GGTAGCTGTG
TGGAAGCGCC
AGAGCTTTAC
AATGAAGT GG
GCCCAGAGGA
CAGITACTGG
TGCGECGEECT
TCTCTGGAAA
GCCACGCCAA
GAACTCAGCGA
GCAACAATGG
GICCTGGTGC
GCTGCGEEATG
GATATTTGEC
GGTATACTGG
GITTAAAAAC
ACCATTTGCT

ATA

ALPK1 (NM 025144, 4)

CTGTACCAGA
CTTTTCCTCT
AATCTAATGA
ATTGAGAATC
ACACCCAATT
CTACTGCAAG
AGATGIGTCG
TCCCCAGCGA
CCCTTCGTGC
CAAAACAAAC
CGTCCCTGAG
ATTGIGITCT
ACTTCTGCAG
TTGCCCCGCA
AAACTTTTAA
AGCAACGEGT
AGICGGTCTG
TGGTACGAAG
ACTTCCTCAG
CAGACATCTT
AATCCACAAA
GTCCGCTGCA

ATTAACTCTG
TTAAGATAAA
ACCGAAACTT
AATGICTTCT
CATCGTAATC
AGTGCAAGCA
GAAGAGGACA
GITAAGGACC
CTGAAAAGTG
CTGAAGGATG
GGCCTCCATC
TGGTGGACCG
GI'CGCCAAAG
GGTGGITATT
AAGCAGAGTA
ACCTGECTGT
TATACAGATC
CAGCAGAGTT
CCGGATAAAA
TGITTCCATG
TTAATTTGAG
GAAGCCTGCA

-204
-154
-104
-54
-4
47
97
147
197
247
297
347
397
447
497
547
597
647
697
747
797
847

evers

- cDNA -

2026-03-12


https://infevers.umai-montpellier.fr
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=47&Id_mutation=2675&page=sequence&seq=cDNA&ancre=2675&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=47&Id_mutation=2675&page=sequence&seq=cDNA&ancre=2675&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=47&Id_mutation=2877&page=sequence&seq=cDNA&ancre=2877&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=47&Id_mutation=2877&page=sequence&seq=cDNA&ancre=2877&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=47&Id_mutation=3084&page=sequence&seq=cDNA&ancre=3084&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=47&Id_mutation=3084&page=sequence&seq=cDNA&ancre=3084&prot=0

AGCTGGECAGC
GIGAATATCC
TCCTCCAGAA
AGATTGGECCT
GAGCTTCACA
AAGCCTCCAT
AGGAAGCAAT
GACAGAGAAG
GGAACATTTA
TTCCCGAGAG
GGGGATTTCC
GIGTGAAGTA
ATGCAAAAAC
ATAGATACTG
AGGAATATCT
GCCGAGGAAG
GATCAAGATG
GGGAGCTGIT
GGAGCAACTT
TATCACGTITG
GGTGGACACT
GGGAAGGCAG
CTTCAGGAAC
GCAACAGATG
TCTTGGECCCC
GAAGTCAGAA
ATATCGTTCT
GCACACATCC

TGCCTTCAGT
GIGGCACGTG
TTGAAAAACT
CCTCACCAAG
GCTTTGICAA
GGGGAGACAG
GGGGAACCTG
CTCTGICTCA
CAAGTTCAAA
TTTCGAGTGC
AAAAAATCCT
TTTGAAAGTG
AGGAGTCTGC
TGAGTACTAC
TCCTCCCTAA
GAGAAACTGG
TGGAGACTGA
TTCAACAAGT
ATCAGGGITT
ACGACAGGTC
CAGIGITCCA
AGCTATGCAT
CCAACAATGA
CCCTTGACAC
TGGTGCAGCG
ATATGGGACC
GCTTCTTGGT
TTCAGICCAA

GCCTATACGC
TTTATTGTCC
TACATCTGIG
AGAGATCATG
AGCTCCTTTC
GGACGGTCCA
TACAATTTCA
AGAAGITATG
GCTTCTCAAA
AGGTTGGATA
TGACACCTAT
ATTGTGGAAA
ATCACTGCTC
TCAAGAAAAG
TGGGTAAGAA
ACCCATTCTG
GACTGAGCCA
CTCTGAGT GG
AGITCCTCTG
AGCCAGAAAA
CTGCCTTGIC
TCATTGCATT
CAATTTGGAG
CCTTCTCGCC
CTTCTAGAAG
CAGAAATACT
CTTCTGATTC
AAAGAAGAAG

CCCTCTTCGT
TACAGTAGIT
TGAAGCCAAA
AGCCTGITAC
GGTCTCACCA
TGCAGCAAGT
GCACTTCCTC
TCTGIGATTG
TGTAGATGAC
AACTTATCTT
TCACAGCACC
CAACAAAAAT
TAAAAACAGA
CCACATTGTC
TGTTCAGAGG
ATGCATTTCG
TCGGACTACA
CAGCCAGACT
CAAGCTGGGA
GAGCCTGGECA
TGAGGAGCTA
CACAGCTTCA
CCTTCTCAAA
TCATAATACC
GAGCTCCAGA
TCTGCTCACT
TGGTAGGCCC
CCTTTGAAAT

GCTCACAGCT
CAAATGACTG
GAGCCCTTTG
TGGAAAACAG
CAGTGCACAG
CACCTCTGTA
CAGAAGTCAG
CCCAGGTGAA
AGATCTTATG
GCATGGGECAA
ATACTTCGGT
GAACAGAAAG
AATAAAAAAC
AAAGAGACAC
GAACTCAGAA
AGICTCCTTG
GCAATGGTGA
TCCAGIGCTT
GGAAGTGAAT
AAGAACATCT
GAGAATGACA
TGATCTCTCT
ATCAGCCACA
CCAGGCATTT
AGGTATCCAG
CCAGACCCTC
AAGAATATGG
AATTGITGAG

897
947
997
1047 c.1024GC
1097
1147
1197
1247
1297
1347
1397
1447
1497
1547
1597
1647
1697
1747
1797
1847
1897
1947
1997
2047
2097
2147
2197
2247
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TTTCCAGAAA
AGAAGAAATT
CCTGCGGITGA
TTAGACTTTC
GCCATGTAGC
GAAAAAGT GG
ACAGTGGATG
AAATGGGCAC
AGAGGGCGGA
GICCTCAGCG
CATGCTAAAC
AATCACCTGC
TATCTGAATT
GAAAGAGATC
TGTTGGCAGG
GCGGTTTTTA
AAAATATTCA
ATTTGGGEGEEA
TTTTGEGTTC
GAAAGACTAT
AGCGACAGAT
TATGAACAAA
ACTGATTTTA
ACATACTGGG
ACAGAATACA
TGAGITTTCT
CCGGTAATGG
GITGATCAGA

CCAACTCCGA
AGTGAAAGAG
CCCAGAAGEA
ACAGGGTCCT
TCCTTCACCC
TGGCCCAGIC
AGGAGGGCECA
GCCTCTCATA
GACCCCCAAT
AGGACTGCAC
TGCAGCCAGA
ATTTTCCAGT
CCAGTGCGAG
CTTGAGCCTC
AGTGAGGCAT
AGCCCAGTCA
AAAAAATCTG
CTACTTGACT
ATCATCTTCA
AAGGAGCAGA
GACCGCACAG
ACATTCCCAC
GAGGACAAGA
AGAATTTGTA
AAGCCACAGA
AATCATAGAG
AAAAGGACTC
AAGTITTTCAC

TGTCAAAGAC
GCGCAGECCC
GAAACAGCAG
GCACAATTCT
CTAATTGGECC
GCAGAGCAGG
ACTCGCTCGAC
GACTGIGCAT
TCCTCTGTAA
TACCACAGAG
ACTCCAGCTC
GGITCTTCTG
TTCTTGGGIT
GCACCTTGCA
GATTGCECTGT
ACTCCACCGA
AACTGIGGAC
GIGAAGAAAA
TCAAGAAGAA
AGGECECTCTG
CACTATGTGA
CCAGATATTC
CAATAAAGEG
AAATTGTCAA
ATATCCCTTG
ATGITGIGGT
ATCTACCTCA
TACCAATTTT

AGGCAGGGGA
TACATTTAAA
AAAGCACTGA
CTGGGAAACA
TGTTCAAAAT
GCATCGACCC
AGCATGGATG
TCTGAGACAG
GCGGTAACAT
GAAGGAAATC
ATCCTCAGIG
AGGGECGACAG
TCATTGCCGG
ACCTGATGAC
TTCAGAGACT
GCACATAGTG
GGCCCAGGAA
AAGGCAGACA
ATTCTGGGGA
GCACCACTTC
CAGAATTTAA
TACATCCCAT
ATGTATCAGT
ATAACACGAA
GCCTATGECC
CGATTTACAA
CAGATCCCCA
GGAAAGAGAG

AAGAGCAGCG
GCTAGTCCCT
AGATGCACCC
TTTCCATGCT
CCTGACTCCA
TGATGCCTCC
TTCCCTGCAC
CCCCCTCGTC
CCTCTTCCCT
AGCCTGGAAA
TGGIGECTGA
CCCTTGGTCC
GAAAGATGAG
TTTGAAAAGC
AGAGAATACG
CTCTTTTGIT
ACTATTGTICT
AAGAAATGCT
CGTATGITGG
ACTGATGT GG
CAAGAGACTC
CCACAATACT
GIGGAGCCTT
AGTGGTGAAA
ATTTTTCTTA
CGTTGGEGTAA
GATTCACTCC
GAATTTTTTA

2297
2347
2397
2447
2497
2547
2597
2647
2697
2747
2797
2847
2897
2947
2997
3047
3097
3147
3197
3247
3297
3347
3397
3447
3497
3547
3597
3647
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CTTCTTTAAT
CTTTGACTAG
TCTGGICCTT
ATTTGCAAGA
CAGCACAAGA
TGGGTCAGGA
ATGGAAAACA
AAGGCATGTIG
CTGITCAAGAC
TACATATTAA
CTGICTTTTG
ATATGTAGIT
GITATAATACT
TCCTGTATTT
AGTGGTACAG
ACTGGATAAA
TAATCCACTC
GAAAGAAAAG
TCAGGAAACT
AGAGAGAATG
AGATCTTGIG
GCCTCAATTA
GACTACAATT
CACAATGTAA
GATAGACCTG
CTAAATACCA
GGTGGACACA
CAGTGGGAGG

AACCAGCATG
ACCTTCAATG
TGEEECTTGCG
GGAATTGATC
TCCTGCAGAG
GACCGCTGCT
GCCCCAACTC
TTGTTTAAGC
TGATACTACT
AAAAATGTGA
ACATTTGACT
GAATTCATCA
TAGATCCTCC
CCTTCTAGTA
TTTTCTTTAT
GAAAATGTGG
TCACACTGCT
AGGTTTAATT
TACAATCATG
AGTGCCACCA
AGAATTCATT
CCTCCTACCA
CGAGATGAGA
CCATAAAAAA
GAGGCCATTA
CTTGITCTCA
TAGAGGGAAC
AGGCGAGAGCGA

TGGAATGTAA
GAGAAACCAT
GCAGGECCGT
AGTATCACTT
CCTCTTTCCC
TCTGGCCATA
ACCCATGAGG
CATTGAGATT
GCCCECTTTTC
GCCTTTGTGA
TTGCATAAAA
ATCTTTTATT
TTATACTCTG
TAATTAAATC
CCAGTCTGTC
TACATATACA
ATGAAGAGAT
AACTCACAGT
GCAGAAGGCA
GGGGAAATGC
CACTCTCACG
GGITCCTTCCC
TTTGEGTGEG
GAATGAGATC
TTTTTAGCAA
CTTATAGGTG
AACACACACC
TCAGGAAAAA

TGAAATCTCC
GCACATAGAA
GACACAGGTT
TAAGTCCTCC
TCTGCCACAG
AGTCCTGCAA
GATGAAAAGC
TTAGAGCTTT
CTATTGATTT
TACGAATTCA
GITTATCTGT
TTGTATGGECT

CATCGICTTT
TACGGCACAG
CTGGECCAATG
ATTTAATTGG
TTATCAAGAA
GGAAAGCAAC
ACTCTTGAGA
TTGTCACTAT
GCGAGITCTT
ATTTGITTTC
GCATAATTTT
TTTTGGTTAT

AGITTCTTTC
TGTAAAAAGT
CTTGATGGEC
CCATGGAACA
ACCTGAGACT
TCCACATGEC
CCTCTTCATA
CAGATGCTTA
AGAACAGCAT
ATGACACATG
GACACAAAGC
ATGTCCTTTG
ACTAATGCAA
AGAGCTAAGT
AGGECTTATC
TAACTAATGG

TTTTTAATTC
AAGATGGAAG
ATTTAGGTAG
CTATGIGTAT
GCGTAATTTA
TGGGGAGACC
GGGTAGCAGG
TAAAGCCATC
GGGAAAAACT
GGAATTATGG
CAAACCATAT
CAGGGACATG
GAACAGAAAA
GATGAGAGTA
AGAGGGTGGA
GTACTAGECT

3697
*12
*62
*112
*162
*212
*262
*312
*362
*412
*462
*512
*562
*612
*662
*712
*762
*812
*862
*912
*962
*1012
*1062
*1112
*1162
*1212
*1262
*1312



GAATACCTGG GTGATGAAGT AATTCGCACA ACAAACCCCC ATGACACAAA *1362
CCTGCACATG TACCCCTGAA CTTAAAATAA AAGTAAAAAA AAAAAATCA
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