ATCTTGTGIC
CACAACGECC
GECEECEEEG

ATA

UBAL (NM 003334. 4)

GGCGECTCGG CTGTAAGGAG GTGGECAGGGA
GGGECGAGGAG AAGGCGGCAG CGCCGATTCT
GGECEECCEEG CTTGECTTCG - 47

AGGAGGAGAA

GGAGGAGGEGT

GCTCCTTGAG GAGITGECGG CGGECGCGACC

CCAGCTCGECC
CCGEGTTCTA
GGTGCCAACC
AGGCCCTTTIA
CGGCTCCAGA
GGAGATCGECT

GCTGTCCAAG
ACTGCTCCCC

AAACGT CCCG
TGCCCAGTCC

CGGGGAACCG
TGTCCGEECC
GIGITGICCG

AACGGAATGG CCAAGAACGG CAGTGAAGCA

CTCCCGGCAG
CATCCAGTGT
AAGAACATCA

CTGTATGIGT
CCTGGTATCA
TCCTTGGTGG

ATGACCAGEG CACTGCCCAG TGGECTGATC

CGCGGAGGAGG
CCCTGACCTC
TTGAGGACTT
CTGGAGGACC
GCTGGTGGTG
TTGGAGAGGA
GCTATGGITT
GGATGAGECC
AAGTACAGGG
GIrcCreeGre
CTACATCCGT

ACATCGGTAA
AACACCTATG
CCTTAGTGGT
AGCTGCGAGT
GCAGACACGC
AATGATCCTC
CTATGGITAC
CGACACGEGT
CATGGTTGAA
CTTATACCTT
GGAGGCATCG

AAACCGGEECC
TGCCTGTCAC
TTCCAGGT GG
GGGTGAGITC
GGGEECCTGTIT
ACAGATTCCA
CAAGGACAAC
TTGAGAGCGG
CTCAACGGAA
TAGCATCTGT
TCAGICAGGT

TGGGCCATGA
GGCCTGECEEG
GGTCAAGECT
TTTCCTCCCA
GAGGTATCAC
TGCCTACACT
TGGIGCTCAC
TGTCACAACC
TGGGCAGCTC
ATGGGGAGCA
CCCCGTGTGG
GGACTTTGTIC
ATCAGCCCAT
GACACCTCCA
CAAAGTACCT

CAACCACAAC - 147

AGGCGGCCCA

GCATTGATGT
TGATCCAAAG
AAGIGCCCTC
GACATAGACG
GGCAATGAAG
GCCTGEECET
GITACCCTAC
GITCTACCTG
AGCCCCGCCT
GGACCCCTCG
CAACACCCCC
GIGGCATCAA
TTCTGTGACT
GCCACTCAGT
TTACCTGCCT
TCCTTTTCAG
GGAGATCAAA
ACTTCTCCGA
AAGAAGATTA

- 97

4
54

104
154
204
254
304
354
404
454
504
554
604
654
704
754
804
854
904
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GCTTTAAATC
GACTTCGCCA
CCTGCACCAG
ACGAGGATGC
GCCCTGCCAG
GCTGGCATAT
GGEGECCTGEC
CCCATCATGC
CAAAGAGGTC
ACGGGCAAGT
CAGAAGTATT
GAACTTTGCC
TTACAGACAT
TTCCGEECCCT
TGTGCGCCAA
TGGGTCCTGA
GATGECGTGG
CCECCECTGT
GCACCAAAGG
AGITCCAGCC
GAACTTCCCT
TTGAAGGCCT
GACCCCAAGT
GGAGGTCCTG
CCTGGEECTCGA
TCGAACAACA
AAGCTCAGGA
TCACCTTTGA

CTTGGTGECC

TCACTGGCAG

AACCTGACTT

TGTGGTGACG

AGITTTCTCG CCCTGCCCAG CTGCACATTG GCTTCCAGEC
AGCATGECCG GCCACCTCGG CCCCCCAATG

TTCTGIGCTC

AGCAGAACTG GTAGCCTTAG CACAGGECTGT

CAGI'GCAGCA

AAATAACCTG

GACGAGGACC

GAATGCTCGA
TCATCCGGAA

GIGGECTCCTG GGGATCTGEC ACCCATAAAC CGCCTTCATTG
GITCATGAAGG CCTGCTCCGG GAAGITCATG

TGCCCAGGAA
AGTGGCTATA
CTCACAGAGG
GCCTGIGITT
TCCTGGT GGG
ATGATTGGEEC
GGACACCATT
GGGATGICAC
ATGAATCCAC

CTTTGATGCC
ACAAGT GCCT
GCCTCAGACC
TGCGEEEECC
TGGEECTGCGEG
GAGAAGTCAA

CTTGAGIGTC
CCAGCCCCAG
TGCAAGAGAA
ATTGECTGIG
GGAGGGTGGA
ATCTGAATCG

TCCCTGAGGA
AACCGITATG
GCTGGCCAAG
AGCTGCTCAA
GAAATCATCG
ACAGITTCTT

GAAGITAAAG TCTGACACGG CTGCTGCAGC

ATATCCGGGT

GACAAGCCAC

CACGGAGCGC ATCTATGATG ACGATTTTTT

CCAATCGCCCT
GICTACTACC
CAATGIGCAG
AGGACCCACC
AATGCCATCG
CTTCAAGCAG
TTGTGGAGCG
GAGCCTGIGC
CTGCGTGACC
TCCGGECAGCT
GCGCCGITCT
TGTCAACAAT

GGACAACGTG
GGAAGCCACT
GIGGTGATCC
TGAGAAGTCC
AGCACACCCT
CCAGCAGAAA
AACACTGCGCG
AGCGCAGCCT
TGGECCTGCC
GCTGCACAAC
GGTCTGEEECC
CCCCTGCATC

GATGCCCGCA
GCTGGAGTCA
CCTTCCTGAC
ATCCCCATCT
GCAGTGEECT
ATGICAACCA
CTGGCAGGCA
GGTGCTGCAG
ACCACTGGCA
TTCCCTCCTG
CAAACGCTGT
TGGACTATGT

CAGAACCGTG
CCAAAACCTA
TGTACATGGA
GGCACACTGG
AGAGTCGTAC
GTACCCTGAA
CGCGATGAGT
GTACCTCACA
CTCAGCCCTT
CGACCACAGA
CACCCAGTAC
ACCACGCTCAC
CCACACCCGC
GATGGCTGCT

954

1004
1054
1104
1154
1204
1254
1304
1354
1404
1454
1504
1554
1604
1654
1704
1754
1804
1854
1904
1954
2004
2054
2104
2154
2204
2254
2304

HATTA AAT8S AAT8T

o
o
2]
2

o
o
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GCCAACCTGT
TGCTGIGECC
AGTCTGECGT

TTGCCCAGAC
ACATTCCTCGC
CAAGATCCAT

CTACGEECTG
AGTCTGIGCA
GITTCTGACC

ACAGECTCTC
GGTCCCCGAA
AGGAGCTGCA

CGCCTCTGITG ATGACAGTCG TCTAGAGGAG CTCAAAGCCA

CCCAGACAAG
ATGATGACAG
CGGGCAGAAA
GATTGCAGGG
TTGECCTTGT
CTTGACTCCT
TTTCTCTGAA
GGACATTGTG
GAGATGACCC
AGAGATCACC
TGCCAGCTGC
GI'GAGCCGTG
GCTTGACGCTG
ATGICCGATA
TTGICCACCC
CTGGCAGIGG
CCTGAACCCC
AATAAAGAAT

CTCCCTGGAT
CAACTTTCAT
ACTATGACAT
AAGATCATCC

TCAAGATGTA
ATGGATTTCA
TCCTTCTGCA
CAGCCATTGC

CCCCATTGAC
TCGTGGCTGC
GACCGGCACA
CACGACCACA

AGGACCGAGC
TTCACCCCCA
GAGCGCCAAT
CTCTGCCCAG
TTTGAGAAGS
ATCCAACCTC
AGAGCAAGCT
GCAGCCGTGG

2354
2404
2454
2504
2554
2604
2654
2704

GIGICTGGAG CTGTACAAGG TTGTGCAGGG GCACCGACAG 2754

ACAAGAATGG
CCCCTTGCCG
GGATCGCTTT
TCAAACAGIT
ATGCTGTCCC

TTTCCTCAAC
CACCACGTCA
GAGGTACAAG
CCTCGACTAT
AGGCECGTGTC

TTGECCCTGC
CCAGTACTAT
GGCTGCAGCC

CTTTCTTTGG
AACCAAGAGT
TAATGGTGAG

TTTAAGACAG AGCACAAATT

CATGCTCTAT

CAAGCTCAAG GAACGGTITGG ATCAGCCCGAT

TGTCGAAGCG
TGCTGTAACG
CACCATCCGC
CTCTCCACAC
CCCAACTAGC
TCTTGCCACT
TAATAACTCC

AAAGCTGGEEC
ACGAGAGCGG
TGACCCCGTIC
CCCTTCCAGC
CAAGTCTGGT
GCCTTCTACC
CA

CGCCACGTGC
CGAGGATGTC
TGCTCCTCTA
CCAGGGITCC
GITCCCTCAT
TTGTTTGAAA

TCCTTCTTCA
GACAGAGATT
GEECECTEGET
GAGGTTCCCT
GCECTEECCCC
CATTTGCECTT
CATCCCCCTA
CCTGAATCCT

2804
2854
2904
2954
3004
3054
3104
3154
*27

*77

*127
*177

1894S
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