ACTCCTGGAT
TGCTCCTGEG
CCTTGGGAAG
CGITCTCACT
GGCAGCTGTA
TGGTGIGCTA
TTTGGAGCCC
AGAAAGGAGG
CCACAACACC
TCAGCTTCTC
AAGCACCTGT
CGGECTGCECCA
CTGCCTAGAG
CCGGACGCCTT
GGGECTCAGCT
TCAGCCGT GG
CGCCGAACTG
GACATCCGECC
GIACTGCGAC
CCCCGGTGTC
CCGCCGAAGC
GCGAGCCTTG

AGGCAGCTGG
GITCCTCCTG
CCCCCAAGGA
GICACCGEGEG
CCACAAATGT
CCACCCCCAA
AAGAAAGT GA
GACCTGIGTG
TCACTGGAAA
CGGITTTTCC
GGCCAGATGC
GCCAGCCCTG
GIGGAGGEGECC
CTGCGACGTG
ACCGCGECCT
GCCTCGGAGG
GGGACTGEEC
CGTGGTCCTT
CTGGCACAGT
CCCTAGCCTT
CTCAGCCCAC
CCGGECGAAGC

ACCAACGGAC
GIGAGCTTGG
GCATAAGTAC
AGCCCTGCCA

F12 (NM 000505.

GGATGCCATG
AGTCAACACT
AAAGCTGAAG
CTTCCCCTTC

AGGECTCTGC
TTCGATTCCA
AGCACACAGT
CAGTACCACC

ACCCACAAGG GCCGGECCAGG CCCTCAGCCC

CTTTGATCAG
AAGACCACTG
AACATGCCAA
CCACTGCCAG
ACAAGAATCGA
CAGTGCAAGG
CCGCACCAAC
ACCCCCTGTG
GACACCAAGG
GGCCAGGACC
CCACCTACCG
GGCCACGCCT
CGTGCCTGAAC
GCCAGACCCC
CATGTCCCAC
GACCCGGACC
GGGAGCAGCC

GACCAGCGAT
CAGCAAACAC
GCGGCCCCCA
AAAGAGAAGT
GATATGGTAT
GICCTGATGC
CCGTGECCTCC
CCACTGCCCG
CAAGCTCGCTA
ACGCTCTCGG
GAACGTGACT
TCTGCCCGAA
CGCGACCEEC
AACCCAGECG
TCATGCCCGC
CCGCCTCAGT
GCCTTCCCTG

GCCGATACTG
AGCCCCTGCC
CTGICTCTGT
GCTTTGAGCC
AGAACTGAGC
CCACTGCCAG
ATGGEEEGTCG
GIGGGCTACA
TGATGGECCGC
GIGCGCCCTG
GCCGAGCAAG
CCCGGACAAC
TGAGCTGGGA
GCGCCTCCEA
GCAGCCGGCA
CCCAGACCCC
ACCAGGAACG

ATA

13
63
113
163
213
263
313
363
413
463
513
563
613
663
713
763
813
863
913
963
1013
1063
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GCCCACTGAG CTGCGGEGECAG CGECTCCGCA

CGCGTCGITG
CGCCCTGTAC
GCTGGGTGCT

GCGEEECTEET
TGGGGECCACA
GACGGECCECT

GGCGCTACGC
GITTCTGCGC
CACTGCCTGC

GATCTGACGG TGGTGCTCGG CCAGGAACGC
GIGCCAGACG TTGGCCGTGC GCTCCTACCG CTTGCACGAG GCCTTCTCGC

CCGTCACCTA
GACGGCAGCT
AAGCGEECGECC
GGGGECCACCA
GCGCAGGTAC
CGGATCCTCC
GCACCGATGC
CAACCTCGCAG
GCCCTGIGGT
ACCTGECCTG
TCTTTCCCTC
GCCAAGATTG
GCGCAGGAAC

CCAGCACGAC
GCGCECTCCT
GCGCGACCCT
GITCGAGEGEG
CGITCCTCTC

CTGGCTCTGT
GICGCCTTAC
CCGAGACCAC
GCGGAGGAAT
CCTGGAGCGC

AGAGTCTGIC
GGGEECGECACC
CGGECAGCCTC
AGGACCGECC
CGTAACCACA

TGCGCCTTCA
GI'TCAGCCGG
GCTCTGCCAG
ATGCCAGCTT
TGCTCAGCCC

ATCCTCCCCG GCATGCTCTG CGCAGGGITC

GIGCCAGEGT
AGCGCCGECT
GACCGCAACA
GATCCGEGAG
CTTGGTGATT
TGTCCCATTC
TCAATAAAGT

GATTCCGCGAG
CACCCTGCAA
AGCCAGGCGT
CACACCGITT

GCCCCCTEET
GGCATCATCA
CTACACCGAT
CCTGATTGCT

TTCGATGACC
CCTACATCGC
ATCGCCCCCT
CGCACCCGAG
GCTGTGAGCC

GGAGGATGCG
TGTGCCTGCC
GIrGECCEECT
CCTGCAGGAG
CGGACGTGCA
CTCGAGGEECG
GIGTGAGGAC
GCTGGGGATC
GI'GGCCTACT
CAGGGACTCA

CCGCAGTGAG AGAGTGGECTG GGGCATGGAA
CCCCAGITGCG GCCAGCTCCG CGCCAGGATG *115

GCTTTGAAAA

TGCTGA

F12 (NM 000505. 4) -
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1163
1213
1263
1313
1363
1413
1463
1513
1563
1613
1663
1713
1763
1813
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