AGCCCGTTCC
CAGGACCCAG
CCTCCTCCAC
GITCAGAGAC
GITAAATTCT
CCTGTTGGAT

Me

CAGCCCAGTG
d nProSer G

TCCTCTGGGG
rProLeudy

CTGAGACCCT
rod uThr Le

ATCCGGCAGA
Il eArgd nS

TTTCCAAGCC
sPhed nAl a

TGCTCCGCGC
GITACTTGGEG
TGCGGGEGTCT
ATATTCTGIT
TCGGAAATGC
GAATAGGCAC
t AsnArgHi s

GTGGECCCEEC
| yd yPr oAl

AAGCCAGCCA
LysPr oAl aM

CCAGCCCTGC
ud nArgCys

GCAACCAGAT
er Asnd nl |

AGCCAGAGGG
Ser d nArgG

ATA

| KBKG (NM 003639. 4) -

TTCTGGAGCA
CGCCGACCTG
GACCCTACTC
CACCAAACTT
CTCACATATA
CTCTGGAAGA
LeuTr pLysS

AGCAGATCAG
aAl aAspd n

TGCTGCACCT

et LeuHi sLe

CTGGAGGAGA
Leud ud uA

TCTGCGGGAG
eLeuArgd u

AGGAGAAGGA
| ud uLysd

CTGGCCAAGG
GACTGITTCT
CTTGIGTGAG
GACTGCGCTC
GTTTGGCAGC
GCCAACTGTG
erd nLeuCy

GACGTACTGG
AspVal LeuG

GCCTTCAGAA
uProSer Q@ u

ATCAAGAGCT
snd nd uLe

CGCTGCGAGG
ArgCysd uG

GITCCTCATG

CGGECCGATT
ACTCCTCCCT
GACTCCTCTA
TATCGAGGTC
TAGCCCTTGC
TGAGATGGTG
sA uMet Val

GCGAAGAGTC
| y3 ud uSe

CAGGGCGCTC
d nd yAl aP

CCGAGATGCC
UAr gAspAl a

AGCTTCTGCA

| uLeuLeuH

TGCAAGTITCC

-209
- 159
-109
-59
-9
42
14

92
31

142
48

192
64

242
81

292

uPheLeuMet CysLysPheG 98
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AGGAGGCCAG
| NG uAl aAr

AAGAGGCAGA
LysArgd nL

CCAGCAGCAG
s@ nd@ nd@n

CCTTGCCTCGG

er LeuLeud

AAGGAATGCC
Lysd uCysG

GCGGCACGCTG
aArgd nLeu

AGGTGGACCA
I nval Aspd

ATGGAGCGCC
Met G uAr gG

GGTGGCCTAT
nVal Al aTyr

GAAACTGGTG
gLysLeuVal

AGGAGCAGEC
ysd ud nAl

ATGCCCTGAGG
Met Al ad uA

GGAGCTCCAG
y@d uLeud n

AGGCTCTGGA
| nAl aLeud

GAGAGTGAGC
d uSer d uA

GCTGCGCATG
nLeuAr ghvet

AGGCCGCCTC
| nAl aAl aSe

CACCACGCTCT
Hi sd@ nLeuP

GAGAGACTCG
G uArglLeuG

TCTGCGGGAG
aLeuArgd u

ACAAGGCCTC
spLysAl aSe

GAGAGCCAGA
d uSerd nS

GGGTCEEECC
ud yArgAl a

GCGAGGCGECT
rgd uAl aLe

CAGGGCCAGA
d nd yd nS

GGAGGAGAAG
rd ud uLys

TCCAAGAATA
hed nd uTy

GCCTGGAGAA
| yLeud uLy

GTGGAGCACC
Val A uHi sL

TGTGAAAGCC
rVal LysAl a

GTCGCTTGGA
er ArgLeud

CGGGCGGCCA
Ar gAl aAl aS

GCAGCAGCAG
ud nd nGE@n

GCGTGGAGGC
er Val d uAl

AGGAACGCTGG
ArgLysLeuA

CGACAACCAC
r AspAsnHi s

GCTCGATCTG
sLeuAsplLeu

TGAAGAGATG
euLysAr gCy

CAGGTGACGT
d nval Thr S

GGCTGCCACT
uAl aAl aThr

GCGAGCAGGC
er d ud nAl

CACAGCGTGC
Hi sSer Val G

CGCGCTCCGC
aAl aLeuArg

CCCAGITGCCA
| ad nLeud

ATCAAGAGCA
Il eLysSer S

342
114

392
131

442
148

492
164

542
181

592
198

642
214

692
231

742
248

V199V (Q205*
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GCGTGGTGGEG
er Val vVal d

CAGCAGCTCC
d nd nLeuG

CGATAACCTG
eAspLysLeu

TTCCGGTGCT
al ProVval Le

GAGAGGCAGG
G uArgd nA

GCAGCTGGAG
ud nLeuQ u

AGGAGTCGGC
| n@ uSer Al

CAGGCCCCCT
d nAl aProL

GCCCAGCCAG
uProSerdn

CCAAGT GCCA

CAGTGAGCGG
ySer d uArg

AGCAGGCCGA
| nd nAl ad

AAGGAGGAGG
Lysd ud uA

GAAGGCCCAG
uLysAl ad n

CCCGGGAGAA
| aAr gG uLy

CAGCTGCAGA
d nLeud nA

CACGATCGAG
aArglledu

TGCCCCCCGC
euPr oPr oAl

AGGAGGAGCC
Ar gAr gSer P

GIATCAGGECC

AAGCCGAGGAA

TGCAGCTGEA

LysArgd yM et d nLeud

GGAGGCCCTG
ud uAl aLeu

CCGAGCAGCA
| ad ud nHi

GCGGATATCT
Al aAspl |l eT

GCTGGCCGAG
sLeuAl ad u

GGGAGTACAG
rgd uTyr Se

GACATGAGGA
AspMet Ar gL

CCCTGCCTAC
aPr oAl aTyr

CCCCCGAGGA
roProd u@

CCTGATATGG

GTGGCCAAAC
Val Al aLysG

CAAGATTGTG
sLysl | eVal

ACAAGGCGGA
yrLysAl aAs

AAGAAGGAGC
LysLysd uL

CAAACTGAAG
rLysLeulLys

AGCGGCATGT
ysSAr gHi sVva

CTCTCCTCTC
LeuSer Ser P

GCCACCTGAC
uPr oPr oAsp

ACACCCTGCA

AGATCTCAAA
UAspLeulLys

AGGAGGTGAT
| nd@ uVval ||

ATGGAGACCG
Met d uThrV

CTTCCAGCCT
pPhed nAl a

TCCTGCAGGA
euLeud nd

GCCACCTGTC
Al aSer CysG

CGAGGTICTCC
| d uVval Ser

CCCTGECCCT

roLeuAl aLe

TTCTGCTGIC
PheCysCysP

GATACATGTC

792
264

842
281

892
298

942
314

992
331

1042
348

1092
364

1142
381

1192
398

1242



roLysCysd

ATGGAGTGCA
Met G uCysl

GACGTGCCCG
CCAGGATGAA
CCCAGGAGCT
CCCTCTTTTG
TTTGTTCCCT
TCTTCCTCCA
AGCGAGAACT
CGGACACCGA
ATGCACACGG
CAGACCGATG
TCCCATCTTT
TTA

nTyrd nAl a

TTGAGTAGGG
| ed uSt op

GGACCGTGCA
GGECTGEGETG
GGCCGCGECA
GGGTAGATGC
TCTGICTGCT
CCCGCCACTG
GCTTCCCCTG
CCCECCCECT
GTGCTCTCCT
TGTATTTAAC
TTGITACCAT

ProAspMet A

CCGGECCAGTG

GICTGCCCTT
GCCACAACTG
CCTTACCCTT
GGCCCCGATC
CGAACCACTT
GCGAAGTCAA
GCAGACCTGG
GCTGTGCCCT
TTTGECECTGC
CAGTCACTAT
AAATAATGEC

spThr Leud

CAAGGCCACT

TCCTCTCCCG
GGATGCCACC
CACCTGITGA
AGGCCTGACT
GCCTCGEEECT
GAATGEEECC
GIGGCACGCTC
GGGAGICCTG
ATGCTATTCC
TGATGGACAT
ATAGTAAAAA

nl | eH sVval

GCCTGCCGAG

CCTGCCTAGC
TGGAGCCCCA
TCCGCTGGTC
CGCTGCTCTT

TTGEGITGIT
TCCTTGIGCA

414

*32

*82

*132
*182
*232
AATCCCTCCC *282
TGEGEECTCTC *332
TTCCTCCCAC *382
CCCTCTTACC *432
ATTTTGCAGC *482
*532
*582

| KBKG ( NM 003639. 4)
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