AGCCCGTTCC
CAGGACCCAG
CCTCCTCCAC
GITCAGAGAC
GITAAATTCT
CCTGTTGGAT
CAGCCCAGTG
TCCTCTGGEGEG
CTGAGACCCT
ATCCGGCAGA
TTTCCAAGCC
AGGAGGCCAG
AAGAGGCAGA
CCAGCAGCAG
CCTTGCTCGG
AAGGAATGCC
GCGECACCTG
AGGTGGACCA
ATGGAGCCCC
GGTGGCCTAT
GCGTGGTGEG
CAGCAGCTCC

TGCTCCGCGC
GITACTTGGEG
TGCGEEGTCT
ATATTCTGIT
TCGGAAATCC
GAATAGCCAC
GIrGECCCEEC
AAGCCAGCCA
CCAGCECTGC
GCAACCAGAT
AGCCAGAGGG
GAAACTGGTG
AGGAGCAGCGC
ATGCCTGAGG
GGAGCTGCAG
AGGCTCTGGA
GAGAGTGAGC
GCTGCGCATG
AGGCCGCCTC
CACCAGCTCT
CAGTGAGCGG
AGCAGGCCGA

TTCTGGAGCA
CGECGACCTG
GACCCTACTC
CACCAAACTT
CTCACATATA
CTCTGGAAGA
AGCAGATCAG
TGCTGCACCT
CTGGAGGAGA
TCTGCGCEGAG
AGGAGAAGGA
GAGAGACTCG
TCTGCGGEGAG
ACAAGGCCTC
GAGAGCCAGA
GEGTCEEECC
GCGAGGECECT
CAGGGCCAGA
GGAGGAGAAG
TCCAAGAATA
AAGCGAGGAA

CTGGECCAAGG CGGEGECCGATT - 209
GACTGTTTCT ACTCCTCCCT - 159
CTTGITGTGAG GACTCCTCTA -109

GACTGCCCTC
GITTGECAGC
GCCAACTGTG
GACGTACTGG
GCCTTCAGAA
ATCAAGAGCT
CGCTGCGAGG
GITCCTCATG
GCCTGGAGAA
GIGGAGCACC
TGTGAAAGCC
GICGCTTGGA
CGGGCGCECCA
GCAGCAGCAG
GCGTGGAGEC
AGGAACCTGG
CGACAACCAC
TGCAGCTGGA

TATCGAGGTIC
TAGCCCTTGC
TGAGATGGTG
GCGAAGAGTC
CAGGGECECTC
CCGAGATGECC
AGCTTCTGCA
TGCAAGITCC
GCTCGATCTG
TGAAGAGATG
CAGGTGACGT
GGCTGCCACT
GCGAGCAGEC
CACAGCGTGC
CGCECTCCEC
CCCAGTTGCA
ATCAAGAGCA
AGATCTCAAA

GGAGGCCCTG GTGGCCAAAC AGGAGGTGAT

ATA

-59
-9

42

92

142
192
242
292
342
392
442
492
542
592
642
692
742
792
842
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CGATAACCTG
TTCCGGTGCT
GAGAGGCAGG
GCACCTGCGAG
AGGAGTCGCEC
CAGGECCCCCT
GCCCAGCCAG
CCAAGT GCCA
ATGGAGTGCA
GACGTGCCCG
CCAGGATGAA
CCCAGGAGCT
CCCTCTTTTG
TTTGITCCCT
TCTTCCTCCA
AGGGAGAACT
CGGACACCGA
ATGCACACGG
CAGACCGATG
TCCCATCTTT
TTA

AAGGAGGAGG
GAAGGCCCAG
CCCGCGGAGAA
CAGCTGCAGA
CACGATCGAG
TGCCCCCCGC
AGGAGGAGCC
GTATCAGGCC
TTGAGTAGGG
GGACCGIGCA
GCECTGEGTG
GGCCGCGECA
GGGTAGATGC
TCTGICTGCT
CCCGGECACTG

CCGAGCAGCA
GCGGATATCT
GCTGGCCGAG
GGGAGTACAG
GACATGAGEA
CCCTGCCTAC
CCCCCGAGEA
CCTGATATGG
CCGGCCAGTG
GICTGCCCTT
GCCACAACTG
CCTTACCCTT
GGCCCCGATC
CGAACCACTT
GGGAAGTCAA

CAAGATTGTG
ACAAGGCGGA
AAGAAGGACC
CAAACTGAAG
AGCGGCATGT
CTCTCCTCTC
GCCACCTGAC
ACACCCTGCA
CAAGGCCACT
TCCTCTCCCG
GGATGCCACC
CAGCTGITGA
AGGCCTGACT
GCCTCEEECT
GAATGGEGEECC

GCTTCCCCTG GCAGAGCTGG GTGGCAGCTC

CCCGCCCECT
GIGCTCTCCT
TGTATTTAAC
TTGITACCAT

GCTGTCGCCCT
TTTGEECTGC
CAGTCACTAT
AAATAATGEC

GCGAGICCTG
ATGCTATTCC
TGATGGACAT
ATAGTAAAAA

| KBKG

ATGGAGACCG
CTTCCAGECT
TCCTGCAGGA
GCCAGCTGTC
CGAGGTCTCC
CCCTGECCCT
TTCTGCTGIC
GATACATGTC
GCCTGCCGAG
CCTGCCTAGC
TGGAGCCCCA
TCCCCTGGTC
CCCTGCTCTT
AATCCCTCCC
TGGEGEECTCTC
TTCCTCCCAC
CCCTCTTACC
ATTTTGCAGC
TTGGGITGIT
TCCTTGIGCA

(NM _003639. 4)
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