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AGACGTGAAG
TCTGGCCGAC
GATCCTGAAG

Met LeulLys

GCCAAAGAAA
ysd nAr gAs

CACGCACGCA
Hi sAl aAr gL

GGICATTCTG
yVal I | eLeu

ACAAGAGCTG
spLysSer Cy

GGGCCTGGAG
d yAl ad yVv

CAAGATGGAG
rLysMetd u

CCTAGCAGAG
TCATCCGCCC

GACTTTTTAG CTGCTCACTG GCCCCCCTTG
GCGACCCCTA ATCCCCTCTG CCTGCCCCAA

CCAGCCCTGG AGCCCCGAGG GECCTTCTCC TICGAGAACT

Pr oAl aLeuG

TGCATCATTG

nAl aSer Leu

AGACCGGGAC
ysThrd yTh

GGCGCCCGATA
d yAl aAspT

CGAGAAGATC
sd uLysll e

TAGCCGCGEA
al Al aAl aAs

CTACACGCGT
LeuHi sAl aL

| uProArg@ yd yPheSer Phed uAsnC

GAACGCGTCC TCCCGEEECT CAAGGTCCCT
d uArgVal L euProd yLe ulLysVal Pro

CACCATCGCG GGCCTGGTGT TCCAAGACGG
rThrileAla @ yLeuVal P hed nAspd

CGCGAGCCAC TAACGATTCG GTCGTGECGG
hr Ar gAl aTh r AsnAspSer Val Val Al aA

CACTTCATCG CCCCCAAAAT CTACTCGCTGT

Hi sPhel | eA | aProLysl| eTyrCysCys

CGCCGAGATG ACCACACGGA TGGTGGECGTC
pAl ad uMet Thr Thr ArgM et Val Al aSe

TATCTACGGG CCGCGAGCCC CGCGIGGCCA
euSer Thrd yArgd uPro ArgVal Al aT
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GCTCTGGICA
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AACATGACGC
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CCCGATCTTG
ad yll elLeu

TCACAAAGAC
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CCCGTGAAGA
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CCTGACCCAG
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CATCCTGCGC
gl l eLeuArg

TGATCGI GGG
eul |l eval d

CCCCATGGCT
ProH sd yS

GGACGCGECC
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TGGAGGCTGC
eud uAl aAl

GGTGACCTGG
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TGGCGCCAAG
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GGICTGGECCG
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ACAGTGAAGC
Thr Val LysP

CAGACCCTCT
d nThr LeuP

CGGCGTAGAC
yQd yVal Asp

CCTACAGCCG
er Tyr Ser Ar

CTGGCGGIGC
LeuAl aval L

TCAGGGGECTG
ad nd yLeu

GCTCCGEEEG
lySerd yd

CTGCTGCGGA
LeuLeuArgT

CTACCACTTT
gTyr Hi sPhe

CACTAACCCT
roLeuThr Le

TCAGGTACCA
heArgTyrd

CTGACTGGAC
LeuThrd yP

TCTGCCCTTC
gLeuPr oPhe

TAGAAGACCG
eud uAspAr

CTGGTGRAAG
LeuVal d uA

CAATGTGGAC
yAsnVal Asp

CACTGAGCTC
hr LeuSer Se

GITGCCTGGAA
Val Prod yT

GGAGCTAGTG
ud uLeuVal

GGGCCACGTG
nd yHi sVal

CGCACCTCTA
rod nLeuTy

ACAGCCCTGG
Thr Al aLeuG

GTTCCAGCCG
gPhed nPro

CCGTCACCGC
| aval Thr Al

GCATGTGTGA
Al aCysVal |

ACCCACAGAG
rProThr@ u

CCACAGCTGT
hr Thr Al ava

GAGGAAACTG
d ud uThrV

399
133

449
150

499
167

549
183

599
200

649
217

699
233

749
250

799
267

®
o
Ny
)

&01R GA &R01R &KR09R



https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=40&Id_mutation=3007&page=sequence&seq=cDNA&ancre=3007&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=40&Id_mutation=3007&page=sequence&seq=cDNA&ancre=3007&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=40&Id_mutation=3067&page=sequence&seq=cDNA&ancre=3067&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=40&Id_mutation=3125&page=sequence&seq=cDNA&ancre=3125&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=40&Id_mutation=2915&page=sequence&seq=cDNA&ancre=2915&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=40&Id_mutation=3067&page=sequence&seq=cDNA&ancre=3067&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=40&Id_mutation=3125&page=sequence&seq=cDNA&ancre=3125&prot=1

TGCAGGCTAT GGAGGTGGAG TAAGCTGAGG CTTAGAGCTT GGAACAAGGG * 27
al d nAlaMe t@ uValdu Stop

GGAATAAACC CAGAAAATAC AGITAAA
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