AGACGTGAAG CCTAGCAGAG
TCTGECCGAC TCATCCGECCC
GATCCTGAAG CCAGCCCTGG
GCCAAAGAAA TGCATCATTG
CACGCACGCA
GGTCATTCTG GGCGCCCGATA
ACAAGAGCTG CGAGAAGATC
GGGEECTCGAG TAGCCGCGGA
CAAGATGGAG CTACACGCGT
CGGICACTCG CATCCTGCGC

AGACCGCGGAC

GACTTTTTAG CTGCTCACTG
GCGACCCCTA ATCCCCTCTG
AGCCCCGAGG GEECTTCTCC
GAACGCGTCC
CACCATCECG GECCTGGTGT
CGCGAGCCAC TAACGATTCG
CACTTCATCG CCCCCAAAAT
CGCCGAGATG ACCACACGGA
TATCTACGGG CCGCGAGCCC

TCCCEEEECT

GGTGCATCGC
CGGTGIGCAT
GCTCTGGICA
AACATGACCC

TCACAAAGAC
CCCGTGAAGA

TGATCGTGGG
CCCCATGGECT
GGACGCGEECC
TGGAGGCTGC

TGGCGCCAAG
GGTCTGECCG

CCTGACCCAG ACAGTGAAGC
GGAGGTGCGAG
CAGAAAATAC

TGCAGCCTAT
GGAATAAACC

CAGACGCTCT
CGGECGTAGAC
CCTACAGCCG
CTGECEGETGC

TCAGGTACCA
CTGACTGGAC
TCTGCCCTTC
TAGAAGACCG

GCCCCECTTG
CCTGCCCCAA
TICGAGAACT
CAAGGTCCCT
TCCAAGACGG
GICGTGECGEG
CTACTCCTGT
TGGIGECGTC
CGCGTGGCCA
GGGECCACGTG
CGCAGCTCTA
ACAGCCCTGG
GITCCAGCCG

TCAGGGGECTG CTGGTGGAAG CCGTCACCGC
CGGGATCTTG GGTGACCTGG GCTCCEEEEG CAATGTGGAC

CTGCTGCGGA
CTACCACTTT
CACTAACCCT
TAAGCTGAGG
AGTTAAA

CACTGACCTC
GIGCCTGGAA
GGACCTAGTG
CTTAGACGCTT

GCATGIGIGA
ACCCACAGAG
CCACACCTGT
GAGGAAACTG
GGAACAAGGG
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