evers

cDNA + Protein -

ATA

CDC42 (NM 001791. 4) - 2026- 05- 31

GCAGTGCTGC
AAATATTTAA

GIGITGITGT

ysVal Val Va

TACACAACAA
Tyr Thr Thr A

CTATGCAGTC
nTyr Al aval

TTGATACTGC
heAspThr Al

CCACAAACAG
Prod nThr A

ATTTGAAAAC
r Phed uAsn

CAACGCCCCG
AGTGGATACA

GGGCGATGGT
| d yAspdy

ACAAATTTCC
snLysPhePr

ACAGITATGA
Thr Val Met |

AGGGCCAAGAG
adyd@ ndu

ATGTATTTCT
spVal PhelLe

GTGAAAGAAA
Val Lysd uL

GIGGAGAAGC
AAACTATTTC

GCTGITGGTA
Al aval d yL

ATCGGAATAT
oSer @ uTyr

TTGGTGGAGA
|l ed yd yd

GATTATGACA
AspTyr AspA

AGICTGTTTT
uVal CysPhe

AGTGGGTGCC
ysTrpVal Pr

TGAGGTCATC
AGCAATGCAG
Metd n

AAACATGTCT
ysThr CysLe

GTACCGACTG
Val ProThr V

ACCATATACT
uProTyr Thr

GATTACGACC
rgLeuAr gPr

TCAGIGGICT
Ser Val Val S

TGAGATAACT
od ul | eThr

ATCAGATTTG
ACAATTAAGT
Thrll eLysC

CCTGATATCC

uLeul | eSer

TTTTTGACAA
al PheAspAs

CTTGGACTTT
Leud yLeuP

GCTGAGITAT
oLeuSer Tyr

CTCCATCTTC

er ProSer Se

CACCACTGTC
H sH sCysP

-35
16

66

22

116
39

166
56

216
72

266
89

316
106

9
<
3
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CAAAGACTCC
roLysThr Pr

CCCTCTACTA
Pr oSer Thr |

AGAGACTGCT
od uThr Al a

AGTGTTCTGC
| uCysSer Al

ATATTGGECTG
I | eLeuAl aA

GCTGCTATGA
| LeuLeuSt o

TCATACTAAA
CGTTTTTGCA
TGAGACAAGG
TTAATTTTGA
TTGITGITTC
TTTTTTGITG
CTAATTGGAA
TGGGACATCT
GGGECGAGTGT
AACCAGTGGT

TTTCTTGCTT

oPhelLeulLeu

TTGAGAAACT
| ed uLysLe

GAAAAGCTGG
d uLysLeuA

ACTTACACAG
aLeuThrd n

CCCTGGAGCC
| aLeud uPr

ACATCTCTCC
p

AGCAATGITT
ATAATGACAA
CCCATAGGTA
GTAATTGTAT
AAAAAAAAAA
TTTAAAAGCA
TTGTTGAACGC

GITGGGACTC
Val d yThr G

TGCCAAGAAC
UAl aLysAsn

CCCGTGACCT
| aAr gAsplLe

AAAGGCCTAA
Lysd yLeulL

TCCAGAACCG

oProd uPro

AGAGCCCTTT

AAATCAAACT
ATGCCCTCCA
TGGECCCCCCC
TGTCAGAAAA
TTTTTGIGIG
AGGCATGCTT
TGCTCCCTCG

TAGTGITTTG
GIGIGGEGIT
TAGCCCTTAA

ITTTGITTTT
TGITTTTTAG
GGGEGAGGAGG

AAATTGATCT
I nll eAsplLe

AAACAGAAGC
Lysd nLysP

GAAGCCTGTC
uLysAl aVval

AGAATGTATT
ysAsnVal Ph

AAGAAGAGCC
LysLysSer A

CTGCACAGCT

AAAGATTAAA
CCTACCCACA
CTTCCCCCTC
GIGATTAGTA

CAGAGATGAC
UAr gAspAsp

CTATCACTCC
roll eThrPr

AAGTATGTGG
LysTyrVal G

TGACGAAGCA
eAspd uAl a

GCAGGTGTGT
r gAr gCysVa

GGIGICGGCA

AATTAAAATT
TGCACTCGIG
CCAGTACTAG
CTATTTTTTT

TGIGIGITTT

GIGGATGACT
TTCCACTCTG
TTCCCTCCTC
TCTTGITTTT
ACGCGATTGAT

ITTTTTTTTTI
CTGTAACAGA
GAGAGTAATC
TTTTTTTTGG
TTAATTCATT
TCCACATTCC

366
122

416
139

466
156

516
172

566
189

x40 *192C24

*90

*140
*190
*240
*290
*340
*390
*440
*490
*540
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ACTTCCTAGA
AAGGAGTATA
GCCTTTTCTC
AAGTCGGTGG
GIGACTGTGA
GAAGTTAATT
CTTTGAAATG
CCTTTCAGTC
ATATCGIGIT
GAGGGGTGGET
AAGTTAGGAG
GGGTGEEGAG
ATTTCTGITT
AGITTAATAA
TTAATAGGGA
AATGITGAGG
ATTAGIGITG
TCTTTTCAGA
GGTTGITATT
ATTTGACTCT
AAACGCTTTAT
GCCCTCTATA
CTTAAATACC
AAGCTCACTG
GATCATTGAA
CTCCAACTGG
TTTCTAAAAT
CAAACTACTA

TCTAGITTAG
GTAAATGCCT
TCCACCCTTG
AGCCCATCTT
CTTTCAAGEA
TCTAACTTCT
CACCAAATGA
ATTGICTTAT
CCTAGAATGC
GCTAGAAGAC
GATGGAGECC
AACACTTAAC
TGCATATGAG
AAATCATGGA
TTTTTTCAGC
TAATCTTTCC
AACCAATGCT
TGTATTAAAC
TTCCCTCCGT
TGATAACATC
TATTTTTATT
TGTTCAGGIT
AAGTAGGTCC
CTCATGGTGG
AAGCAGCTCA
AGIGCAGCTT
GTAGCCAAGT
CTATCAGAAT

AAAACATGIT
CATTTAATAA
AGTAGATCCA
GCCCCTCCTC
CATTTGITTG
TTCACTGATA
ATTGAGITTG
ATGCTTAGCA
AGCTGAAGAC
AGACATCTGT
TGCTTCATTA
AACATGGECGA
GAACCCTAGA
AAGACTCTTA
TTATTTTGGT
CACCTTCCCA
TTCTCATGIC
AAACAAAAAC
CTCTTACTTT
AATTTCTAAC
TTCTGGCATT
TGTGCTTTCT
ATAATAATTC
AAGGAAATGT
TTTTCCCCCA
GAACAATGTG
TTGGGAATCA
ACAGGITCTG

CCCCATCTGG
CATACTCCTT
GTATTTGATG
TTTTCTAGGA
CCATTTCCTG
AATGAAGAAA
TAATTAAAAA
TAGATTTGCA
CTGITATGTA
GGAATGATTC
AGAAGCT GGG
CCAGTCAGSG
GCAGCCAGGT
ATGCAGACTC

TGCTCTTAGG
TTTGAAAGIT
AAACTCATGA
CGCACTATAT
ATTTTTTTGG
AGTATTGCAC
AATTTTTTTC
GCTCAGTAGT
GAGGAAATAC
ACATCCTCTC
GGTAGEGTGG
GAATCCCCTT
GAGGCTCTCT
TTCTTAAGIG

TGCAGTITTCC
AACCTAATTC
TCAATTCTTT
CCTTCACAAG
TCAGATATTG
AAACTTTGCEG
TTAGITTGAG
CCTCTAAGTT
TTAGTGAAGC
CAGTGTACCT
AGITTTCTCGC
ATTTTTAAGT
CCACACCTAG
TGCTGCGAAT

AATTTTTAAA
TTGTAGATGC
GTATATGCAT
CCAGCCTGAG
AGGAGT GCGA
ATAAAATTTT
ATAATATTTA
TGACCCTTCC
AGTGITCAGG
TTAATCCATA
ATCAGTGGIT
TTTCCAGGCA
TTGGTTATCT
CTGAATATGG

*590
*640
*690
*740
*790
*840
*890
*940
*990
*1040
*1090
*1140
*1190
*1240
*1290
*1340
*1390
*1440
*1490
*1540
*1590
*1640
*1690
*1740
*1790
*1840
*1890
*1940



GATACATTTT
ATACTGATCT
AAGGTTGGTA
GITTGECATG
AGGGGTTAGG
GCATCTTATT
TGTGATACCC
CGTATAGGTC
CATGATATGG
TGAGTAAGTG
TGTATCAGAA
TAAATATTTT
TGGATGCAGC
CAAACTTGCT
GITATGATTTA
AGITTGIGIC
TATTTATAAG
TTTTTTTTGA
CGCGATCTCG
CTGCCTCAGC
CGCCTAATTT
AGAATGGTCT
AAGTCCTGGEG
TTATAGITAA
TGTATTCTAA
TATTTCCTTC
AGGATACCTG
CTTTTGCCCT

CTTTAGGTAG
GCATGAGAAT
CACTGTGECC
ATTTGCATAC
AAGAGGCAGA
TATTCCTTGT
TGGAAAGCAG
CTTGACTATT
CTCTAGAAGT
AAATAAAGCA
GAACAAGGAT
CAGATTGATT
TTAGGITTTC
TATAGICGIG
GAGGCTGGAA
AGAATTTATA
TGITTTACTG
GACGGAGTCT
GCTCACTGCA
CTCCCGAGTA
TTTGTATTTT
CGATCTCCTG
ATTACAGGECG
AGCGATGITC
AGGGGAAGAA
ATTCTGAGGT
TTAACATTGG
GCAAGTTGTC

CAAGAAAGGT
CTTAGAAACT
TCATTTTGAT
TGTGCTAGAA
TGTAACGCTTT
TGACTATACT
GGACATATGT
GCTATATCTT
AGTCATTGGA
GGTCATACAG
GATGGGGATT
TCTGCATGIC
CATTTAAATA
GCTTAGAAGG
AGGGITATTG
GTATTTAATA
AACATCCTAG
CCCTCTGICG
AGCTCCGCCT
GCTGGGACTA
TAGTAGAGAC
ACCTCGTGAT
TGAGCCACCG
TTCAAGCTGG
AAGGATTGTIG
GTATTTTTCT
TGTACATTTA
ACTAAATTTG

TTATTTACCT
AAGAACCCTT
AGITCTCTGC
TTAAGCTGGEG
AACAGITCTA
AGGGAGAGAT
ATCCTTAGIG
TGTCCTAAAG
TGGGTATATT
TTGIGICAAC
GATTGAAGCT
AGAAGAACTT
TTGITTTCTA
TGAGTGATAT
AAAATAGTCC
CGATGITAAT
AAATAGATTT
CCCAGECTGG
CCCCGGITCA
CCEECECCCG
GGGGTTTCAC
CCGCCCeCCT
CGCCCGCECCA
ACTTTATGCC
GITTAAAAGA
CACATTTTCA
ATGTAGTAGT
TGCTATCATA

TTAGGACATT
AAAATCAGIT
ATGGAGTCAT
TTGGTTGAGA
ACCAAGAAAT
ACCTGGATCA
TAGTCAGGEEG
CAATGCTTGA
ATTTTATAAA
GAATTATCCG
AATGITTTCT
GGGTAGCAAG
TTTGACGTAA
TCTCCAGGGA
TTACAGGCTT
ATATTATTCC
TTTTTTTTTT
AGIGCAGT GG
CGCCATTCTC
CTACCACGCC
CGIGTTAGCC
CGGCCTCCCA
GAAATAGATT
ACAAGGGGAG
ACAATTGTAA
TATTGTAATT
ACTTTTTCTC
ATTGITACCT

*1990
*2040
*2090
*2140
*2190
*2240
*2290
*2340
*2390
*2440
*2490
*2540
*2590
*2640
*2690
*2740
*2790
*2840
*2890
*2940
*2990
*3040
*3090
*3140
*3190
*3240
*3290
*3340



TCATAGAATG
ATTTTCCTTT
GCTGGGTGCT
AAACTTAGTIC
GGGCAAGGEA
GAAGGCCTGA
TTTATGICAC
CAGATCATGG
CTCCTTGAAT
CGCCCAGECT
CTCCCGEGTT
TACAGCCATG
ATAGGGTTTC
ATCCGCCCGC
CGCECCTGEC
AAAGTCGCCTC
TAATGITGCA
TTTTTCTCAT
CTCAGGTGGEG
TGECTCCTTG
AAAGCGCATT
CCGATCCCAA
TTTATTTATT
GGAGTGCAGT
CACATGATTC
TGCCACTGCG
ACTATGTTGG
CTCAGCCTCC

CTTAAATAGT
TCTTCTTCCA
AAGAAACTCG
CTTCCTGEGT
CAACATTTCA
TGGTTAGEEC
ACTTGITTTC
TGATTTAATT
GCTTGAATAC
GGAGTGCAGT
CACACCATTC
TGCCACCATG
ACCATGITAG
CTTGECCTCC
CAGAATGAAT
CACCTTAAAA
TTTGAACCAT
TCATGGGTCA
CTTTGIGITT
AGTGTGGACT
TACACTTTCT
GICAGICCTA
TATTTATTTT
GGTGGECATCT
TCCTGCCTCA
CCCGGCTAAT
CCAGACAGAT
CAAAGTCCTG

GGTACTTCTT
TTTGTGAGGT
CAAAACAAGG
ACAAATTTAG
CCAGGAAGTA
ATCTCTGAAT
TGTAAGTCTT
ACATGGCCCA
TTTTTTTTTT
GGTGCAATCT
TCCTGCCTCA
CCTGGCTAAT
CCAGGATGGT
CAAAGTCCTA
ACTTTTAATT
AAAATTCCTT
GCCAACGGTA
GCCTGAACTTG
GICATTCTGG
TGCTTATGGT
CGTATTCCAT
TTCATTCATT
CAGACGEEGT
CCCCTCACTG
GCCTCCTGAG
TTTTTGTATT
CTCAAACTCC
GGATTATAGG

TGACTTGITA
AAATTAGT GG
GCCCTGCTCA
AAATTTGITA
GCAACTCCAT
GATTATTGGA
ACTCTGTATC
ATCATGITTT
GAGATGGAGT
CGECTCATTG
GCCTCCCGAG
GITTTGTATT
CTCGATCTCC
GGATTACAGG
ACTACTATCGA
ATTTTATTCA
GCTTATTAAA
TCTCTAGCCT
AGCCTAGITC
GGGCCAAAGA
TGCCCAGAGA
TTTTTAAAAA
CTTGCACTGT
CAACCTCCAC
TAGCTGGGAT
TTTAAGGGAG
TGACCTCCTG
CATGAGICAC

GGITTGGACT
TTATTTTGGT
AGAAGGATTG
TATAACTGIG
CATCTTTCAG
GGGAAGTGEC
TACCCGACTT
CTTTCCAGEG
CTCGTTCTGT
CAAGCTCCGC
TAGCCAGGAC
TTTAGTAGAG
TGACCTCGIG
CGTGAGCCAC
GICTTTTTTC
CTTGCCAGAA
ACAGCATTTA
TCAGATTGGG
CAGAGAGCAG
GGGEGECAAGSG
TGGCATATAG
AATTTATTTA
TGCCCGEECT
CTCCCAGGTT
TACAGGTIGIC
ACTGEGTGIC
ATCCGCCCTC
TGCGCCCEEC

*3390
*3440
*3490
*3540
*3590
*3640
*3690
*3740
*3790
*3840
*3890
*3940
*3990
* 4040
* 4090
*4140
*4190
* 4240
* 4290
* 4340
* 4390
* 4440
* 4490
* 4540
* 4590
* 4640
* 4690
* 4740



CTATTCATTC
TTAAAGCAAT
CTGACTTCTA
CTCTTGAATA
GTAATGTAAA
TCATTATTTA
GAATGACAGT
TTTGGICTCA
TGCCTGTGCC
GGCCACTGCC
TCCAAAGATA
CAAAGCAAGG
CAGATCTATT
GCAGTGCACA
TTATTCTACA
TGGAGAACTG
CAATCACAGA
GIGAGGAAAG
TGTATGGTAG
TGTGGTGCTT
ATTATTACTT
GIGCAGTGEC
CAGCCTCCCA

ATTCTTACAG
TAAGGCACTG
CTTGGAATTT
ACTATGTCAT
AGTTTTATCT
TCAAAAACCT
CTCAAGCAGT
ATAGCCTACA
GCGGTCCAGG
CAGGCCACAC
CTTTATGAAC
CATTTGGITG
TTGTGAGCAA
ACTTGGACAG
TTGTATTTAT
GGTGGEGGAAC
ATTGAGACTA
GIGAGGACAT
CAGAGCTGGEG
ACAGTGCTGT
TTTTTTCGAG
GIGATCTCGG
AGTAGCTGGEG

ATTTTTGTAT
TCTTGAACTC
CTGGCGATTAT
AAGT CCGECCT
TTCTCCTAGA

TTTTAGTAGA
CTGACCTCAG
AGGCGTGAGC
TTCAAAGTTG
ATCTCCCTGC

TGAATTAGTA
AGGATATACA
TCTTTCCCTT
CTCTTTCCAC
GIGCATGCAT
GITCCCTTCC
GCAGAGATGT
GGGTGCTTCA
TGGTCAGITG
AGAGCCTTTG
GACTTGTAAT
CTACCTCCTA
ATAGTACTGC
TTCATACACA
TTAGATAGIG
AATTTGTAAT
GCTAGITTAA
TTAGATGACC
CGTGAAACCT
GITAGGICCA
ACCAGATCTT
CTTGCTGCAA
ACTACAGGECG
GATGECGTTT
GI'GATCCGCC
CACTGCGCCC
AGTACTGCAT
ACTTCTTGIT

AATTCAACAA
GAGAGTAAAA
ACAGTTTTGA
TTTGCATTCC
ATTCATGACA
CTGGCACTGG
AAGCAGGCAG
TCCACTCACT
GAACCCCTGA
TGCAAATTAG
AATTTAGIGA
GAACTGITAC
CTTGGATGTG
ATGITGTATT
GGATTGAAAA
CCTTTTTAGT
ATCCCTGCAT
TTTGCCTGIC
GCATTCCTGG
GITTTACCTC
ACTCTGTCGC
TCTCTGCAAT
TGAGCCACCG
CACCATGITG
CGITECGECC
GGCCTGAAAT
TCTTGCGECT
TTGCTGCCAT

ATAGGITTTT
TAGATGICTC
TAGCTCCTTT
TCCCAAGAGA
CATTCATTTG
AGACATTGGA
AGGTAAGGAC
GTATTCTGTIG
TGGGTATCTG
AAAAGGCCCT
TTTTATTTTC
AGTAAATACA
GIACCCTTGT
GAGATGATTG
TAGGCTAAGA
TCATATGTCA
CTTGCACATG
ACCACACAGC
CCTCTCCTTT
TTAAATCTGT
CCAGGCTGEA
TCTCATGCCT
TGCCTGGCTA
GCCAGCCTGG
TCCCTAAGIG
GIGTATTCTT
CTACCTAAGT
CAGGTAATTT

*4790
* 4840
*4890
* 4940
4990
*5040
*5090
*5140
*5190
*5240
*5290
*5340
*5390
*5440
*5490
*5540
*5590
*5640
*5690
*5740
*5790
*5840
*5890
*5940
*5990
*6040
*6090
*6140



GIGCATTAGA
ACACTTGCCT
TAGAAAAATG
AGCACATTGC
ATGCAGTGIC
CGATGGATTT
TCAAGCCTAA
CAGGATCATA
TTTTCTCGGT
GACCCTGTAG
CATTTTGAAC
TAACAACGTG
TGTAAAATTG
TCCTGGTTGG
GAGATTCTGA
TCTAAAAGAT
GCACACCTTG
TTCTGIGTAA
CTTAGGGCCA
ATAAATTATT
TGCCATTGGT
TGTGICAGAC
TTTACTTATT
GAGTGCAGTG
AAGCGATCCT
GACACCACGC
CATTTTACCC
CCTCCCAACG

ACTACCTTGG
CTTAGAGGCA
TGAAGTATGT
TGATTAGTGG
ATAGTCTCAT
TGGGICCACC
GGTAAGTATA
ACTGITCTGT
GIGAACTGTG
GATTTACTCT
AAGCATCTTT
CCCTTTGGCA
CATACTTAGT
TGAACAATTA
ATCTGTAAGT
TCCCAGATAG
GIGATAGAAC
TGTTACCTAA
TATTGITTTG
TTTTAGAGEC
TTGAAAACCA
ATGAATTTTA
TATTTTTTGG
TCGTGGICTT
CCCGCCTCAG
CTGCECTCATT
AGCCTGGTCT
TGCTGCGATT

AACAGAATCG
TATCCAGTGA
CTAATAAAGG
GGTCAGGATG
AGGIGATTTC
ATGCATCTCT
GCATTTTCTC
TTGCTCTGAT
GATCACTTGT
CAATCTTTAG
TTATTTTGAT
GGTAGCTTCC
TATCATTGAG
GATGGGAAGG
ATGCAATGEG
AACTTTGITG
CTTTTTGAAA
GAACCTTATT
AAATAGGATC
ATCACTTCTT
TGACATGAGA
GAGTATTTCT
AGACAGGGTC
GGGTCACTGC
CCTCCCGAGT
TTTGCATTTT
CGAACTCCTG
ACAGGCATTA

GTAAACTTCT
GICTTTAAAG
AGTACAGTGG
GGAGGAGAGC
CCCAAAAGCA
GAAGTAGAAG
AACCCTATTA
GCGTCCCGCA
CTCAGICATC
GGGTAGAGAC
GAAGTTTGCA
ACTTTTCTGG
GICTCAAATG
CTGAAAAAAA
ACCTGAGAAT
ACCTATGITT
CTTTGAAAAA
TTTAAAAAAG
TGAGCACCAT
TAAAGCCCAT
TGATTTCTTA
GGCCTATAGG
TCACTCTGIC
ATCCTTGACC
AGAAGGTACT
GIGTAGAGAG
AGCTGATCCT
GCCACTGTGC

GIGAAGITAG
CCCTACGITA
AAGGTTTAAA
CCTGATTTTA
AATAAATCCT
TGACAGATTT
CAATAGAGCA
GAGCAGTGCT
AGGATTCCTG
TAGGAGCCTA
TTATTACTCC
CCTCATTATC
CAGITCGEGT
AAATACTCCT
CAATCTAATT
AGGGACCAGT
GITAAAAGEG
GAAAGCAGTG
TTAAATTTTT
CAGATTAATG
AGGITTTATT
TCATTACAGC
ACCCAGECTG
TCCCCAGCTC
ACAGGTGTGT
GCGEGITTTGC
CCCACCTCGG
CCACCTGEGT

*6190
*6240
*6290
*6340
*6390
* 6440
*6490
* 6540
*6590
*6640
*6690
*6740
*6790
*6840
*6890
*6940
*6990
*7040
*7090
*7140
*7190
*7240
*7290
*7340
*7390
*7440
*7490
*7540



ATGGATTTCT
TGCAGAGT GG
TAGGAAGAAA
GAAGGAATAT
CATAAAAGAA
AGCTCTTACT
CTTGCTACTC
ATGGAGCAGG
TTGGAAATCC
ATCTTATGIG
TAGITGAAGC
TTCATCTGTA
CTTTAGGATC
GGATCTAAAG
GICATTTGGT
TTTTAAGCCT
TTTCATATGT
TTCAGAGCTA
GATTTGAATT
TTCTTTCTTC
GIGAGITGGEG
AATACCCAAG
CTTCTTTCAT
TTCATCTTCT
AGTAGTAAAC
GACCTCAGTA
CAAATGGTAA
AGTACATCCA

GAGTGGAGEG
CTGEEEEECCC
GGTAGCCTCA
TAATCACATC
ATGGGGACAT
GIGTGCCTTT
ACAACAGCTC
ACTCTGAGAC
TATCTGICTG
GAAATAAAAT
ATCATATAGT
AGCGTAGGTT
AGTTGTAGCA
GIGTACGCTTT
CCTTCTTAAA
TTGTGTGAAT
GGAAACTGAG
GCTTGTCCAA
TAAGCAGTCT
TTCTTCTTCT
AAGAGCAGCG
GICTGAGGEA
TAGCTTGACC
CTGCAAACGG
TCCTAAACTT
CAACTCTGTA
AACTGAGECG
TAGCCTTTGG

AATGTGAACA
TGCTTCACCA
AGGCCCCCAT
CAGGAGGEECT
ATTCTGGCGA
GCACTGIGIT
TGAGGTTGAT
ATCATAATTG
ATTTTGGAAA
GTATATGATT
GCACAGGGECA
TGTTGEGTAG
TGAGAGAATA
AGAGGATTGT
ATTTGAGTGT
TAACTCAGIC
GCATGITATG
GAATTCAGAG
GICTCTAGAG

AAGGAGGECC
CGGECATAGGG
AAATAAATTG
CTGCCCTAAC
AATAACACCT
AAGCACATGG
AGTACAGGTA
CTTGGTATAT
CTGIGICCTT
AATTACAAAG
AGCAAAGCAG
GAGCTTTTTG
TGACACCTTC
AGGGTGCCTT
TTATTCTCTA
TTCTCAGCAA
ATACAAAGCT
CTAGTAAGTG
TCTGCTCAGC

TCTTTTTTTT

TTTGITTGGT
GCCTTGGAGC
CAAGCACAGG
TCAGGGATAC
CAAGTCATGT
AAAGAGGCAG
AAACAACTTG
ATTTGAGITT

[TTTTTTGTA
GAGAAAGT TG
CAGCTCTGCA
GAGATGACTG
TCATCCAGIT
TTGTATTAGT
GGATGGATGA
GCATTGITGG
GCGCTCTGCCA

CAGGCATGIT
ACGGGTGCAG
GIGCATTAAG
TGCTGAGAAT
TTGITAATTG
TGITATCACA
TCTTCTTTTT
GCAGCCAGAG
ACCATTACAT
CTGAAAATCG
CATAAAAGEC
GGGEGAGGTGA
TTCCTTTAGA
TGCCCATTGT
CATGGCACTC
TCCCCCATTT
TGTCCAAGAA
AGGGAACTGG
TGECCTTTTT
TAATAGGCCT
CACCTTAGTG
ACCTGECTCC
GGCCTCTGCC
TTTGAGITTA
GATTTCACTT
TGTCATTTGT
TGTTGIGCGA
CTAACTTGAT

*7590
*7640
*7690
*7740
*7790
*7840
*7890
*7940
*7990
*8040
*8090
*8140
*8190
*8240
*8290
*8340
*8390
*8440
*8490
*8540
*8590
*8640
*8690
*8740
*8790
*8840
*8890
*8940



CTATGICTTC
GAAGTGGAAA
TGCTATATGT
TCTGTGAATG
GCTCACATCA
CTCCTGTATC
GITAAGCCTTT
GITATGGAGTT
TCCTTTGTAA
TGATTCTGAA
TTTCACAATT
TGGCACCTTG
TTGTAAGAAT
GCTGCTAGAA
TCCTGITTTT
TTTCTCCCAT
TTGAAGATCC
CCATACCTTT
TTC

AGGCAAGTAA
TAGCTGTACT
GAGGITCTTA
GGGTAGATAG
AATCAGGACC
AGTGAGGEEEC
TAATTTCATC
CCAGACCCAC
GGITTGCACT
GCTCTTAAAG
GTATTGGAAT
TGAAGGGTGG
GACTTTACTG
AACTCCGTGA
GCTCCTAACT
GGTAGTAATA
AGGTTCTAGT
TTGEECCTTG

CTTAAATGCT
TTGCCCAAGA
GCATAGIGCC
CAGCTGICTT
AGAAAACCCT
TTCCTCCTCA
TCTAACCAAC
CATGEGEECCC
AGTTTGATGG
AAATCCTCCT
TATTGGTGIT
GCAGGCACCT
GAGGGICCTG
ACCCTGGTAC
TGCATTATGG
ACACTGITGG
TGAGGCACCA
GITTCCTCAT

CTGAGIGITG
GITGTGAGAG
TGGCAAGTAG
CATCACTGTC
GITGACTTCT
TACTCATTGC
TCTGATAGSEG
CAGTGCTAGC
GAGAGCGATT
TTTTCTCCAT
AAGGAGTTAG
GIGAATTCTT
AGTTTGTGAT
ATATAGCGTG
TGTTTGATAC
AAAGAGCTCT
GAGITTCCTT
CTCAATAAAA

CATTCTCTGT
TGACATGAAT
AAGGTACTCA
ATCATTGITG
GGGTCTTAAA
CAGGAGTAGA
CTGGAAATGT
TTCTTAGCCC
TTTTTTGICT
AACTTGAGGA
GICCATCTCT
CACTGECTTC
TATCTCCTCT
ATAAATCAAG
TATATCTTCA
CAGITGGAAG
GCCCAAGT TG
TGAGITTCTG

*8990
*9040
*9090
*9140
*9190
*9240
*9290
*9340
*9390
*9440
*9490
*9540
*9590
*9640
*9690
*9740
*9790
*9840

CDC42 (NM 001791. 4)
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