GCCTTCTTGC
CCACCCCACT

TTGCCGGCTT
euAl ad yPh

CAGCTTGCAA
d nLeuAl aM

TTACTTCTAT
yTyr PheTyr

CGACCACACGA
| aThr Thrd

TCATTGCCTT
Ser LeuPr oS

TAAGTATAAA
eLysTyrLys

TGCCCTCGIT
GCGACCATGT
Met P

CACCCTCCTA

eThr LeulLeu

TGGATCTGAT
et AspLeul |

ACCGATTGTC
Thr AspCysL

AGGAAATTCA
ud yAsnSer

CAAGAAAGCT
er ArgLysLe

TCAAAGCCAT
Ser LysPr oP

ATA

PSMZ (NM 020232. 5)

CTTGCCAGGG CCGCGEGTITAG TCCCTGCTGG

TCGITCCCTG
heVal Pr oCy

ATGCCAGCAG
Met Pr oAl aV

TATTTCTACA
el |l eSer Thr

TTGTGCCAAT
euVal ProMe

ACAGAACTTA
Thr A uLeuS

GGIGGCTCTA
uVal Al aLeu

TCTGTGAAAA
heCysd uLy

CGGCGAGTCG
sd yd uSer

TATCTGITGG
al Ser vVal d

CTGAATATGT
LeuAsnMet S

GGTTGGAAAC
t Val G yAsn

GCATAAATGC
erl |l eAsnAl

CAGTTAAGAT
A nLeuAr gS

ACTCCTTTCC

sLeulLeuSer

GCCCCCGACC
Al aPr oAspL

AAATGTTGGC
yAsnVal Ay

CTAAGATTGG
erLyslled

AATCCATATG
AsnProTyr A

TGAAGTGTAT
ad uVval Tyr

CCATTTTTAT
erl | ePhel |

TGGGTGAAAA
TrpVal LysS
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GCAGTGCCTG
er Serd yCy

CGTAATGATC
Ar gAsnAspL

TTCCATGCAA
oSer Metd n

AAATGGAAAA
| uMet @ uLy

ATCCGCATTC
IleArglleP

TTCTAAAGAA
sSerLysd u

ACAACATCCC
spAsnl | ePr

CAGATACTCA
d nll eLeulL

GAAAATACCA
pLysl | ePro

CACTTTTCTG

TGCCAGAGTC
sAl aAr gVal

TGCAGCTTCG
eud nLeuAr

AAAAGTGTTC
LysSer Val G

AAGCCGGTGC
sSer ArgCys

CGGGAGGAGG
rodydyd

ATCCAAATGG
Il ed nMet A

AGATGCATTA
0AspAl alLeu

AACCACTTAG
ysProLeuSe

AGTTCTTGGA
Ser Ser Tr pA

ATCTAATTTC

ATTGITCTTT
Il evVal LeuS

TAGTACTCCC
gSer Thr Pro

AAAATAAAAT
| nAsnLysl |

ATTCCTGAAA
Il eProQ@ ul

TATCACAAAA
yl 1 eThrLys

CAGTTCTGCT

| aVal LeuLe

GGTCTTGITG
d yLeuVal G

CGATGACCCC
r AspAspPro

GATTACTCTT
rgLeuLeuPh

TGITTTATAC

CAAGCAGTCA

er Ser Ser Hi

TTCCGGTACC
PheArgTyrL

AAAGAGCCTT

eLysSerLeu

TAGATGATTC
| eAspAspSe

ACACTCTATG
Thr LeuTyr A

GAAATTTGIT
uLysPheVal

AGTATCTTAA
| uTyr LeuAs

ACAGTATCTG
Thr Val Ser A

TGGCAGTGGT
edySerdy

CTTATACCCA

TTCATATCAG
sSerTyrd n

TACTTACACC
euLeuThr Pr

AACTGGGAAG
AsnTr pd uG

CGAGITTTGT
r d uPheCys

ATGAAAGCTG
spd uSer Cy

TCAGAAGGGG
Serd ud yA

TGAGTGECTT
nd uTr pLeu

CCTCACGGTG
| aSer Ar gTr

CTTCCCCCTG
LeuPr oPr oA

AAACACTTAC

384
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434
145

484
162

534
178

584
195

634
212

684
228

734
245

784
262

*39

N213S Y223Sfs*2 N225K



https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=38&Id_mutation=2526&page=sequence&seq=cDNA&ancre=2526&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=38&Id_mutation=1968&page=sequence&seq=cDNA&ancre=1968&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=38&Id_mutation=1969&page=sequence&seq=cDNA&ancre=1969&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=38&Id_mutation=2526&page=sequence&seq=cDNA&ancre=2526&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=38&Id_mutation=1968&page=sequence&seq=cDNA&ancre=1968&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=38&Id_mutation=1969&page=sequence&seq=cDNA&ancre=1969&prot=1

| aLeuPheSt op
TACCAACACA GCTGITAAAC ATTCTATACA AAAAAATTGT ATGATCTGGT *89
ATTAGGAAAT TACTTTCACA GTAAATATCA AAGAAAAAAG ATTAAGGGTC *139

TCTTTGCCAT GCTTTTCATC ATATGCACCA AATGTAAATT TTGTACAATA *189
AAATTTTATT TCCTAAGTAA

PSM=2 (NM 020232.5) - cDNA + Protein - 2024-05-06
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