GCCTTCTTGC
CCACCCCACT
TTGCCGECTT
CAGCTTGCAA
TTACTTCTAT
CGACCACAGA
TCATTGCCTT
TAAGTATAAA
GCAGTGECTG
CGTAATGATC
TTCCATGCAA
AAATGGAAAA
ATCCGCATTC
TTCTAAAGAA
ACAACATCCC
CAGATACTCA
GAAAATACCA
CACTTTTCTG
TACCAACACA
ATTAGGAAAT
TCTTTGCCAT
AAATTTTATT

TGCCCTCGIT
GCGACCATGT
CACCCTCCTA
TGGATCTGAT
ACCGATTGIC
AGGAAATTCA
CAAGAAAGCT
TCAAAGCCAT
TGCCAGAGIC
TGCAGCTTCG
AAAAGTGITC
AAGCCGGTGC

CTTGCCAGEG
TCGITCCCTG
ATGCCAGCAG
TATTTCTACA
TTGIGCCAAT
ACAGAACTTA
GGTGECTCTA
TCTGTGAAAA
ATTGITCTTT
TAGTACTCCC
AAAATAAAAT
ATTCCTGAAA

PSM® (NM 020232. 5)

CCGCGGITAG
CGGEEGAGTCG
TATCTGITGG
CTGAATATGT
GGTTGGAAAC
GCATAAATGC
CAGTTAAGAT
ACTGCTTTCC
CAAGCAGTCA
TTCCGGTACC
AAAGAGCCTT

TCCCTCCTGG
GCCCCCGACC
AAATGITGCEC
CTAAGATTGG
AATCCATATG
TGAAGTGTAT
CCATTTTTAT
TGGGTGAAAA
TTCATATCAG
TACTTACACC
AACTGCGAAG

CGCCGAGGAGG TATCACAAAA
ATCCAAATGG CAGITCTGCT
AGATGCCATTA GGICTTGITG
AACCACTTAG CGATGACCCC

AGITCTTGGA
ATCTAATTTC
GCTGITAAAC
TACTTTCACA

GATTACTCTT
TGITTTATAC
ATTCTATACA
GITAAATATCA

TAGATGATTC CGAGITTTGT
ACACTCTATG ATGAAAGCTG
GAAATTTGIT TCAGAAGCGG
AGTATCTTAA TGAGTGGECTT
ACAGTATCTG CCTCACGGTG
TGGCAGIGGT CTTCCCCCTG
CTTATACCCA AAACACTTAC
AAAAAATTGT ATGATCTGGT
AAGAAAAAAG ATTAAGGGTIC

GCTTTTCATC ATATGCACCA AATGTAAATT TTGTACAATA

TCCTAAGTAA

ATA

-17

84
134
184
234
284
334
384
434
484
534
584
634
684
734
784
*39
*89
%139
%189
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https://infevers.umai-montpellier.fr
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=38&Id_mutation=3128&page=sequence&seq=cDNA&ancre=3128&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=38&Id_mutation=3128&page=sequence&seq=cDNA&ancre=3128&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=38&Id_mutation=3129&page=sequence&seq=cDNA&ancre=3129&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=38&Id_mutation=3129&page=sequence&seq=cDNA&ancre=3129&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=38&Id_mutation=2526&page=sequence&seq=cDNA&ancre=2526&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=38&Id_mutation=1968&page=sequence&seq=cDNA&ancre=1968&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=38&Id_mutation=1969&page=sequence&seq=cDNA&ancre=1969&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=38&Id_mutation=2526&page=sequence&seq=cDNA&ancre=2526&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=38&Id_mutation=1968&page=sequence&seq=cDNA&ancre=1968&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=38&Id_mutation=1969&page=sequence&seq=cDNA&ancre=1969&prot=0
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