ACTCCACTCC
TCGECCTCGG
CGGCGAGCEC
GAAGGTIGITC
TCGGCGECEA
GICATCCTAA
GCACGCCCAT
TTGCCTCCGG
AAGGAGCACC
AGACATTGCT
GAAGGGAGAA
GGCGAGATTA
GAGCCGCGCCA
TCTTTGAGGEG
CCCTTTGICA
AGCCAGTGCT
AGGTGIGCGEC
ATTAGITGGA
AACTTCCAAG
CCATGEECTC
GACCACCTGEC
AAACAACCCC

CGGCACGCCC
CGAGGTGTAA
GGCGCGGTAA
GCCAGCCTCC
CCCTAAGGEC
GGAACATCCGA
CAGGTGGTGG
AGATGIGICT
TGTTGAAGTA
TGGACTGAAG
GITTGGAGCA
CAGGACACAA

GGTGCCECCT
TTCGCAGCCGC
CAAGTGEECG
CGCAGGTGGA
AACAATTTTC
CAACCCAGCC
TGGCCAAGTA
GGGAAGCTCGA
TGAGTACCAG
ACAGTAAGAG
GICTTCCTCT
CAAAGTCATC

WDRL (NM 017491.5) -

TCCGGECTCCA
GEECCEECCC
AGGATGCCGT
GAGGEECGTC
TGTACACCAA
CTTGCTGACA
TGCGCCCAGC
GGATCTGGGA
CCTTTCCCTG
GATCGCCGTG
GGCGATAGT GG
AACAGCGT GG

TACCGCCTGG CCACGGGAAG CGATGATAAC

ACCCCCATTC
ACTGTGTGCG
GACGGCCAGA
GCTGGECEEA
GICCCGACAG
ATTTGGCGACG
CACCGTTCTG
TCAGTGICTC
AGCAAGCCCC

AAGITCAAGT
ATTCTCTCCT
TATACATCTA
AGCAAGGECCC
CACCCATTTG
TCAGCGTGAA
GACCAGCAGC
CCTGTCCEEG
TGCACGTCAT

TCACAATTGCG
GATGGGAACA
TGACGGGAAG
ACGACGGTGG
CTTTCTCGCTT
CTCCGTGGTC
TGGGECTGCCT
TACATCAACT
CAAGGGTCAC

GICCCCEEEC
CGGAGECTCT
ACGAGATCAA
TCCAAGATCA
TGGAAAGTCC
TCTACACAGA
GGATTCTACA
TACCACGCAG
GGAAGATCAA
GICGEGGAAG
CTCTTCTGIG
ACATCAAGCA
TGCGCGGCAT
CGACCACAGC
GATTTGCCAC
ACTGGGGAGA
GATTTACGCA
CTGGGGACAA
AGCACATTTC
ATGGCAGAAG
ATCTGGACAG
AGTAAATCGA

g fevers

-84
-34
17

67

117
167
217
267
317
367
417
467
517
567
617
667
717
767
817
867
917
967
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https://infevers.umai-montpellier.fr
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=37&Id_mutation=1934&page=sequence&seq=cDNA&ancre=1934&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=37&Id_mutation=1934&page=sequence&seq=cDNA&ancre=1934&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=37&Id_mutation=1933&page=sequence&seq=cDNA&ancre=1933&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=37&Id_mutation=1933&page=sequence&seq=cDNA&ancre=1933&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=37&Id_mutation=1936&page=sequence&seq=cDNA&ancre=1936&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=37&Id_mutation=1936&page=sequence&seq=cDNA&ancre=1936&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=37&Id_mutation=1938&page=sequence&seq=cDNA&ancre=1938&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=37&Id_mutation=1938&page=sequence&seq=cDNA&ancre=1938&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=37&Id_mutation=1937&page=sequence&seq=cDNA&ancre=1937&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=37&Id_mutation=1937&page=sequence&seq=cDNA&ancre=1937&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=37&Id_mutation=1932&page=sequence&seq=cDNA&ancre=1932&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=37&Id_mutation=1932&page=sequence&seq=cDNA&ancre=1932&prot=0

TCCAGIGICT
GGGAGCCACG
CGACTCCTTC
TGGATGAGIC
TACACCAGCC
GGACGITCAG
TCGTGTGCAT
AGCATCGACA
CGGGGACACG
CCATCCTGEG
GGCCCCGTGA
GIGCGACGECC
CGGAGAACAA
TGGTCCCCAG
GTATGTTTGG
CACACCGECT
CTGGTCACGA
CTGAGGAGCC
TTAACTGCAG
GCCCCCACCC
CTGCAGCGTG
TGCACATGAA
AAACCCACAG
TAGCCTCCAA
TGTCAGGGGA
CTGCAGAACA
AGCAAAGCCG
ACTCACACCT

GACGGTGCAT
ACGGACACAT
GCTGCGGAAAG
GGGEECACGCTC
TCATGCTGCG
CCAAAGTGCG
TGGACAGATT
ACCCCGCCTA
GIGGCAATTG
CACCACCCTG
CCGACGTGEC
AGCAAGGT GG
TGITTTTTAT
ACAATGAACA
ACCCTGAGTG
GCACCATGTC
CCTCCCATGA
CCACCCCCGEC
CGGAACATGT
CACCACAAGA
TCTGTACACG
AAATAAACCG
CCCAACCAAA
AGCACACAGA
GGITGTACAG
TTTCTGTACT
GAATTCTGTIG
TGTGECTGCC

AAAAACGECG
TAATTACTGG
GCCACACGAA
ATCAGCTGCA
GGACTACAGC
TAGCCGTCGG
GICCTGCTCGA
CGAGCCCGAA
GCCGTGICGA
AAGGATGAGG
CTACTCCCAC
TCACAGIGIT
GGACACCATG
CTTTGCCTCC
ACCCGGAAAC
AGCAGCCTGG
TGCCTCTGIC
CTCTGGATGG
CATTTCTCTA
GGCAGGAGEG
TTCTTCTGAA
AGCACCTAAA
CCTTGAGAAT
GCCCCTGECC
GIGAATGAGC
AGTGAGAAGA
TTGAACAGAT
TTCAGAGCCC

GCAAGTCCTA
GATTCAGAGA
CCAGGTGICC
GCATGGACCGA
GGACAAGGAG
CCCCGGEEEEA
AGGATCAGAG
GITGTGECAG
CGCGCAACGTC
GCAAGCTCCT
GACGGECGECCT
CAGCGTTGCT
CAAAAATCGT
GGTGGCATCG
CAGAGTCAAG
CCTGGECTGEAA
AAGGAGTGGA
ACCGAATCAG
TTTCTGTGAC
CCCAGTCATG
AGCTTTAGAC
CAATGIGTGG
GCGAAACATT
CCGCCECEEC
CCEEEECECTC
GGGAATATGC
GICTGTCTCC
CACCTCCAGA

CATTTACTCT
CGCGGGGAGAA
AGGATGACCG
CACCGTGCGG
TTGTGAAACT
TACGCCGTGG
GAAGTGCTTC
TGCACCCCGG
CCCCTGTATT
AGAGGCCAAG
TCCTCGCGGET
GACGGCTACT
CTGCCTGECC
ACATGATGGT
ATCCAACGATG
CGAGCACACG
CAATCACCTA
GGACTAGAGT
GCGCCCCCAT
ACCCTCGTCT
AGTAACAGITT
AGCATAACTA
CCAGAGCCAG
TCTCACTATC
ATGITCCTGC
ATTGCAGITC
CTAGIGIGIG
TCAGATGEGEG

1017
1067
1117
1167
1217
1267
1317
1367
1417
1467
1517
1567
1617
1667
1717
1767
1817
*46

*96

*146
*196
*246
*296
*346
*396
*446
*496
*546



https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=37&Id_mutation=2860&page=sequence&seq=cDNA&ancre=2860&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=37&Id_mutation=2860&page=sequence&seq=cDNA&ancre=2860&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=37&Id_mutation=1935&page=sequence&seq=cDNA&ancre=1935&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=37&Id_mutation=1935&page=sequence&seq=cDNA&ancre=1935&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=37&Id_mutation=2861&page=sequence&seq=cDNA&ancre=2861&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=37&Id_mutation=2861&page=sequence&seq=cDNA&ancre=2861&prot=0

ACACACAACC CCTGGATATG
AGAATGGAAT TGTGGGTATC
TGCCTGICAG TGITTACAAA
TTTAGAACCC TTGITAGCCA
TCATGCTTTG ATGITCCCCT
GGTTAATTTA AGGACAAAGA
TTTTACCTTC CITTTCITTT
CACCGTGATT GGGAGTGITT
GCCTGAGAAC AATCCCTCCC
TAAGAGATTA GCCTGAGAAA

TTTCATTGIC AGATTTTGIG
TTTCCTTTTT TTTTAATGTA
CTAGTGCGIT GACGGCACCG
GACCGAGGTG TCCTGGTCAC
GICTTTCCCT CTTCTGCTCT
TGAAGTCACT GTAAACTAAT
TCAGIGCAGA AATTAAAAGT
TTGCGTGTGI CGGAATCACT
CTTGCACTTG TGAAAACACT
TAATTAAATA TCTTTTCTCT

WDRL (NM 017491. 5)

CTTGATTTTA
TCTTAACTGT
TGTCCAAGIT
CGTTTCACCA
CAAGAGCAAA
CTGICATTGT
AAGTATAAAG
GGTAAATGTT
TTGAGCGCTT
TCA

*596
*646
*696
*746
*796
*846
*896
*946
*996
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