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AGTGATCATT
TTAAAAGCAC
CAGTAGCCTT
ATCTACAGGT
TTTGATTAAG
TTTCAGAATA
TACAATATGA
TTTACTGIGT
AGGTTGAAAA
TGAAAAATTA
CTTAATATGT
AACTCATTTT
ATTCTTTATG
AATGGATCAT
GGAACATCTT

ATGATCCATC
snAspProSe

TATAAACTTG
TyrLysLeuG

GCATCTTGIT
AAAAGTACTG
TAAAATTTGCG
TAAAGGCGAGA
TGTCTTTAAA
TTCAATTCAA
CATTATAAGC
AACATTTTTA
GATATATCAG
CAGTGCTATT
GTAGAAGTITC
AAGCAACCAG
AATTAATATA
TTCTTGITCT
AAGITGATAT
CTTTTACAAT
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ATTTCTGCTC
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GCTCTTAATT
CTCATGAATA
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ATAAAAATTT
TAAAAGTATA
AATTACTGAT

GGITTTTTTG
ATAAACTTTA
GIGGCAACTC
TAACACTCAT
AGITATTGIT
ATTTTGGICT
TTAAACTTTT
ACACTGITAA
ATTACAAGAT
ACATTTTTAG
TTTTGATTAT
TTGAAACA

AGCCACACTT
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GITCATGGAA

AATTTGATGT
AAGTAGTATC
CATGTGACAA
TATATTAAAA
TTATAAAATG
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TCAAATTGAT
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TGATTATTTC
GGTCTTTAAG
ACTTCATAGA
AGAAAAGT AA
ACTGTAAGGT
AACATTAGTG
CAGITTCTTA
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