GECCEEETCG
GGAAGATGAA
GITACTGAAC
GAAAGGTTTT
AATTATCAGA
ACACTGAGAA
ATTCAAGGCA
ATCTTTCACT
GATATTCTTA
GATGGTGGAA
ACCGAGECECT
ACACAACATT
AGTGATCATT
TTAAAAGCAC
CAGTACCCTT
ATCTACAGGT
TTTGATTAAG
TTTCAGAATA
TACAATATGA
TTTACTGTGT
AGGITGAAAA
TGAAAAATTA

ACTGACGGTA
TGCCAGAGGA
TTTCAGCAAG
TCTTGIGTGA
AAAAAATTTC
ACATTCAGGG
GTGCAGCAGG
GGATGITTTG
ATGATCCATC
TATAAACTTG
GCATCTTGIT
AAAAGTACTG
TAAAATTTGCG
TAAAGGGAGA
TGICTTTAAA
TTCAATTCAA
CATTATAAGC
AACATTTTTA
GATATATCAG
CAGTGCTATT
GITAGAAGTITC
AAGCAACCAG

ACGGGGCAGA
CTTGGATCTG
TGGACCTTTT
AAAATGAACT
CAGCTCAACC
TCTATTTGCT
TTCAGCGTCT
AGGGGTAATG
ACAAAGCGAA
GITTACTGTA
TATAGICATC
ACACCTGAGA
AGGCGTCTTT
TCATGITAAA
AAAGITGITG

POVP (NM 015932. 6)

GAGCCTGITC
AGCTAAAGGA
GAAAGTCATG
TTTGCCTAGT
AAGATAAAAT
CCGCTAAAAT
TCCATTTCTT
ATGAGACTAT
GICATGGGAG
ATAGTGTGCT
TTTGTACTGT
ATTTCTGCTC
GGITTACAGC
GCTCTTAATT
CTCATGAATA

CCTGITTCTA
ATTTGAGICT
ATTGATTTCA
TGTCGICCAT
TTAGGATTAT
CAAGGITTTG
TAGATGTAGG

GGITTTTTTG
ATAAACTTTA
GIGGCAACTC
TAACACTCAT
AGITATTGIT
ATTTTGGICT
TTAAACTTTT

GCAGAGCTGC
CAGTATTCCA
ATCTTCTTCG
CATCCCCTTG
GAATTTTTCC
TACAGATGCGA
TCAAGCTCAA
TGGATTIGAG
AGCCACACTT
GITCATGGAA
AATTTGATGT
AAGTAGTATC
CATGTGACAA
TATATTAAAA
TTATAAAATG
TAAATTTAGT
TAGTAGCATC
TCAAATTGAT
AAGAATAATA
TGATTATTTC
GGTCTTTAAG
ACTTCATAGA

ATA

-6
45
95
145
195
245
295
345
395
*19
*69
*119
*169
*219
*269
*319
*369
*419
*469
*519
*569
*619
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CTTAATATGI AATTAATATA TTGCCAAGCA ACACTGITAA AGAAAAGTAA *669
AACTCATTTT TTCTTGITCT TAATTTATAT ATTACAAGAT ACTGTAAGGT *719
ATTCTTTATG AAGTTGATAT ATAAAAATTT ACATTTTTAG AACATTAGIG *769
AATGGATCAT CTTTTACAAT TAAAAGTATA TTTTGATTAT CAGITTCTTA *819
GGAACATCTT TGATTAGATA AATTACTGAT TTGAAACA

POVWP (NM 015932.6) - cDNA - 2026- 05- 25
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