GITGACTAGG
CTGAAGAAAC
AGCCCATTCC
GCAGCTCAAG
CTGAGGAACA
ACATCTCCCC
GGACCTCCCT
CTCCTCCCTC
CTGTAGGTGC
GACGGTAAGA
CCCTCACCAC
AGATGECTGG
AAGAAGGAGG
CTCCAGGAGC
GCATGGAGGT
TGGGACCTAG
CGCCCAAGCC
CAAGTGAACC
CTAATGCCCT
GAGAAGCGTT
AAATCTCTGC
GAGTCTCCAA

CCCTGTITCTT
CTGGGAGCCA
CTGCTCTGCG
GGITGATCTC
CAGAACAGTG
TCACCCTCAC
ATCACGCTGAC
CCCTGECTTT
CCTGGEATTT
GCCAAGGCCAA
CTGGGAACAT
CGGAGCCTGG
AGCTGAAGGA
TCTTCGGGTG
GGECCTCGTAC
CCCTCCATAC
CAGGAAGEEG
CCACCTGEEG
GGATCCATGA
TTGAGACAGC
CTCACTCCTC
GCCAGGAGTC

GCTGCECTGGT
GCAGCCCEEG
GCTCCTCCCA
AGGAGTCCAG
AGCGITGCCC
CCTCCCTGCC
TTCTTCCAGT
TCCTACCACT
ATAAAACTGG
AGGACAGCAC
CCCCCAGACA
GGECCECCTGG
GITCCACGCTT
AGACACCCGC
CTGGTGECTC
CTGGGAGCAG
CAGECCACTC
TCTCCCAGCC
ATTGCCGECG
TGCCTGACAC
TACCAAGCTC
ACCCAACGCC

NLRP1 (NM 033004. 4) -

GCCCCAGEEC
GCTCCACTCT
CCCCACCTCT
GACCCAGGAG
ACACCCCATC
TGGCCCTGGA
GICTTGCAGG
CCCCCTCTAT
GITCCGAATG
TGITCTCTCGC
CCCTCTTAAC
CCTGITACTT
CTGCTCGCCA
TCAGCCAGAG
AGTATGGGGA
ATGGEECCTGA
TCCCTCATTC
AACCCACCTC
GGGTGCACCC
ATCTGGACCC
TTCCAAGCTC
CCCACATCCA

CTGGAGAGGT
GGGITCTGAA
TCTCAGCCTT
AGGGAAGAAT
TCCCGTCACC
CCCCATCCCA
CCCCTCTGEG
CGGECGTCTAT
CTGAATAAGA
CTGCCTGATA
TCCGGGACAG
GGAGTTCCTG
ATAAAGCGCA
AAGACGAGT G
GCAGCGGEECC
GGTCACTGTG
CCCTACAGCC
CACCCCAGTG
AGGCCTCAGA
CCCTGCGAGAG
CCCAGACCAT
CAGCAGTGCT

ATA
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- 453
- 403
-353
-303
- 253
-203
- 153
-103
-53
-3
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498
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https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2296&page=sequence&seq=cDNA&ancre=2296&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2427&page=sequence&seq=cDNA&ancre=2427&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2294&page=sequence&seq=cDNA&ancre=2294&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2296&page=sequence&seq=cDNA&ancre=2296&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2427&page=sequence&seq=cDNA&ancre=2427&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2294&page=sequence&seq=cDNA&ancre=2294&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=1804&page=sequence&seq=cDNA&ancre=1804&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=1804&page=sequence&seq=cDNA&ancre=1804&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3050&page=sequence&seq=cDNA&ancre=3050&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3050&page=sequence&seq=cDNA&ancre=3050&prot=0

GGGGAGCTGG GGATCCCCAC CTCAGCCCAG CCTAGCACCC AGAGAGCAGG
AGGCTCCTGG GACCCAATGG CCTCTGGATG AAACGTCAGG AATTTACTAC

ACAGAAATCA
ATGGEGECACCG
CCCACCACCA
TGGCCCTGEA
TCTACAAAGA
GCCCTGATTA
TTATTTGGECC
GGGEEECTECT
CCTGGEEEEAG
TTCAGCTGCA
CATCGGAAAA
CTAGGCCAGA
TGGGICTTCGC
ACAGCCGECG
CCGAGGCATC
ATTCCTTCTT
GICCAGCAGG
CAATTAGAGC
TGTCTTGTCC
GATGAAGCGG
TCTGICTACA
CACGCTCAGAG
GACCCTTTTC
TCATCTCCAC
CTGAGCTACA
GICCTATGTC

GAGAAAGAGA
GIGGTAGGAA
CCCATGCGAG
AAAATGAGGA
CCTCACCCCA
TGTGGAGGAG
CAGGCCTGGA
GGAATTGGEEAA
AGGCCAGCTG
GAGAGCTGEC
GATGGGACAG
GCGECTCCTC
AGGAGCCGAG
GATGCACTGC
CTTCCTGATC
TGGAGCAGEC
AAGGAATATT
CTTTAGGITG
CCTGGGTGTC
AAGGAAAAAC
TTACCTTGCC
ACCTCTGCTC
AGTCCAGATG
CTTCTTGAAG
GCTTCATTCA

GAGAGAGAAA
CGCCCCCACA
CCTTCTGTGA
TTTTAACCAA
GAAGCCAAGA
AATCGAGGAC
TACCCAAGAA
AGTCAACACT
TATGGEGGACC
CCAGTCCAAG
CCACTCCGEEC
TTCATCCTCG
TTCTGAGCTC
TGGGCAGITT
ACGGCTCGGA
ACGITGGGTA
TCTACAGATA
GICAAATCAA
CTGECTGECC
TCACACTGAC
CAGGCTCTCC
TCTGCECTGCT
ACCTCAGGAA
ATGGGTATTC
CCTCTGITTC

TCAGAGAAAG
GGCGCACACC
GAGAGACCCT
AAATTCACAC
TCCCCTGGTIC
ATTTAATTCGA
CCTCGCATAG
GGCCAGCCAG
GCTTCCAGCA
GIGGTGAGTC
TCCCATTAGA
ATGGTGTAGA
TGTCTGCACT
GCTGGGGAAA
CCACAGCTCT
GAGGTCCTGG
TTTCACAGAT
ACAAAGACCT
TGCACTTGCC
TTCCAAGACC
AAGCTCAGCC
GAGGGCATCT
GCATGGGTTA
TTCAAGAGCA
CAAGAGITCT

TTGGAGGATG AGAAGGGEGAG AGGTAAACAT

GCAGGECCCCC
AGCCTACAGC
CTGITCCACA
AGCTCCTACT
AAGAGAAGCT
GATCAGAGAC
TCATACTGCA
GIGAAGGAAG
TGTCTTCTAC
TCGCTGAGCT
CAGATCCTGT
TGAGCCAGGA
GGAGCCAGCC
ACTATACTTC
GCAGAACCTC
GGTTCTCTGA
GAAAGGCAAG
CTGGEECCCTG
TGATGCAGCA
ACCACAACCC
ATTGGGACCC
GGCAAAAAAA
GATGGGGECCA
CCCCATCCCT
TTGCAGCAAT
TCTAATTGCA
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748
798

848
898 R290G

948
998
1048
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1148
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1248
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1448
1498
1548
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1648
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1748
1798
1848
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1948



https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3055&page=sequence&seq=cDNA&ancre=3055&prot=0
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TCATAGATTT
GGGGECATCAA
GAGAGAGATG
TGATGCAGIG
GAGTCCCTCC
AGTGATGECC
ACGCTCTTAGT
CTTCAGCTGA
GGTAGICCTG
TCTTCTCCGT
GGAAACTCGC
ACGCCCTCGC
CAGCTGAGGA
CTGACCGAGC
ACACCTTTGC
AGCTGGTCAG
GICCTTAGTG
CCTGGATGAC
CCTGCAAACT
ATGAGGCCAGG
CTTCAGCAGA
CGCGGAGAGAT
TCAGAGAGEG
CGTGAGCAAG
AGGTAGTACC
GACCTCGCATA
GGEECCTGIG
TTCACTTCCC

GGAAAAGACG
CCACACGTTT
GAGAACATCT
GGreccarec
ACTCCTTGTA
CATTTCGAAG
GIGCACTTTC
TTGAGGECAG
TTCAGGTGGG
CCTCAAGGTC
TGAGCCACTC
TGCCTCCTGG
CTGCAAGGAC
TGGACCTGAG
CAGAGACTGA
CTGTGECCTC
CCAGCCCCAG
GITGECGTGC
CATACGCCTG
AACTGAGGEEC
CCGAAACCAA
GAGTAATAGC
CGGCTTCCCA
ATCTTCCCAA
GGTGGAACTC
CGAAGCCTTT
GCTACTGAGG
TGTAGCTGEC

CTAGAAGCAT
CCTATTGEEC
TTCACTGCCG
CTGCAGCTGC
CGAGACTCCG
AAATGGGCAT
TGCATTAAAT
GCAGCACAGA
TCCCAGICAC
ACCAGAAACC
TGCAGIGAAG
AGACCCTGCG
CTTCCCTTTG
CTTCAATGTG
GACAGCCGAG
ACGTCTGACT
CCTGAAGGAG
GACTGCTCTG
GGGECTGGACC
CCTGGAGCAG
GIGTGATGAC
ACATCCTCAC
TGTTGCTCAG
TTGCTGAGAT
TTGTGCGTCGC
GCGGACTGAC
TAGITGACAA
TCCTACCGCT

ATGGAATACA
CTGITAAGTIG
GCTGICTCAG
TGCTGCAGCC
AACAAAACGT
GIGITGTAGAA
TCAGCCGCCA
TCAACATGGA
AGATGCCTAT
TGAAGGAGCT
AGICTTTGTA
GITGECTGEC
GCCTGAGAGC
CTCACGGATG
CTGCAAGCTA
GCTGCCAGGA
CTAGACCTGC
TGAGGGECTC
AGACAACTCT
GAGAAACCTC
CCCTACTGAG
TCAAGCGGCA
GCTAATCTCA
TGCAGAGGAA
CTTCTCCTGC
GATGACTTCT
AGAAAAGAAC
GGCCCAACAC

TGGCCTGITT
ATGAGGGGEGA
GGGAGGAACC
ACACTCTCTG
TCCTGACACA
ACAGACATGG
CGTGAAGAAG
GCCCCACCAT
TGGCAGATTC
GGACCTAAGT
AGACCCTGAG
TGTGGECCTCA
CAACCAGACC
CTGGAGCCAA
CAGCGACTGC
CCTGECCTCT
AGCAGAACAA
AGGCATCCTG
GAGTGATGAG
AGCTGCTCAT
GGCCTGGATA
GAGACTCGGA
AACTCCTGGA
AGCTCCCCAG
CTCTCAAGGG
GGGGCCCCAC
TTGTACCGAG
GGGTCTCTGC

1998
2048
2098
2148
2198 Rr26w
2248

2298 T755N
2348
2398
2448 L813P
2498
2548
2598
2648
2698
2748
2798
2848
2898
2948
2998
3048
3098
3148
3198
3248
3298

3348 F1102L R1109C
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https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=1802&page=sequence&seq=cDNA&ancre=1802&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2292&page=sequence&seq=cDNA&ancre=2292&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2292&page=sequence&seq=cDNA&ancre=2292&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2298&page=sequence&seq=cDNA&ancre=2298&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2298&page=sequence&seq=cDNA&ancre=2298&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2921&page=sequence&seq=cDNA&ancre=2921&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2921&page=sequence&seq=cDNA&ancre=2921&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3056&page=sequence&seq=cDNA&ancre=3056&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3056&page=sequence&seq=cDNA&ancre=3056&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3009&page=sequence&seq=cDNA&ancre=3009&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3057&page=sequence&seq=cDNA&ancre=3057&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3009&page=sequence&seq=cDNA&ancre=3009&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3057&page=sequence&seq=cDNA&ancre=3057&prot=0

TTTGTGATGA
CCAGITCCTG
CTCTGCTGEA
CCTCACTTTG
AATGGCCCAC
TGGAGCTGCA
GICCTCCTGA
TGTGGTGITG
TCTACCTGAT
GAAATGAAAT
ACTTTATATG
TGGAAATACT
GACCAGCTGT
GCTGCAAGTG
TGAAACCAGG
ATAGCCGTAC
CCAGTATCGA
TGGACAAACT
CTGCCTGAGA
CCAGTCCTGG
AGACCCATCC
GGACTCCTGC
GAGTCCTGEC
AAACAAGTTG
GATGATGCCT
GGCCCCAGTC
CTGGECAAGAC
GCCAAGCCTA

GAGAAGCGGT
GGTGAGATCA
CATCAAGCECT
TGGCTCTCCA
TTTAAAGAGG
TCACATAGIT
AAATGATCCA
CTTTACCACC
CCCAAGTGAC
TCCAGITTGT
GCCTGTCGTT
CCCCAACGAA
TCTCGGAGIT
AAAGACAAGA
AGATCTCATG
CTTCACCTCT
GAGCACCTGA
GCATGGACAG
ACACGAGECC
GACCGGAAGT
TCACCTCATT
CACTCAGCAG
TTTGECTGAC
CCATCTGGTT
TTGCTGGGCA
CAGGTGECCT
CCCTGCAGAC
GAGCCCTCCG

GACCGTTGAG
ACCCACAGCA
GAGCCTGGAG
ACGGGEGECCAT
AGGGGATCCT
CTGGAAAACC
TAATGCCCTG
GCGTCCATCC
TGCTCCATTC
GCGAATCCAC
ACACTGIGIC
CTGGAGCTCT
CTACGITGEC
AAGATGAGAC
CCTGCAACTA
GGATGCCCCG
TAGCCCGAGT
GIGCTGAGCC
CAGCCAGATG
GCAAAGATGG
ATGGAACTCT
CTGAAGTATC
CCTTCTITTGG
TGCCTTCCAG
TTATGIGTCC
AACAGCATCT
CTCATAGAGC
GATCCCATCC

ATTGAATTCT
CAGCTGGATG
CTGTGGAAGC
GIGGACACAT
CCTGGAGAAG
CCAGCTTCTC
CCCTTCATTC
TGAGGAAGTIC
GGAAGCCCAT
AAGCCACCCC
TGGGTCTGGT
GCTATCGAAG
CACTTGGGAT
TCTGGTGTGG
CTCTGATCCC
CAGITGCTGC
GACATCGGTG
AGGAGCAGTA
CGGAAGCTGT
ACTCTACCAA
GGCGAGAAGEG
AACACCAGCC
GICTCAGITT
CACTAAAGTA
ATGCCAGCGA
CAGGCGAATGT
CTCATCTGGT
AGGCCCAAAG

GIGIGTGGGA
GIGECAGEEC
TGTGCACCTC
CCCTGTTCCA
CCAGCCAGGEG
CCCCTTGGGA
CCGTCACCTC
ACCTTCCACC
AGATGATCTA
CGCTGACCCC
TCAGGGATCC
CCCTGGAGAA
CAGGGATCAG
GAGGCCTTGG
TCCAGCCCCC
ACTTTGIGGA
GAGGTTGICT
CGAGAGEGTG
TCACCTTGAG
GCCCTGAAGG
CAGCAAAAAG
CTTGACCCTT
CTTTCTCTGC
ATGGAACTTT
TGCCACAGCG
CCATCTGGAG
GGCCACAGCA
AGGAATAGGA

3398
3448
3498
3548
3598
3648
3698
3748
3798
3848
3898
3948
3998
4048
4098
4148
4198
4248
4298
4348
4398
*26

*76

*126
*176
*226
*276
*326
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Q1384P

N1420K S1424C



https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2714&page=sequence&seq=cDNA&ancre=2714&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=1803&page=sequence&seq=cDNA&ancre=1803&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=2714&page=sequence&seq=cDNA&ancre=2714&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3053&page=sequence&seq=cDNA&ancre=3053&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3053&page=sequence&seq=cDNA&ancre=3053&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3048&page=sequence&seq=cDNA&ancre=3048&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3054&page=sequence&seq=cDNA&ancre=3054&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3048&page=sequence&seq=cDNA&ancre=3048&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=31&Id_mutation=3054&page=sequence&seq=cDNA&ancre=3054&prot=0

GCGACATGGA ACCATTTGCC TCTGGCTGIG TCACAGGEGTG AGCCCCAAAA *376
TTGGEEGTTCA GCGTGGGAGG CCACGTGGAT TCTTGECTTT GTACAGGAAG *426
ATCTACAAGA GCAAGCCAAC AGAGTAAAGT GGAAGGAAGT TTATTCAGAA *476
AATAAAGGAG TATCACAGCT CTTTTAGAAT TTGICTAGCA GGECTTTCCAG *526
TTTTTACCAG AAAACCCCTA TAAATTAAAA ATTTTTTACT TAAATTTAAG *576
AATTAAAAAA ATACAAAAAA GAAAAAATGA AAATAAAGGA ATAAGAAGIT *626
ACCTACTCCA
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