ACTAGITTGC GGCATCCTGT
CCCTACCCGT CCCTTTGGGT

ATGACCTGIC AGCCTCTACA

yr AspLeuSe r Al aSer Thr

GAATATGCTA TGAAGCCTGT
d uTyr Al aM et LysAl aVa

ATGCAAAGAT GGTGITGTICT
gCysLysAsp d yVal val P

TTTATGAAGA AGGTTCCAAC
euTyrd ud ud ySer Asn

GGAATGGECAG TAGCAGGTTT
d yMet Al aV al Al ad yLe

AGCAAGAGAA GAAGCTTCCA
eAl aArgd u d uAl aSer A

ATA

PSMA3 ( NM 002788. 4)

GGTATAGEGEG
TTAGCACGAT
Me

TTCTCTCCTG
PheSer Pr oA

GGAAAATAGT
| d uAsnSer

TTGGGGTAGA
hed yval d

AAAAGACTTT
LysArgLeuP

GTTGCCAGAT
uLeuAl aAsp

ACTTCAGATC
snPheAr gSe

AAGCGCTCCG
GAGCTCAATC
tSerSerlle

ACGGAAGAGT
spd yArgVa

AGTACAGCTA
Ser Thr Al al

AAAATTAGTC
uLysLeuVal

TTAATGITGA
heAsnVal As

GCTCGITCTT
Al aArgSer L

TAACTTTGGC
r AsnPhed y

GGCCTGGAAT
GGCACTGGEGT
AyThrdyT

TTTTCAAGIT
| Phed nVal

TTGGAATCAG
led@yll eAr

CTTTCTAAAC
LeuSer LysL

TCGGCATGIT
pAr gHi sVal

TAGCAGACAT
euAl aAspl |

TACAACATTC
Tyr Asnl | eP
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91
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CACTAAAACA
roLeuLysH

CTCTACAGTG
LeuTyr Ser A

CAGTGIGAAT
r Ser Val Asn

CATACGGTTA
erTyr@yTy

ACGGAAATAG
Thrd ul | eG

TAAAGAAGTT
| Lysd uVal

AAGCTTTTCGA
ysAl aPhed

CATGAAATTG
Hi sd ull eV

CGAATCTCTG

sd uSer Leu

TACTCCAGCA

TCTTGCAGAC

sLeuAl aAsp ArgVal Al aM

CTGITAGACC
I aVal Ar gPr

GACGGTGECEC
Aspd yAl aG

TTGEEECTGT
r Tr pd yCys

AGAACCTTCA
| uLysLeud

GCAAAAATAA
Al aLysl | el

ACTAGAACTC

uLeud ulLeu

TTCCAAAAGA
al ProLysAs

AAGGAAGAAG
Lysd ud uA

TCTATTGTAT

AGAGTGGCCA

TTTTGECTCC

oPhed yCys

AACTCTACAT
| nLeuTyr Me

GCCATCGGCA
Al alledyL

GATGAAAGAA
nhet Lysd u

TTTACATAGT
| eTyrll eVa

AGCTGGGITG
Ser Tr pVal G

TATAAGAGAA
plleArgdu

ATGAATCAGA
spd uSer As

TTTAAATTTC

TGTATGTGCA
et Tyr Val Hi

AGITTCATGT
Ser PheMet L

GATTGACCCA
t11 eAspPro

AAGCCAGCCA
ysAl aAr gd

ATGACCTGCC
Met Thr CysA

ACATGACGAA
| H sAspd u

GTGAATTAAC
| y3 uLeuTh

GAAGCAGAGA
d uAl ad uL

TGATGATAAT
pAspAspAsn

TACTCCAGTIC

TGCATATACA
sAl aTyr Thr

TAGGGTCTTA
eud ySer Ty

TCAGGTGTITT
Serd yVval S

AGCTGCAAAG
nAl aAl aLys

GTGATATCGT
r gAspl | eVa

GTTAAGGATA
Val LysAspL

TAATGGAAGA
r Asnd yArg

AATATGCTAA
ysTyr Al aLy

ATGTAACATT
Met St op

CAATGTAACT
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422
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472
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522
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572
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672
224
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ATTTAGCCCT GGATTATACA TACTGICCAA TTTTCATTAA ATTTTTGICT *104
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