AGTGCCCCAG
GGAGCACCAA
CACCATCATG
CCCGAGTGTC
TCCCCCCTGC
TGCCCAAGCC
TAGAACTGGA
AATATCAGCT
TGGCTGCGGAC
TGCTGACTCG
TATGGITATG
CAGGCGCTTC
CAAGCGEEEEG
CATCGAGTCA
CTTCCCCAGA
ACCTGGTATG
GAGGTGEGTG

GCGGECGAGRA
CCGCEGGEACTT
GCAGTGGAGT
TGCAGCCGAG
ACGAGCGCAT
GI'GGCCGACA
GGAACCTCCA
ATAAATATCG
CAACGTGAAG
ACAGCCTTTT
TGGATGCACGC
ACCACAGACG
TGTCATCTAC
TCTTGGGCAA
CITCTCTTTC
GICATTGGGA
CTTCCCTCCT

TCCCAGGTCT AAAACATCTT
AAATATAAAG AGCCCTATAC
GAAGTAGTAC AAACAATAAA
TGATGATGAG GCCGCAA

GAGCGGTGCC
ACCCCGEECG
TTGACGCEEEG
GCGGTGGTGA
CTACTGIGCA
TGGCCGCCTA
CITGITTTGG
AGAGGACTTG
GAGGTCAGGT
GCCATTGGTG
ATATAAGCCA
CTATTGCTCT
CTGGTCACTA
TGAACTGCCA
TTATTTTGTA
AATGAGTCCT
AGATGICAGC
TCCTAGAGAA
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TTGCAGGGAT
GGAGAAGTCC
CGITGIGATG
ACCGAGTGIT
CTCTCTGGTT
CCAGCTGGAG
CTGCTGCAAA
TCTGCACATC
ATATGGAACC
GCTCCGCECAG
GCECATGICTC
GGCCATGAGC
TTACACGCTCC
AAATTCTATG
ATAAACTCTC

ATA

GCTGCCEEECG
ACACCGGEGAC
GGTTCTGATT
TGACAAGCTG
CACGCTGCTGA
CTCCATGGGA
TGTGGTGAGA
TCATGGTACGC
CTGGGAGGAA
CACCTTTATC
CCGAGGAGTG
CGGGATGCECT 562
CGGTGTGEAC 612
ATGAGTGAAC *2

TAGGGCCAAA *52

12

62

112
162
212
262
312
362
412
462
512

CAGGGAGATG GAGCTTAGGG *102

ATACACTCTT

TCTTCTTTTG *152

AACAAAAGGG ACTAAACTAG *202

ATGACAGGTG ATCACGTACT GAATGATTTT *252

AATTCTCATT

CCGCATCATC ATGCGGICCA *302

evers

CDNA -

2026- 06- 24


https://infevers.umai-montpellier.fr
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=28&Id_mutation=2238&page=sequence&seq=cDNA&ancre=2238&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=28&Id_mutation=2238&page=sequence&seq=cDNA&ancre=2238&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=28&Id_mutation=2092&page=sequence&seq=cDNA&ancre=2092&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=28&Id_mutation=2092&page=sequence&seq=cDNA&ancre=2092&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=28&Id_mutation=2716&page=sequence&seq=cDNA&ancre=2716&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=28&Id_mutation=1682&page=sequence&seq=cDNA&ancre=1682&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=28&Id_mutation=2716&page=sequence&seq=cDNA&ancre=2716&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=28&Id_mutation=1682&page=sequence&seq=cDNA&ancre=1682&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=28&Id_mutation=2093&page=sequence&seq=cDNA&ancre=2093&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=28&Id_mutation=2093&page=sequence&seq=cDNA&ancre=2093&prot=0

PSMB9 (NM 002800.5) - CDNA - 2026- 06- 24

g fevers


https://infevers.umai-montpellier.fr
http://www.tcpdf.org

