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PSMB4 (NM 002796. 3)

CTAAGATGGA AGCGITTTTG
Met @ uAl aPheleu

CCGGCCCCAG GACAGTITTTA
Pr oAl aProG | yd nPheTy

GGATCCGGCG TCTGCACTTT
t AspPr oAl a Ser Al aLeuT

CCATGGTGAC CGGGACCTCA
roMet Val Th rd yThr Ser

GTGATTGCCG CAGACATGCT
Val || eAl aA | aAspMet Le

CAACATCTCT CGCATTATGC
gAsnl | eSer ArglleMetA

CTGGCGACTA CCGCTGATTTC
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GGGATCCTAC
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p
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