CTCTGTACAC
CTCGAGCECCT
AAACATGTCT
ATGAAGAGTA
ACCTTTCCAT
AGCTTTCATC

ATTCAAAGAA

Il ed nArgM

TGTATGGAAT
eVal Tr pAsn

AGGTGGAGCA
ysVal d ud

GGITCAGAGT
d ySerd uS

TCCTCTATTT
r ProLeuPhe

TGTCCTCTCA
CACTGAAACG
TGGICTCCCA
GITTTACAGA
TTGGAAATAA
CAGAACAATG
Met

TGGGAATGAC
etd yMet Th

GITCTGAATC
Val LeuAsnA

GGATGCTGCT
nAspAl aAl a

CCTGTAACCT
er CysAsnlLe

CAGGACTTGA
G nAspLeuA

o

NLRC4 (NM 001199138. 2)

CAGAACAAGA
GAAAGCAAAT
AGAAGAGGEC
AAAAAGAGGA
TATTTTCTAT
AATTTCATAA
AsnPhel | eL

TGTTATAAAG
rval Il eLys

GCGAAGAAGT
rgd ud uva

AGAGGGATCA
Argd yll el

CTTTCTTAAA
uPhelLeulLys

ATGGACAAAG
snd yd nSe

AGGTATCTGG TCTACAAGAA
ACAAAGAAAC TTTATTTTAA
AATTGGATTG CTCAGCCAGA
CAATATTGGG ATCACCTTTG
TGTGITATAG AAAGGTGGGA
AGGACAATAG CCGAGCCCTT
ysAspAsnSe rArgAl aLeu

CAAATCACAG ATGACCTATT
A nll eThr A spAspLeuPh

AAACATCATT TGCTGCGAGA
| Asnllelle CysCysd uL

TTCACATGAT TTTGAAAAAG
| eH sMet 1| elLeulLysLys
TCCCTTAAGG AGTGGAACTA
SerLeuLysG | uTr pAsnTy

TCTTTTTCAT CAGACATCAG
rLeuPheH s A nThr Ser G

-218
-168
-118
- 68
-18
33
11

83
28

133
45

183
61

233
78

283
95

&
T

Vers

cDNA + Protein

E64Rfs*4 L70F

E95*
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https://infevers.umai-montpellier.fr
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=3134&page=sequence&seq=cDNA&ancre=3134&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=3134&page=sequence&seq=cDNA&ancre=3134&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2017&page=sequence&seq=cDNA&ancre=2017&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2179&page=sequence&seq=cDNA&ancre=2179&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2017&page=sequence&seq=cDNA&ancre=2017&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2179&page=sequence&seq=cDNA&ancre=2179&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2123&page=sequence&seq=cDNA&ancre=2123&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2123&page=sequence&seq=cDNA&ancre=2123&prot=1

AAGGAGACTT
| ud yAsplLe

CCATCTTTTC
Pr oSer PhelL

TAACTTGAAA
eAsnlLeulys

ACCATCACCG
i sH sHi sAr

CAGAGCCCCT
d nSer ProC

GCTGCAGCGA
uLeud nArg

CCAAGTTCAA
hr LysPheLy

CTTTTTGAAA
LeuPhed uT

GAAGCAGACA
gLysd nThr

GGACGATTTG
UAspAsplLeu

TGAACTTTTA
euAsnPheTy

AGCACCTTCA
Ser Thr PheT

CGTGGAGCAG
gVal A ud n

GCATCATTGA
ysllelled

ATTGCCATGC
Il eAl aMet L

ATTCGICTTC
sPheVal Phe

CCCTCTGTGA
hr LeuCysAs

TTCATGGCCA
PheMet Al aM

GCTCAGGATT
Al ad nAspL

TCCCCTTGGT
rProLeudy

CAGAACCTGT
hr d uPr ova

CTGACCCTGA
LeuThr LeuA

AGGGGAATCT
ud yd uSer

TCTGGGGECTC
euTr pd ySe

TTCCTCCGIC
PheLeuAr gL

TCAACTCCTG
pd nLeulLeu

TGCTCCTGAA
et LeuLeulLy

TAAAGGACTT
euLysAsplLe

GAAGATATTG
G uAspl I eA

CCTGTGGAGG
| LeuTr pArg

ATGGCCTCCT
snd yLeulLe

GGCAAAGGCA
dyLysd yL

CGGAAAGTGC
rd yLysCys

TCAGCAGGGC
euSer Ar gAl

GATATACCTG
Aspl | ePr oG

GCTGCGGECAG
sLeuArgdn

GTACCATACC
uTyr Hi sThr

ACATTATTTT
spllellePh

AAGGACCAAC
LysAspd nH

GCAGCCTCTT
ud nAl aLeu

AGTCCACTCT
ysSer Thr Le

AAGGCTCTGA
LysAl aLeuT

CCAGGGTGGA
ad ndydy

GCACAATCAG
| yThrll eAr

AGCGTTCTTT
Ar gVal LeuP

333
111

383
128

433
145

483
161

533
178

583
195

633
211

683
228

733
245

S132Afs*21 T133I

>
=
o
o

—

Cl165R S171F Gl172S T177A T177S



https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2527&page=sequence&seq=cDNA&ancre=2527&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2527&page=sequence&seq=cDNA&ancre=2527&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=3132&page=sequence&seq=cDNA&ancre=3132&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=3040&page=sequence&seq=cDNA&ancre=3040&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=3132&page=sequence&seq=cDNA&ancre=3132&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=3040&page=sequence&seq=cDNA&ancre=3040&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2214&page=sequence&seq=cDNA&ancre=2214&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2214&page=sequence&seq=cDNA&ancre=2214&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=1562&page=sequence&seq=cDNA&ancre=1562&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=1649&page=sequence&seq=cDNA&ancre=1649&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2643&page=sequence&seq=cDNA&ancre=2643&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=1647&page=sequence&seq=cDNA&ancre=1647&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2019&page=sequence&seq=cDNA&ancre=2019&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=1562&page=sequence&seq=cDNA&ancre=1562&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=1649&page=sequence&seq=cDNA&ancre=1649&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2643&page=sequence&seq=cDNA&ancre=2643&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=1647&page=sequence&seq=cDNA&ancre=1647&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2019&page=sequence&seq=cDNA&ancre=2019&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2820&page=sequence&seq=cDNA&ancre=2820&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2820&page=sequence&seq=cDNA&ancre=2820&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=1817&page=sequence&seq=cDNA&ancre=1817&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2808&page=sequence&seq=cDNA&ancre=2808&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=1817&page=sequence&seq=cDNA&ancre=1817&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2808&page=sequence&seq=cDNA&ancre=2808&prot=1

TCCTTCTTGA TGGCTACAAT
heLeuLeuAs pd yTyrAsn

GAAGCCCTGA TAAAGGAAAA
d uAl aLeul 1eLysd uAs

CACTACCACT GAGIGCCTGA
r Thr Thr Thr @ uCysLeuA

CTGAGGTGGEG GGATATGACA
| ad uvVal G yAspMet Thr

GTGCTGATCA AGGAGCTTGC
Val Leul | eL ysd uLeuAl

CAGGTCCTTG AGGAATCTCA
r ArgCysLeu ArgAsnLeuM

GTGCAATCCA GATGGGTGAA
ysAlalled nMetdyGu

CTGITCCATA CCTTCTATGA
LeuPheH sT hr PheTyr As

TAAAGGTGIG GCTGCAAGTG

sLysd yVal Al aAl aSer A

ACCTACCTCT GGAGGGTGIG

GAATTCAAGC
G uPheLysP

CCACCCCTTC
nH sAr gPhe

GGCACATACG
rgH sl | eAr

GAAGACAGCG
G uAspSer A

TGAAGGCTTG
ad ud yLeu

TGAAGACCCC
et LysThr Pr

AGTGAGITCC
Ser d uPheH

TCTGITGATA

pLeuLeul |l e

ACTTCATTCG
spPhel | eAr

TTCTCCCACA

CCCAGAACTG
rod nAsnCy

AAGAACATGG
LysAsnMet V

GCAGTTTGGT
gd nPhed y

CCCAGGCTCT
| ad nAl aLe

TTGCTCCAAA
LeuLeud nl

TCICTTTGIG
oLeuPheVal

ACTCTCACAC
i sSer Hi sTh

CAGAAAAACA
d nLysAsnL

GAGCCTGGAC
gSer LeuAsp

AGTTTGATTT

CCCAGAAATC

sProdulle

TCATCGICAC
al Il eval Th

GCCCTGACTG
Al aLeuThr A

CATCCGAGAA
ull eArgd u

TTCAGAAATC
| ed nLysSe

GTCATCACTT
Val Il eThrC

ACAAACAACG
rd nThr Thr

AACACAAACA
ysHi sLysHi

CACTGTGGAG
H sCysd yA

CGAACTGCAG

783
261

833
278

883
295

933
311

983
328

1033 I337S T337N L339P V341l V341A [343N

345

1083
361

1133
378

Q
N
(3]
o1
—

C283G

1287T &91S

a3
=
()

*

1183 L3871

395

1233

H392del


https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=3121&page=sequence&seq=cDNA&ancre=3121&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=3121&page=sequence&seq=cDNA&ancre=3121&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2124&page=sequence&seq=cDNA&ancre=2124&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=1818&page=sequence&seq=cDNA&ancre=1818&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2020&page=sequence&seq=cDNA&ancre=2020&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2124&page=sequence&seq=cDNA&ancre=2124&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=1818&page=sequence&seq=cDNA&ancre=1818&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2020&page=sequence&seq=cDNA&ancre=2020&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2120&page=sequence&seq=cDNA&ancre=2120&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2120&page=sequence&seq=cDNA&ancre=2120&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=1532&page=sequence&seq=cDNA&ancre=1532&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2016&page=sequence&seq=cDNA&ancre=2016&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2330&page=sequence&seq=cDNA&ancre=2330&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=1819&page=sequence&seq=cDNA&ancre=1819&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=1527&page=sequence&seq=cDNA&ancre=1527&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2958&page=sequence&seq=cDNA&ancre=2958&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=1532&page=sequence&seq=cDNA&ancre=1532&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2016&page=sequence&seq=cDNA&ancre=2016&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2330&page=sequence&seq=cDNA&ancre=2330&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=1819&page=sequence&seq=cDNA&ancre=1819&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=1527&page=sequence&seq=cDNA&ancre=1527&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2958&page=sequence&seq=cDNA&ancre=2958&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=3127&page=sequence&seq=cDNA&ancre=3127&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=3127&page=sequence&seq=cDNA&ancre=3127&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2561&page=sequence&seq=cDNA&ancre=2561&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=1820&page=sequence&seq=cDNA&ancre=1820&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2561&page=sequence&seq=cDNA&ancre=2561&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=1820&page=sequence&seq=cDNA&ancre=1820&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=3133&page=sequence&seq=cDNA&ancre=3133&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=3133&page=sequence&seq=cDNA&ancre=3133&prot=1

spLeuAl aLe

GATGTGTCCA
AspVal Ser S

TAAATATACA
sLysTyr Thr

CATTCCAGGA
er Phed nd

CATGAGCCAG
Hi sd uPr oG

TTCCATTTCG

| Ser || eSer

GTGGGTCATC
ysd ySer Se

GTGTATCAAC
Val Tyrd nH

CTGGAGACAG
uTrpArgd n

TTCTGAAAGC
| eLeuLysAl

ud ud yVval

GCGTGAATGA
er Val Asnd

GCTCAAAGGT
Al ad nAr gP

GTACACAGCA
uTyrThr Al a

AGGAGGTGAC
| ud uVval Th

GACATTACAT
Aspl | eThr S

TGTGGAAGCC
r Val A uAl a

ACGGCTGCCT
i sd yCysLe

GAATCTTTGC
d uSer LeuG

CATAAACATC

all eAsnlle

PheSer Hi sL

GGATGTCCTG
uAspVal Leu

TCAAGCCAAA
heLysPr oLy

GGACGAAGAC
G yArgArgL

CAAGGGGAAT
rLysd yAsn

CCACTTATAG
er Thr Tyr Se

ACCAGGECTG
Thr Ar gAl aV

TCTCGGACTT
uLeud yLeu

AAAGTGTGAA
| nSer Val Ly

AATTCCTTTG
AsnSer PheV

ysPheAspPh

CTGACAACTG
LeuThr Thr G

GTATAAATTC
sTyr LysPhe

TCAGCAGTTT

euSer Ser Le

GGTTACTTGC
d yTyrLeuG

CAGCCTCCTC

r Ser LeuLeu

TTATGAAGCA
al Met LysHi

TCCATCGCCA
Serl| eAl aL

AAACACCACT
sAsnThr Thr

TAGAGTGTGG
al d uCysd

ed uLeud n

GGCTCCTCTG
| yLeuLeuCy

TTTCACAAGT
PheH sLysS

ATTGACGTCT
uLeuThr Ser

AGAAAATGGT
I nLysMet Va

CGGTACACCT
ArgTyr Thr C

CCTCGCAGCA
sLeuAl aAl a

AGAGCCCTCT
ysSArgProLe

GAGCAAGAAA
d ud nd ul

CATCCATTTA
yl 1 eH sLeu

411

1283
428

1333
445

1383
461

1433
478

1483
495

1533
511

1583
528

1633
545

1683
561

HA43P H443Q S445P



https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=1538&page=sequence&seq=cDNA&ancre=1538&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2857&page=sequence&seq=cDNA&ancre=2857&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=1578&page=sequence&seq=cDNA&ancre=1578&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=1538&page=sequence&seq=cDNA&ancre=1538&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2857&page=sequence&seq=cDNA&ancre=2857&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=1578&page=sequence&seq=cDNA&ancre=1578&prot=1

TATCAAGAGA
Tyrd nd uS

CTTTCAAGGT
ePhed ndy

TATTTGACTT
euPheAspPh

ATTAAACTGG
Il eLysLeuA

AGAAGACACA
ad uAspThr

CCAGCAGGGEC
roSer Ar gAl

CTGGAGGTCA
Leud uVal T

ATATCTGGEGEG
gTyrLeudy

AGAGATGTGC
ysArgCysAl

GTACATCCAA
er Thr Ser Ly

AAAAGCTTAT
LysSer LeuT

CTTTGAACAT
ePhed uHi s

ACTTTTATGG
spPheTyrd

GGTGGAATCC
dydylleH

TGTATCTTTG

aVal Ser Leu

CACTCCGGGA
hr LeuAr gAs

AAAATATTCA
Lysl | ePheS

TGGTGTGECT
ad yval Al a

ATCAGCCCTG

sSer Al aLeu

ATATCAACTC
yrll eAsnSe

TTGCCCAATT
LeuPr oAsnC

GGGACCTATG
yd yAl aMet

ACATGGAAGA
i sMet d ud

TTCTTCAACT
PhePheAsnT

TTTCAGCAAG
pPheSer Lys

GCTCTGCCAC
er Ser Al aTh

GGAAGCCTCA
A ySer LeuS

AGCCAAGAAT
Ser d nd uP

AGGGAACATC
rdyAsnlle

GTGCAAGTGC
ysAl aSer Al

GCTTCATGGG
Al aSer Tr pG

GGCCCCAGAA
uAl aProQ u

GGAAGCAGCA
rpLysd@ nd

TTGAATAAGC
LeuAsnLysG

AAGCCTCAGG
r Ser LeuAr g

GITTGGICCT

er LeuVal Le

TTGAAGCTTT
hed uAl aPh

CCCGATTACT
ProAspTyrL

CCTGGACTTC
alLeuAspPhe

AAAAGGCTGC
| uLysAl aAl

ACCTACATTC
Thr Tyrl1 1 eP

ATTCAGGACT
uPheAr gThr

AAGATATCAG
[ nAspl | eAr

CTGCAAATAA
Leud nl | eL

CAGCACCTGT
uSer Thr Cys

1733
578

1783
595

1833
611

1883
628

1933
645

1983
661

2033
678

2083
695

2133
711

W655S Wh55C (Q657L



https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2970&page=sequence&seq=cDNA&ancre=2970&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=1794&page=sequence&seq=cDNA&ancre=1794&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2431&page=sequence&seq=cDNA&ancre=2431&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2970&page=sequence&seq=cDNA&ancre=2970&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=1794&page=sequence&seq=cDNA&ancre=1794&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2431&page=sequence&seq=cDNA&ancre=2431&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=3137&page=sequence&seq=cDNA&ancre=3137&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=3137&page=sequence&seq=cDNA&ancre=3137&prot=1

AAGAACATTT
LysAsnl | eT

TGAGAGGCAC
pd uArgHi s

ACCTACAGAA
spLeud nAs

TTGAAGAACC
LeuLysAsnL

AGATGCTATA
uAspAl all e

TATTTCATTT
euPheHi sLe

GTCAAGTCTC
Val LysSer L

CTCCTGCTGC
| Ser CysCys

ACAATTTGGT
i sSAsnLeuVa

AAAGATGGAA

ATTCTCTCAT
yr Ser LeuMe

ATCACATCTG
Il eThr Ser V

TCAACGCECTG
nd nArglLeu

TTACAAAGCT
euThr LyslLe

AAACTAGCTG
LysLeuAl aG

GACCCACTTG
uThr H sLeu

TGTCAAGTGA
euSer Ser d

TTGICTGCAA
LeuSer Al aA

CAAACTGAGC
| LysLeuSer

ATGAAGCTCT

GGTGGAAGCC
t Val d uAl a

TAACAAACCT
al Thr AsnLe

CCCCGTCGTC
Prod yd yL

CATAATGGAT
ul | eMet Asp

AAGGCCTGAA
| ud yLeulLy

TCTGACATTG
Ser Aspl | eG

ACCCTGIGAC
uPr oCysAsp

ATGCAGTGAA
snAl aval Ly

ATTCTTGATT
Il eLeuAspL

TCATGAACTG

AGTCCCCTCA
Ser ProLeuT

GAAAACCTTG
uLysThr Leu

TGACTGACAG
euThr AspSe

AACATAAAGA
Asnl | eLysM

AAACCTGAAG
sAsnlLeulys

GAGAGGGAAT
lyd ud yme

CTTGAAGAAA
Leud ud ul

AATCCTAGCT

sl | eLeuAl a

TATCAGAAAA
euSer d uAs

ATCGACAGGA

CCATAGAAGA
hrll ed uAs

AGTATTCATG
Serl | eH sA

CTTGGGTAAC
rLeud yAsn

TGAATGAAGA
et Asnd ud

AAGATGIGIT
LysMet CysL

GGATTACATA
t AspTyrlle

TTCAATTAGT
| ed nLeuVa

CAGAATCTTC
d nAsnLeuH

TTACCTGGAA
nTyrLeud u

TGAACGTGCT

2183
728

2233
745

2283
761

2333
778

2383
795

2433
811

2483
828

2533
845

2583
861

2633

P752L del exon5



https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2018&page=sequence&seq=cDNA&ancre=2018&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2567&page=sequence&seq=cDNA&ancre=2567&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2018&page=sequence&seq=cDNA&ancre=2018&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2567&page=sequence&seq=cDNA&ancre=2567&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2349&page=sequence&seq=cDNA&ancre=2349&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2349&page=sequence&seq=cDNA&ancre=2349&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2216&page=sequence&seq=cDNA&ancre=2216&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2216&page=sequence&seq=cDNA&ancre=2216&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=3122&page=sequence&seq=cDNA&ancre=3122&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=3122&page=sequence&seq=cDNA&ancre=3122&prot=1

LysAspd yA

AGAACAGCTC
ud ud nLeu

GCCTGAGCAG

er LeuSer Se

CTTGGGTITGA
Leud yLeuL

TGCATTTTTT
yAl aPhePhe

CGGGAAATCG
| ad yAsnAr

GAGAATCTTA
d uAsnLeulL

ACCTGATCCA
uPr oAspPro

CTTTTCTGCA
hr PheLeud

CTCAGIGITA
LeuSer Val |

snd uAl aLe

ACCGCACTGA
Thr Al aLeuM

CCTGITGAAA

rLeuLeulLys

AAAACTGGAG
ySAsnTr pAr

GGAAAGAACC
d yLysAsnP

TGTGAGCAGT
gVal Ser Ser

AGCAATTAGT
ysd nLeuVa

GCATTAGTCA
Al aLeuVal A

AGAAGCTAGG
nd uAl aArg

TTACAGGTGC
| eThrd yAl

uH sd ulLeu

TGCTGCCCTG
et LeuProTr

CATTTGGAGG
H sLeud uG

ACTCACAGAT
gLeuThr Asp

CTCTGAAAAA
roLeuLysAs

GATGGATGGC
Aspd yTr pL

GITTTTTGAC
| PhePheAsp

GAAAACTTAG
rgLysLeuSe

CTTGITGGGT
Leuval A yT

TTTTAAACTA
aPhelLysLeu

I | eAspAr gM

GGGCIGTGAC
pd yCysAsp

AGGTCCCACA
| uval Prod

ACAGAGATTA
Thrd ul | eA

CTTCCAGCAG
nPhed nG3 n

TTGCCTTCAT
euAl aPheMe

TTTAGTACTA
PheSer Thr L

CCAAGTGITA
rd nVal Leu

GGCAATTTGA
r pd nPheAs

GTAACTCCTT
Val Thr Al aS

et AsnVal Le

GTGCAAGGCA
Val d nd yS

ACTCGTCAAG
nLeuVal Lys

GAATTTTAGG
rgll eLeud

TTGAATTTGG
LeuAsnLeuA

GGGTGTATTT
t d yVal Phe

AAGAATTTCT
ysd uPhelLe

TCCAAGTTAA
SerLysLeuT

TGATGATGAT
PASpAspAsp

AAATAAAGT G
top

878

2683 QBSOE CB90R

895

2733
911

2783
928

2833 A929S
945

2883
961

2933
978

2983
995

3033
1011
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https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=1608&page=sequence&seq=cDNA&ancre=1608&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2819&page=sequence&seq=cDNA&ancre=2819&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=1608&page=sequence&seq=cDNA&ancre=1608&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2819&page=sequence&seq=cDNA&ancre=2819&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=25&Id_mutation=2215&page=sequence&seq=cDNA&ancre=2215&prot=1
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