GITCATTTTT
TGCATCCTGG
TGTGIGIGCT
TACAGTGIGT
GTGACTGCGG
GGCCTTCTCT
AGATGCCCCA
Met Pr oHi

GGGGCCCAGA
@ yAl ad nL

TTGGGGGECTA
uTrpd yLeu

ACCTAGCCTC

i sLeuAl aSe

GCTGAGGAGC
Al ad ud@ uL

GACTGI GCGCG

CACTCCTCCC
AAACCAGAAG
GCCTTTGGECT
TTGATCGTGG
CTGCACTCAG
CCTCGICATC
CTCCACCCTG

sSer Ser Leu

AGGCAGCCTT
ysAl aAl aLe

GGAGAGCCAC
d yd uProP

CCTGCACCTG

rLeud nLeu

TGCGCCACAT
euAr gHi sl |

GCCTGCCTCG

ATA

STINGL (NM 198282. 4)

TCCTAGGTCA
AAAAATATGA
GAGTGTGTGG
TGGCTTGAGG
AGAAGCTGCC
ATCCAGAGCA
CATCCATCCA
H sProSer|

GGITCTCCTG

uVal LeulLeu

CAGAGCACAC
rod uHi sTh

GGACTCCTGT
d yLeulLeulL

CCACTCCAGG
eHi sSer Arg

GCTGCCCCCT

CACTTTTCAG
GACGGGGAAT
AGITCCTGCTC
GGAACCCGCT
CTTGGCTGCT
GCCAGTGTCC
TCCCGTGTCC
| ePr oCysPr

AGTGCCTGCC
Ser Al aCysL

TCTCCGGTAC
rLeuAr gTyr

TAAACGEGGT
euAsnd yVa

TACCGGGGCA
TyrArgd yS

CCGCCGTCEG

AAAAAGAATC
CATCGTGTGA
AGGTGITAGG
GTTCAGAGCT
CGTAGCGCCG
GGGAGGCAGA
CAGGGGTCAC
0Argd yHi s

TGGTGACCCT
euVal Thr Le

CTGGTGCTCC
LeuVal LeuH

CTGCAGCCTG
| CysSerLeu

GCTACTGGAG
er Tyr Tr pAr

GCCCTGTTGC
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66

248
83

298

8
T

>VEersS

cDNA + Protein

2025-07-19


https://infevers.umai-montpellier.fr
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=3041&page=sequence&seq=cDNA&ancre=3041&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=3041&page=sequence&seq=cDNA&ancre=3041&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=2764&page=sequence&seq=cDNA&ancre=2764&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=2764&page=sequence&seq=cDNA&ancre=2764&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=2554&page=sequence&seq=cDNA&ancre=2554&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=2554&page=sequence&seq=cDNA&ancre=2554&prot=1

gThr Val Arg

TGCTGICCAT

euLeuSer| |

TTCACTTGGA
PheThr Tr pM

CCTGGGCCTC
uLeud yLeu

AAGGGAATTT
ysd yAsnPh

TATCTGCGCC
Tyr LeuAr gL

TCAGCATTAC
nGd nHi sTyr

TTCTCCTCCC

| eLeuLeuPr

CCCAACATTC
ProAsnl | eA

TGGCATCAAG
ad ylleLys

Al aCysLeuG

CTATTTCTAC
eTyr PheTyr

TGCTTGCCCT
et LeuAl aLe

AACGGGCCTGG
Lysd yLeuA

CAACGTGECC
eAsnVal Al a

TGATCCTGCC

eul | eLeuPr

AACAACCTGC
AsnAsnLeulL

ATTGGACTGT
oLeuAspCys

GCTTCCTGGA
r gPhelLeuAs

GATCGGGTTT
AspArgVal T

| yCysProlLe

TACTCCCTCC
Tyr Ser LeuP

CCTGGGCCTC
uLeud yLeu

CCCCAGCTGA
| aPr oAl ad

CATGCECCTGG
H sd@ yLeuA

AGAGCTCCAG
od uLeud n

TACGGGGTGC
euAr gd yAl

GGGGTCCCTG
d yVval ProA

TAAACTGCCC
pLysLeuPro

ACAGCAACAG
yr Ser AsnSe

UArgArgdy

CAAATGCGGT
r oAsnAl aVa

TCGCAGGCAC
Ser d nAl aL

GATCTCTGCA

ul l eSer Al a

CATGGTCATA
| aTr pSer Ty

GCCCGGATTC
Al aArgl | eA

AGTGAGCCAG
aVal Serd n

ATAACCTGAG
SpAsnLeuSe

CAGCAGACCG
d nd nThr G

CATCTATGAG
rileTyrdu

Al aLeuLeuL

[sccooocoss
| G yProPro

TGAACATCCT

euAsnl | eLe

GTGTGTGAAA
Val Cysd uL

TTACATCGGA
rTyriledy

GAACTTACAA
rgThr Tyr As

CCCCTGTATA
ArgLeuTyr |

TATGGCTGAC
r Met Al aAsp

GTGACCATGC
| yAspHi sAl

CTTCTGGAGA
LeuLeud uA

100

348
116

398
133

448
150

498
166

548
183

598
200

648
216

698
233

748
250

V1471 V147M

F153V F153I

N154S V155M GL58A GL66E

C206G C206Y XR07E



https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=1560&page=sequence&seq=cDNA&ancre=1560&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=1531&page=sequence&seq=cDNA&ancre=1531&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=1560&page=sequence&seq=cDNA&ancre=1560&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=2730&page=sequence&seq=cDNA&ancre=2730&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=1533&page=sequence&seq=cDNA&ancre=1533&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=1534&page=sequence&seq=cDNA&ancre=1534&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=2763&page=sequence&seq=cDNA&ancre=2763&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=1769&page=sequence&seq=cDNA&ancre=1769&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=1760&page=sequence&seq=cDNA&ancre=1760&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=2730&page=sequence&seq=cDNA&ancre=2730&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=1533&page=sequence&seq=cDNA&ancre=1533&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=1534&page=sequence&seq=cDNA&ancre=1534&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=2763&page=sequence&seq=cDNA&ancre=2763&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=1769&page=sequence&seq=cDNA&ancre=1769&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=2523&page=sequence&seq=cDNA&ancre=2523&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=1639&page=sequence&seq=cDNA&ancre=1639&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=2524&page=sequence&seq=cDNA&ancre=2524&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=2523&page=sequence&seq=cDNA&ancre=2523&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=1639&page=sequence&seq=cDNA&ancre=1639&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=2524&page=sequence&seq=cDNA&ancre=2524&prot=1

ACGGGCAGCG
snd yd nAr

ACTTTGITTG
Thr LeuPheA

TAGCCTTGAG
pArgLeud u

CAGATGCCCC
| aAspAl aPr

CCTGCAGATG
Pr oAl aAspA

GCGGCAGGAG
uArgd@ nd u

CGGTGCCCAG
| aVal Pr oSe

GGAATGGAAA
d yMetd ulL

GI'CACCAGGEC
CTCTTCAGTIG
TTGCAGGGAA

GGCGGGCACC TGTGTCCTGG AGTACGCCAC
gAl ad yThr CysVal LeuG | uTyr Al aTh

CCATGTCACA
| aMet Serd

CAGGCCAAAC
d nAl aLysL

TGAGTICTCAG
od uSerd n

ACAGCAGCTT
spSer Ser Ph

GAAAAGGAAG
d uLysd uG

TACCTCCACG
r Thr Ser Thr

AGCCCCTCCC
ysProLeuPr

CAGAGCCTCC
GCTGAATGTC
GGGTCCAGA

ATACAGTCAA
nTyr Serd n

TCTTCTGCCG
euPheCysAr

AACAACTCCC
AsnAsnCysA

CTCGECTGICC

eSer LeuSer

AGGITACTGT
| uval Thr Va

ATGTCCCAAG
Met Serd nG

TCTCCGCACG
oLeuAr gThr

AGIGGICTCC
CAGCAGAGCT
CTTGACATCT

GCTCCCITTA
Al ad yPheS

GACACTTGAG
gThrLeud u

GCCTCATTGC
rgLeul | eAl

CAGGAGGTTC
d nd uval L

GGCCAGCTTG
| d ySerLeu

AGCCTGAGCT
| uProd uLe

GATTTCTCTT
AspPheSer S

AAGCCTCTGG
ATTTCCTTCC
TAAGATGCGT

CCCCTTGCAG

r ProLeud@ n

GCCGGGAGEA
er Arg@ uAs

GACATCCTGG
Aspl | eLeuA

CTACCAGGAA
aTyrd nd u

TCCGGCACCT
euAr gHi sLe

AAGACCTCAG
LysThr Ser A

CCTCATCAGT

uLeul | eSer

GAGACCCAGG
top

ACTGGEEEECT
ACAGGEEEECC
CTTGreecer

798
266

848 F279L 5280

R R281W R281Q

283

S
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S
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~
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898
300

948
316

998
333
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1098
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https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=1768&page=sequence&seq=cDNA&ancre=1768&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=3042&page=sequence&seq=cDNA&ancre=3042&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=2572&page=sequence&seq=cDNA&ancre=2572&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=1637&page=sequence&seq=cDNA&ancre=1637&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=1768&page=sequence&seq=cDNA&ancre=1768&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=3042&page=sequence&seq=cDNA&ancre=3042&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=2572&page=sequence&seq=cDNA&ancre=2572&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=1637&page=sequence&seq=cDNA&ancre=1637&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=1638&page=sequence&seq=cDNA&ancre=1638&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=1796&page=sequence&seq=cDNA&ancre=1796&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=1638&page=sequence&seq=cDNA&ancre=1638&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=1796&page=sequence&seq=cDNA&ancre=1796&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=2037&page=sequence&seq=cDNA&ancre=2037&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=24&Id_mutation=2037&page=sequence&seq=cDNA&ancre=2037&prot=1

TGGGECCAGIC
TGGGATCATA
GIGTGTGGAA
TGCCAGGTGT
CCTTCCTTTG
CTTCGCCCTC
AAGAATGGAG
TCCCACCCTG
TTGCGTAATC
CCCCTTAAGC
CTCTCACTTG
TTAAAGCACA

ATTTCCCCTC
ATCACTGCCT
GITTTTCATA
CTTTCATGGG
CCCGGEGEGACG
TGGCTCCTGG
AGGAGGAGGA
CAGCATCAAG
ATGACTATCT
CTACGCTGIGT
CGGITTCCTT
TCTCAGATTA

TCTGAGCCTC
TACCTCCCTC
AACTTTGGAT
GCCTTCCAGA
CCGAACTCTC
TCATGITCCA
GCCTGAGITT
GITGCTATGG
CTAGGATTCT
ATCGGECACCC
ATACTCCACC

GGTGTICTTCA
ACCGITGITG
GCTAGTGTAC
CCCACTCCCC
TCAATGGTAT
TTATTGGGGA
GCCGTATTGA
ACTCTCCTGC
GGCACCACTT
CCACCCCACT
CCTTTCTCAA

ACCTGTGAAA
TGAGGACTGA
TTAGEEEGETG
ACCCTTCTCC
CAACAGCCTC
GCCCCAGCAG
ATCCCCCGEC
CGGGCAACTC
CCTTCCCTGG
AGAGTACTCC
CGGICCTTTT

*208
*258
*308
*358
*408
*458
*508
*558
*608
*658
*708
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