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https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3283&page=sequence&seq=cDNA&ancre=3283&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3284&page=sequence&seq=cDNA&ancre=3284&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3285&page=sequence&seq=cDNA&ancre=3285&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3284&page=sequence&seq=cDNA&ancre=3284&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3285&page=sequence&seq=cDNA&ancre=3285&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=1569&page=sequence&seq=cDNA&ancre=1569&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=1568&page=sequence&seq=cDNA&ancre=1568&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=1569&page=sequence&seq=cDNA&ancre=1569&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=1570&page=sequence&seq=cDNA&ancre=1570&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=1570&page=sequence&seq=cDNA&ancre=1570&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3286&page=sequence&seq=cDNA&ancre=3286&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3287&page=sequence&seq=cDNA&ancre=3287&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3288&page=sequence&seq=cDNA&ancre=3288&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3290&page=sequence&seq=cDNA&ancre=3290&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3289&page=sequence&seq=cDNA&ancre=3289&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3291&page=sequence&seq=cDNA&ancre=3291&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2812&page=sequence&seq=cDNA&ancre=2812&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3286&page=sequence&seq=cDNA&ancre=3286&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3287&page=sequence&seq=cDNA&ancre=3287&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3288&page=sequence&seq=cDNA&ancre=3288&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3290&page=sequence&seq=cDNA&ancre=3290&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3289&page=sequence&seq=cDNA&ancre=3289&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3291&page=sequence&seq=cDNA&ancre=3291&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2812&page=sequence&seq=cDNA&ancre=2812&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=1245&page=sequence&seq=cDNA&ancre=1245&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2570&page=sequence&seq=cDNA&ancre=2570&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2178&page=sequence&seq=cDNA&ancre=2178&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3292&page=sequence&seq=cDNA&ancre=3292&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=1245&page=sequence&seq=cDNA&ancre=1245&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2570&page=sequence&seq=cDNA&ancre=2570&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2178&page=sequence&seq=cDNA&ancre=2178&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3292&page=sequence&seq=cDNA&ancre=3292&prot=1
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https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3293&page=sequence&seq=cDNA&ancre=3293&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3293&page=sequence&seq=cDNA&ancre=3293&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2873&page=sequence&seq=cDNA&ancre=2873&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3294&page=sequence&seq=cDNA&ancre=3294&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2873&page=sequence&seq=cDNA&ancre=2873&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3294&page=sequence&seq=cDNA&ancre=3294&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2119&page=sequence&seq=cDNA&ancre=2119&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2119&page=sequence&seq=cDNA&ancre=2119&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3296&page=sequence&seq=cDNA&ancre=3296&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3295&page=sequence&seq=cDNA&ancre=3295&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3296&page=sequence&seq=cDNA&ancre=3296&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3295&page=sequence&seq=cDNA&ancre=3295&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3297&page=sequence&seq=cDNA&ancre=3297&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=1645&page=sequence&seq=cDNA&ancre=1645&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3297&page=sequence&seq=cDNA&ancre=3297&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=1645&page=sequence&seq=cDNA&ancre=1645&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3298&page=sequence&seq=cDNA&ancre=3298&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2993&page=sequence&seq=cDNA&ancre=2993&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=1822&page=sequence&seq=cDNA&ancre=1822&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3298&page=sequence&seq=cDNA&ancre=3298&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2571&page=sequence&seq=cDNA&ancre=2571&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2993&page=sequence&seq=cDNA&ancre=2993&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=1822&page=sequence&seq=cDNA&ancre=1822&prot=1
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https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3299&page=sequence&seq=cDNA&ancre=3299&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3300&page=sequence&seq=cDNA&ancre=3300&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3299&page=sequence&seq=cDNA&ancre=3299&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3300&page=sequence&seq=cDNA&ancre=3300&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2489&page=sequence&seq=cDNA&ancre=2489&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2489&page=sequence&seq=cDNA&ancre=2489&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2657&page=sequence&seq=cDNA&ancre=2657&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2657&page=sequence&seq=cDNA&ancre=2657&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3112&page=sequence&seq=cDNA&ancre=3112&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3301&page=sequence&seq=cDNA&ancre=3301&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3112&page=sequence&seq=cDNA&ancre=3112&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3301&page=sequence&seq=cDNA&ancre=3301&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2954&page=sequence&seq=cDNA&ancre=2954&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3302&page=sequence&seq=cDNA&ancre=3302&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2954&page=sequence&seq=cDNA&ancre=2954&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3302&page=sequence&seq=cDNA&ancre=3302&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3303&page=sequence&seq=cDNA&ancre=3303&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3303&page=sequence&seq=cDNA&ancre=3303&prot=1
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https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3304&page=sequence&seq=cDNA&ancre=3304&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3304&page=sequence&seq=cDNA&ancre=3304&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2658&page=sequence&seq=cDNA&ancre=2658&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2658&page=sequence&seq=cDNA&ancre=2658&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3305&page=sequence&seq=cDNA&ancre=3305&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3305&page=sequence&seq=cDNA&ancre=3305&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2231&page=sequence&seq=cDNA&ancre=2231&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3306&page=sequence&seq=cDNA&ancre=3306&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3307&page=sequence&seq=cDNA&ancre=3307&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3308&page=sequence&seq=cDNA&ancre=3308&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2231&page=sequence&seq=cDNA&ancre=2231&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3306&page=sequence&seq=cDNA&ancre=3306&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3307&page=sequence&seq=cDNA&ancre=3307&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3308&page=sequence&seq=cDNA&ancre=3308&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2880&page=sequence&seq=cDNA&ancre=2880&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3309&page=sequence&seq=cDNA&ancre=3309&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2880&page=sequence&seq=cDNA&ancre=2880&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3309&page=sequence&seq=cDNA&ancre=3309&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3310&page=sequence&seq=cDNA&ancre=3310&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3310&page=sequence&seq=cDNA&ancre=3310&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2659&page=sequence&seq=cDNA&ancre=2659&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2659&page=sequence&seq=cDNA&ancre=2659&prot=1
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SArgd nLeu

ATGACACACA
yr AspThr Hi

GAGITCAGTG
d uPheSer Vv

CAAGACGTTA
nLysArglLeu

AGCTGGGGTA

ATGTAGGAGA
CATCTTTTCT
CATGAGITGG
CTTATATTCT
TCTCATGITC
TAAGCCTTCT
CAAGAAGATT
GAGCTGGAAA
TCAAAGGCAA
CAGCCTCGCTC
TCCACAAGAA
AATTAATGCGT

AGGAGGCGEEC
Ar gAr gArgG

CCAGAACTTG
sd nAsnlLeu

TTAATGAGAA
al Asnd uAs

AGAGAGAAGA
Argd uLysA

TGTGIGTAAG

ACGTGCCCTA
TCAAGCCTCGC
GGTAATTTCC
TTATAGAGGA
CAAACCTCAT
GITGCACGAC
CTACCTCTAA
TGTAAGAAAC
ATGATTCCAT
AGITCAATGT
AATGCCTGAG
GACAGCTTGT

3619 E1191Q
1207

3669
1223

3719
1240
3769 E1247X
1257

*21

*71 *35T>C
*121
*171
*221
*271
*321
*371
*421
*471
*521
*571

*621
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TTTGIGACTA
GITTTAAAAA
CTCACTTGCC
TCCCTCATGG
GICCACAGCT
ACAAAAGITA
AGCAGCAAGC
TTCAAATGCA
ATGTGCGGCT
ATACCAATAA
GGAAGGGAGG
GCTGATGGEA
AGAACAAACC
TAGAAACCCA
TGCATGTACT
GATCCTTCTG
GCCAAATACA
GIGGGTCTCA
TACCTCGCTT
GCCTGITATC
TATTTTATTT
AGATGTTCAA
TGAGIGCTCC
TAGCCACCAG
ACGCTCTGITA
CTCCTTTCAG
CTGCATCCCC
CTGACATATG

GAGITACTGG
GCCCATCAGA
CCTGECTCTG
CCCTACTGAA
CTCCACAGEC
GGITGATGEC
TGAGCTTTAA
GCCATCTCCC
GGCCAGGECT
TGTAATATGG
TGGITGGTAG
AAAGGAGTGT
AGCAGTAAGC
TCTGACCCTC
GCTGAAAAGC
GICCCTTCAC
GI'GCCAAGAT
TCAATCATCT
GAAGCCAGGA
TGGIGCTATC
GGCAGICAGC
AGCAACTTTC
AGGCACTCTG
AACCTATTTA
GGACTTCCAC
CTCCTCACTT
TTTCTGCCCA
GCGCCATAGG

GATGGAGGGT
GAGACCAGAG
CCACCTCCTG
CTGCECTGCEA
AAGAGGTCAA
GAAATGICTC
TGGGCTAAGC
TTGGGCCAGA
TTACACCTCT
CTTTTTAAAG
AGTCACAACT
AACTGTGAAA
CTGATGITTG
CTCTTGITAC
AGGGCAGAAC
TCTACAAAAA
TTGECEEGTGT
CCATCCACAA
ACACAGGGAA
ACTCCAGITA
AACTGAAGAA
AAGAAAGCCT
TAGCCAGGEEC
TTGCACCTGG
ACAGCAGACC
CATTCTACTT
AATGCGTTTT
AAGCAGAAGC

AGGAATCTTG
CCGTGCTGCA
GGAGCCTCTG
GCCTGCCTGA
CTCCTCCTTG
TGGGITACCC
ATTAGGGTGT
TCTACCTAGT
GCATCTTAAG
GAGAGGAGAG
TCTCAATGAG
AACGATGCECT
ATGIGGATGG
CCGAAATGCT
AAATCAGGCT
CTTACTGATC
GGATGITTAA
GCTCCTAAAA
CAGCAGICTG
CTCCTCCAAC
AGAACATTCC
AGGTGAGAAA
CCCATTAGCC
CATCTCCCCC
TCAGGTGITG
TAAAGCCACA
TTGCTACCAT
TAAGCCTCTC

GCCCCTCTTT
GGGEGECAGGTT
GCCCCACTAG
ATGECCCTTG
AAAGAGGTAG
AGTCTTCTGG
TACAGAAAAT
TCATGACAGT
TTGTTAATAC
TCCTGEGTTG
TGAATTTACA
GIGGTGEEEA
AACTGECCCC
GGCCTTAGTA
CTGACCAGAA
ACCTCCACAT
ACAAAAAGCT
GAAAGCCATT
GCCAAGGAAG
TGGGAGCTCC
TCTTAGTGCEC
GGCACTGGEA
TTTGECCAGG
AACCCCTCTC
CTGICATTAC
GIGCTAAGGEC
ATCAAAGAAC
TCCAGCTGCT

*671

*721

*771

*821

*871

*921

*971

*1021
*1071
*1121
*1171
*1221
*1271
*1321
*1371
*1421
*1471
*1521
*1571
*1621
*1671
*1721
*1771
*1821
*1871
*1921
*1971
*2021



GCTGTGTAAA
AAATGGTCCT
GCTACAACCG
CTGICCTTGA
CTGATTCTCT
TATGIGATGC
GACTGITAAA
TTCTGAAAGA
TATTACACTG
TGGITATTAC
TTTGGGAAAC
CTAGATGIGC
TCTCAGAATC
ACACATTTGA
TCTAATACTT
CCATGCCCAG
CAGAGCTTTC
TTCAGAGCCT
AGAAAATCGCC
TCTAGICTTA
ATATTTGGAA
TGGATTTTCC
GIGGGAGGAA
AGGGGTTGEA
TTGATGTATC
AACGGAAAAT
CAATCTACAT
AAGTGATACA

ATCCATGCGT
GGGAAGAACC
GAATCCACCA
CAGAGTAACA
CAGGAAAGEC
TACATAACTT
GCACAGCCAA
TGGAAGCAGC
TTTTTGITCA
AAGGAAAAAT
TTAGGITATA
AGGAGTGAAA
TTTTTGCCAG
AGACCTACTG
CGTATCCTTT
TGGCCTTTAG
CAAGGAATAC
CATCTTCCTG
CTTTTCTCAC
CTGTAGAGCA
AGTGAAAGAC
AAGITTTTCT
CAGCCTGTAG
AGAATTCAGT
TGTGTGAACA
AGAATTGATG
AGATGAAATA
TTTCCAAAGA

GCCCAAAGAG
CTCTGCCTAA
TGAGAGAGTA
CGITAATCTG
ACACATGGTA
CAGTATCTAG
TCCAGGCCAA
ACTGATAGAT
CCATTTTCCT
AAAGT GGEGCGA
AAAACTAAAT
GGTGTAGAGG
AAGIGICTCA
CTCTATTAAG
GI'GACCTAGT
ATTAAGCTAG
ACAGACTCCA
TTATATTCTT
CTTACAAAAG
TGTCCCAAGG
TTATCAACAG
GGTGGITCCA
ATTTCTGAGT
GATTCTCGCTA
AGGATCAACA
ATGAACTTTG
ATTGTGGAGA
AGITTTACTA

AAGT CAGECEG
AACTGICTCC
CTTTCTTCGG
GITCTTGGTG
TGATGCCTCT
CTGAGACATG
GAAGACTAGT
CAAAACCACC
AAGTGIGTTA
GCCTGGITAG
AAAGTTTTTC
GICTTGITTT
TGGGACTTAT
AAGGCAGCCG
TAAAATCTAA
CCTTACCCCT
GTACTCTCAG
CTCTAAGATT
AAAATATGEC
TGTAAAAATT
GGCACAAATC
AATTTTTTGC
CTCTTAGCAT
TCATAAAGCT
TCTCCATAAA
GCTCAATCTT
AAAGCCCTCT
TGTTTAATAA

ATTATGACAT
TTCTCCTGGT
TTCTTTCCTC
GIGITAGGERA
TCCCAGAGIC
CTTCCTACAT
AACAGGCACA
ACTGCATATG
TTTAGAATAT
GCCTTGIGAG
TACTGTGAGA
CCAAATTCEA
CTATAGTGEA
GACAACATGT
ACTTAAGTCG
GGGAGTATAC
GCGAGCAGTG
CATCTGCCTG
TGTCTCCACC
CAAAATGTGG
TTTTTGCAAA
TTTCAACAAA
GTAACTACAA
TCCGITCCCA
TGAAATTGAA
AAGATGTTAT
TTATCTCATT
TTTAGTGAAA

*2071
*2121
*2171
*2221
*2271
*2321
*2371
*2421
*2471
*2521
*2571
*2621
*2671
*2721
*2771
*2821
*2871
*2921
*2971
*3021
*3071
*3121
*3171
*3221
*3271
*3321
*3371
*3421



TTTGCCCTAT
GGCTTACAGC
GATAGAATTA
AGCGAGAAGT
GGCATTCCTT
AAAAAATGCCEC
AATAACTTAT
AGITTTATTT
TTTATAATGA
AGATTTTCAA
CTGATCGGAT
CGCCAGCGTT
TACCTCACCG
GAGGACGACC
CGAGTACCTG
CTGATCTAGG
GCTAAAAAGG
TTCAACCTGT
TCTAACCAAC
AAATTGGCAT
AAAATATTTT
AATTTCCACA
AACTTGIGIT
GICCTTTGIG
TGITGITAAT
GITTCATCTG

GIGITTATTG
CTTAGGATTA
AATAACATAA
GGTATGAAAA
GCTACTAAAA
CCTGTTCATA
ATTAAGAACC
AAACATGTAG
GAAATTTTAG
AATTCACTTA
GIGAGGCECGA
GATTCGECECTG
CTCCATGIGC
AACCCCGATA
CCCTCCCCTG
GCCACTAAGT
ACCTCAACCC
GIGACATTTA
AAAAAGTTAA
TTAAAAATAC
CTTTTTGAAG
TTTCTTATTT
TCATTATTAA
TACATAGAGA
GIGAAAATTA
AATGAA

ATTCAGCTCA
TAGGATACTA
AAATCAAAAA
TACAAATTCA
ATTGCCTTGT
AAATTTTTAA
TCCTGGECTA
TGTCTACGGT
ATGTCAATAT
AGAGTATCTG
TCTGECTGCG
ATCTGGECTGG
GICCCTCCCG
GAGGAGGACC
CTGGAACCTC
GATGAATTGT
TTTTGACTTT
ACTTTTTGAA
TAATTAGATT
TCAATAATTT
AGCCAGATTC
TTCATTAGCC
ACCTTAATTT
ATTAAGTGAA
AACACCTGTA

ATCCAGAGGA
TATAATACTT
TTTATTAGEC
AGGAGTAAAA
TCCAGGTAAG
AAAGATCATA
AATTTAAAAA
ATGCCAGCAC
AGCAATGTCC
AGCATAAAAT
ACATCTGICA
CTAGGTGEGT
AAGCTGCGCG
GGICTTCGGT
CAAACAAGCT
ATTTGGAAGC
AAAAGGAAAA
CCCAACCGTA
TGGAATTATA
GICCCTGGTT
CAGTGATCCT
CTTAAGAAGC
ATTTTTTATA
TGAGICACAC
TCACATTTTG

AAATTTTAAA
TTGGTACAGA
TAAAATTTTG
GGAAAAGT GG
ACTGATCATA
GTATCTATCA
GTAATACAAC
TTTGCAGCTA
AAGAAGATAG
GITAAGATTG
CCCCATTGAT
GICCCCTTCC
CTCCGTCGAA
CAAGGGTATA
CTCAAGATTG
AAAAAGGATG
TAGCTTAACC
AAAGCTATCT
CAGAATTAGA
TTTAATTTTC
GCCTCTCAGA
TGCATTTGTA
TAAATAGTAT
AGATGITGEC
AAAAATAAAA

*3471
*3521
*3571
*3621
*3671
*3721
*3771
*3821
*3871
*3921
*3971
*4021
*4071
*4121
*4171
*4221
*4271
*4321
*4371
*4421
*4471
*4521
*4571
*4621
*4671
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