oS nfevers

PLCG2 (NM 002661.5) - cDNA + Protein - 2026-02-01

AGAAGTAGCG AGCGCCGECG GCEGAGEECG TGAGCGECELC TGAGTGACCC - 132

GAGICGEGAC
CAGGCGGEECA
GATTCCTTCC

TAGATTCCCT

al AspSer Le

CTGGGGACGG
Leud yThrV

GAGAACCGTC
gAr gThr Val

CCGCTGACAA
hr Al aAspLy

CGCCCAGGGA
ArgProQ yL

GAAAGAAGAC

GCCGEECTAECG CGCGCGEGAC CCCGGAGCCC
GCCTGTGCCCG GGCGGCACGG CCAGCTTCCT
TTCTCCCTGG AGCGECCGAC AATGTCCACC

Met Ser Thr

TGCGGAATAT GAGAAGAGCC AGATCAAGAG
UAl ad uTyr G uLysSerG I nll eLysAr

TGATGACTGT GITCAGCTTC CGCAAGICCA
al Met Thr Va | PheSer Phe ArgLysSerT

CAGGTGATCA TGGAGACCCG GCAGGTGECC
AdnVallleMetd uThrAr gd nval Al a

GATCGAGEEC TTCTTGGATA TCATGGAAAT
slle@udy PhelLeuAspl |eMetd ull

AGAACTCCAA AGATTTCGAG CGAGCAAAAG
ysAsnSerLy sAspPhed u ArgAl aLysA

TGCTGCTTCA CCATCCTATA TGGCACTCAG

AAACCCGGGG
GATTTCTCCC
ACGGTCAATG
Thr Val AsnV

ACCCCTGGAG
gAl aLeud u

CCCCCGAGCG
hr Prod uAr

TGGAGCAAGA
Tr pSer LysT

AAAAGAAATC
eLysQulle

CAGITCGCCA
| aval Argd

TTCGTCCTCA

-82
-32
19

69

23

119
40

169
57

219
73

269
90

319

&
<

—
<

&
=

o
@

3
<

<
i<



https://infevers.umai-montpellier.fr
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2715&page=sequence&seq=cDNA&ancre=2715&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2715&page=sequence&seq=cDNA&ancre=2715&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2937&page=sequence&seq=cDNA&ancre=2937&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2235&page=sequence&seq=cDNA&ancre=2235&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2937&page=sequence&seq=cDNA&ancre=2937&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2235&page=sequence&seq=cDNA&ancre=2235&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3262&page=sequence&seq=cDNA&ancre=3262&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3262&page=sequence&seq=cDNA&ancre=3262&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2078&page=sequence&seq=cDNA&ancre=2078&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2078&page=sequence&seq=cDNA&ancre=2078&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3263&page=sequence&seq=cDNA&ancre=3263&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3264&page=sequence&seq=cDNA&ancre=3264&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3263&page=sequence&seq=cDNA&ancre=3263&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3264&page=sequence&seq=cDNA&ancre=3264&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3265&page=sequence&seq=cDNA&ancre=3265&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3265&page=sequence&seq=cDNA&ancre=3265&prot=1

nLysd uAsp

GCACGCTCAG
er Thr LeuSe

TCTGGCTTGA
Serd yLeuL

CATTATCGAG

rilelleG@u

GAAGAAACAG
r gAr gAsnSe

AACTTTAAAG
AsnPhelLysV

AGGAGCACAC
ed yAl aHi s

AAAAACTTAT
ysLysLeuMe

GATTCGTCCG
AspSer SerV

TGTTTACCTG
aVal Tyr Leu

CysCysPheT

CTTGGCAGCT
r LeuAl aAl a

AAATCTTACA
ysl | eLeuH

AGTTGCCTCGA
Ser Tr pLeuA

CATCAGICTC

ril eSerLeu

TGAGCAGTGC
al Ser Ser Al

AAAGATGAGC
LysAspd uL

GITTGAACAG
t Phed ud n

TGITCATCCT
al Phel | eLe

CATGACTTCC
H sAspPheG

hril eLeuTy

GACTCTAAAG
AspSer LysG

CCAGGAACCG
sd nd uAl a

GAAAGCAGAT
rgLysd ni |

CGAGAGTTGA
Argd uLeulL

CAAGTTCCTT
aLysPhelLeu

TCAGCTTTGA
euSer Phed

CAAAAATCGA
d nLysSer |

GGEGAACACT
ud yAsnThr

AGAGGTTTCT
I nAr gPhele

rdyThrd n

AGGATGCAGT
| uAspAl aVa

ATGAATGCGT
Met AsnAl aS

ATATTCTGIG
eTyr Ser Val

AGACCATCTT
ysThrll eLe

AAAGATAAGT
LysAspLysP

ACAGTTCCAT
ud nPheH s

TTCTCGATGA
| eLeuAspd

GACAGECCGG
AspAr gPr oA

CATACATGAA
ull eHi sG@ u

PheVal LeuS

TAACTGGCTC
| AsnTr pLeu

CCACGCCCAC
er Thr ProTh

GATCAAACCA
Aspd nThr A

GCCCCTGATC

uProLeul | e

TTGICGAAAT
heval d ul |

CTCTTCTATA
LeuPheTyr L

ATTCAAAAAG
uPhelLysLys

ATGCCTCTGC
spAl aSer Al

CAGCAGGACGC
d nd nd uH

107

369
123

419
140

469
157

519
173

569
190

619
207

669
223

719
240

769
257

A133V

A136V P139S

R164Q

1169V L170F

H193Q



https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3266&page=sequence&seq=cDNA&ancre=3266&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3267&page=sequence&seq=cDNA&ancre=3267&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2938&page=sequence&seq=cDNA&ancre=2938&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3266&page=sequence&seq=cDNA&ancre=3266&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3267&page=sequence&seq=cDNA&ancre=3267&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2938&page=sequence&seq=cDNA&ancre=2938&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3268&page=sequence&seq=cDNA&ancre=3268&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2079&page=sequence&seq=cDNA&ancre=2079&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3269&page=sequence&seq=cDNA&ancre=3269&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3268&page=sequence&seq=cDNA&ancre=3268&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2079&page=sequence&seq=cDNA&ancre=2079&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3269&page=sequence&seq=cDNA&ancre=3269&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3270&page=sequence&seq=cDNA&ancre=3270&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3270&page=sequence&seq=cDNA&ancre=3270&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2467&page=sequence&seq=cDNA&ancre=2467&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2467&page=sequence&seq=cDNA&ancre=2467&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2236&page=sequence&seq=cDNA&ancre=2236&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2236&page=sequence&seq=cDNA&ancre=2236&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2547&page=sequence&seq=cDNA&ancre=2547&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2080&page=sequence&seq=cDNA&ancre=2080&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2547&page=sequence&seq=cDNA&ancre=2547&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2080&page=sequence&seq=cDNA&ancre=2080&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2232&page=sequence&seq=cDNA&ancre=2232&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2232&page=sequence&seq=cDNA&ancre=2232&prot=1

ATTGGGCTCA
i sTrpAl ad

GATGACACCA
AspAspThr M

CCTCACGTAC
eLeuThr Tyr

ACGCGGTCGA
spAl aVal As

TCCTCGTCAC
Ser Ser Ser H

GTCCCCAGAA
rSer ProG u

AACTGGACTG
| uLeuAspCy

TGGACGCGGA
TrpThr ArgT

AGACCACCCC
SAspHi sAl a

GGATCTGAAC
nAspLeuAsn

TGCGTGAAAC
et Argd uTh

CTGITTTCAC
LeuPheSer A

CATGCAGGAC
pMet A nAsp

ATAACACGTA
i SAsnThr Ty

GCTTACATCC
Al aTyrll eA

CTGGGACGGG
sTr pAspG y

CTACCAAGAT
hr Thr Lysl |

TTTGITACCT
PheVval Thr S

AAAGTCCGTG
LysVal ArgG

TGCTGAGCCT
rAl ad uPro

GAGAAAACAG
r gd uAsnSe

ATGAACAACC
Met AsnAsnP

CCTTACAGGT
rLeuThrdy

GCTGCCTCCG
rgCysLeuAr

CCCGATGGGA
ProAspd yL

CAAGTTTGAC
eLysPheAsp

CGAGCTTCCC
er Ser PhePr

AGCGGATGAC
| uAr gMet Th

TTCTTGITTG
PheLeuPheV

CATCTGGGAT
rileTrpAsp

CCCTGICTCA

roLeuSer Hi

GACCAGCTGC
Aspd nLeuA

CATGGCCTGT
gvet d yCys

AGCCGGTCAT
ysProVval | |

GACGTCGTGC

AAAGTTCATT
rLysPhell e

TGGATGAGIT
al Aspd uPh

GAGAAGTATG
d uLysTyrA

TTACTGGATC
sTyrTrplle

GGAGCGAGTC 1019

rgSer @ uSe

819
273

869
290

919
307

969
323

340

CGCTGCATTG 1069 Y345H

ArgCysl | eG

CTACCATGEC 1119

eTyrH sy

357

373

AGGCCATCAA 1169 B87P
AspVal Val G | nAl al | eLy 390

AGTGATCCTG TCCATCGAGG 1219 A393T

oVal I | eLeu

Serll ed uG

407


https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2233&page=sequence&seq=cDNA&ancre=2233&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2233&page=sequence&seq=cDNA&ancre=2233&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3271&page=sequence&seq=cDNA&ancre=3271&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3271&page=sequence&seq=cDNA&ancre=3271&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3272&page=sequence&seq=cDNA&ancre=3272&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3272&page=sequence&seq=cDNA&ancre=3272&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3273&page=sequence&seq=cDNA&ancre=3273&prot=1
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https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3283&page=sequence&seq=cDNA&ancre=3283&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3284&page=sequence&seq=cDNA&ancre=3284&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3285&page=sequence&seq=cDNA&ancre=3285&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3284&page=sequence&seq=cDNA&ancre=3284&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3285&page=sequence&seq=cDNA&ancre=3285&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=1569&page=sequence&seq=cDNA&ancre=1569&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=1568&page=sequence&seq=cDNA&ancre=1568&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=1569&page=sequence&seq=cDNA&ancre=1569&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=1570&page=sequence&seq=cDNA&ancre=1570&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=1570&page=sequence&seq=cDNA&ancre=1570&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3286&page=sequence&seq=cDNA&ancre=3286&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3287&page=sequence&seq=cDNA&ancre=3287&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3288&page=sequence&seq=cDNA&ancre=3288&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3290&page=sequence&seq=cDNA&ancre=3290&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3289&page=sequence&seq=cDNA&ancre=3289&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3291&page=sequence&seq=cDNA&ancre=3291&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2812&page=sequence&seq=cDNA&ancre=2812&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3286&page=sequence&seq=cDNA&ancre=3286&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3287&page=sequence&seq=cDNA&ancre=3287&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3288&page=sequence&seq=cDNA&ancre=3288&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3290&page=sequence&seq=cDNA&ancre=3290&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3289&page=sequence&seq=cDNA&ancre=3289&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3291&page=sequence&seq=cDNA&ancre=3291&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2812&page=sequence&seq=cDNA&ancre=2812&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=1245&page=sequence&seq=cDNA&ancre=1245&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2570&page=sequence&seq=cDNA&ancre=2570&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2178&page=sequence&seq=cDNA&ancre=2178&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3292&page=sequence&seq=cDNA&ancre=3292&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=1245&page=sequence&seq=cDNA&ancre=1245&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2570&page=sequence&seq=cDNA&ancre=2570&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2178&page=sequence&seq=cDNA&ancre=2178&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3292&page=sequence&seq=cDNA&ancre=3292&prot=1
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https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3293&page=sequence&seq=cDNA&ancre=3293&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3293&page=sequence&seq=cDNA&ancre=3293&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2873&page=sequence&seq=cDNA&ancre=2873&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3294&page=sequence&seq=cDNA&ancre=3294&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2873&page=sequence&seq=cDNA&ancre=2873&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3294&page=sequence&seq=cDNA&ancre=3294&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2119&page=sequence&seq=cDNA&ancre=2119&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2119&page=sequence&seq=cDNA&ancre=2119&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3296&page=sequence&seq=cDNA&ancre=3296&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3295&page=sequence&seq=cDNA&ancre=3295&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3296&page=sequence&seq=cDNA&ancre=3296&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3295&page=sequence&seq=cDNA&ancre=3295&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3297&page=sequence&seq=cDNA&ancre=3297&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=1645&page=sequence&seq=cDNA&ancre=1645&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3297&page=sequence&seq=cDNA&ancre=3297&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=1645&page=sequence&seq=cDNA&ancre=1645&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3298&page=sequence&seq=cDNA&ancre=3298&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2993&page=sequence&seq=cDNA&ancre=2993&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=1822&page=sequence&seq=cDNA&ancre=1822&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3298&page=sequence&seq=cDNA&ancre=3298&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2571&page=sequence&seq=cDNA&ancre=2571&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2993&page=sequence&seq=cDNA&ancre=2993&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=1822&page=sequence&seq=cDNA&ancre=1822&prot=1
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https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3299&page=sequence&seq=cDNA&ancre=3299&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3300&page=sequence&seq=cDNA&ancre=3300&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3299&page=sequence&seq=cDNA&ancre=3299&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3300&page=sequence&seq=cDNA&ancre=3300&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2489&page=sequence&seq=cDNA&ancre=2489&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2489&page=sequence&seq=cDNA&ancre=2489&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2657&page=sequence&seq=cDNA&ancre=2657&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2657&page=sequence&seq=cDNA&ancre=2657&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3112&page=sequence&seq=cDNA&ancre=3112&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3301&page=sequence&seq=cDNA&ancre=3301&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3112&page=sequence&seq=cDNA&ancre=3112&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3301&page=sequence&seq=cDNA&ancre=3301&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2954&page=sequence&seq=cDNA&ancre=2954&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3302&page=sequence&seq=cDNA&ancre=3302&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2954&page=sequence&seq=cDNA&ancre=2954&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3302&page=sequence&seq=cDNA&ancre=3302&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3303&page=sequence&seq=cDNA&ancre=3303&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3303&page=sequence&seq=cDNA&ancre=3303&prot=1
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https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3304&page=sequence&seq=cDNA&ancre=3304&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3304&page=sequence&seq=cDNA&ancre=3304&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2658&page=sequence&seq=cDNA&ancre=2658&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2658&page=sequence&seq=cDNA&ancre=2658&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3305&page=sequence&seq=cDNA&ancre=3305&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3305&page=sequence&seq=cDNA&ancre=3305&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2231&page=sequence&seq=cDNA&ancre=2231&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3306&page=sequence&seq=cDNA&ancre=3306&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3307&page=sequence&seq=cDNA&ancre=3307&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3308&page=sequence&seq=cDNA&ancre=3308&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2231&page=sequence&seq=cDNA&ancre=2231&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3306&page=sequence&seq=cDNA&ancre=3306&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3307&page=sequence&seq=cDNA&ancre=3307&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3308&page=sequence&seq=cDNA&ancre=3308&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2880&page=sequence&seq=cDNA&ancre=2880&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3309&page=sequence&seq=cDNA&ancre=3309&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2880&page=sequence&seq=cDNA&ancre=2880&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3309&page=sequence&seq=cDNA&ancre=3309&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3310&page=sequence&seq=cDNA&ancre=3310&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=3310&page=sequence&seq=cDNA&ancre=3310&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2659&page=sequence&seq=cDNA&ancre=2659&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=14&Id_mutation=2659&page=sequence&seq=cDNA&ancre=2659&prot=1
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SArgd nLeu

ATGACACACA
yr AspThr Hi

GAGITCAGTG
d uPheSer Vv

CAAGACGTTA
nLysArglLeu

AGCTGGGGTA

ATGTAGGAGA
CATCTTTTCT
CATGAGITGG
CTTATATTCT
TCTCATGITC
TAAGCCTTCT
CAAGAAGATT
GAGCTGGAAA
TCAAAGGCAA
CAGCCTCGCTC
TCCACAAGAA
AATTAATGCGT

AGGAGGCGEEC
Ar gAr gArgG

CCAGAACTTG
sd nAsnlLeu

TTAATGAGAA
al Asnd uAs

AGAGAGAAGA
Argd uLysA

TGTGIGTAAG

ACGTGCCCTA
TCAAGCCTCGC
GGTAATTTCC
TTATAGAGGA
CAAACCTCAT
GITGCACGAC
CTACCTCTAA
TGTAAGAAAC
ATGATTCCAT
AGITCAATGT
AATGCCTGAG
GACAGCTTGT
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TTTGIGACTA
GITTTAAAAA
CTCACTTGCC
TCCCTCATGG
GICCACAGCT
ACAAAAGITA
AGCAGCAAGC
TTCAAATGCA
ATGTGCGGCT
ATACCAATAA
GGAAGGGAGG
GCTGATGGEA
AGAACAAACC
TAGAAACCCA
TGCATGTACT
GATCCTTCTG
GCCAAATACA
GIGGGTCTCA
TACCTCGCTT
GCCTGITATC
TATTTTATTT
AGATGTTCAA
TGAGIGCTCC
TAGCCACCAG
ACGCTCTGITA
CTCCTTTCAG
CTGCATCCCC
CTGACATATG

GAGITACTGG
GCCCATCAGA
CCTGECTCTG
CCCTACTGAA
CTCCACAGEC
GGITGATGEC
TGAGCTTTAA
GCCATCTCCC
GGCCAGGECT
TGTAATATGG
TGGITGGTAG
AAAGGAGTGT
AGCAGTAAGC
TCTGACCCTC
GCTGAAAAGC
GICCCTTCAC
GI'GCCAAGAT
TCAATCATCT
GAAGCCAGGA
TGGIGCTATC
GGCAGICAGC
AGCAACTTTC
AGGCACTCTG
AACCTATTTA
GGACTTCCAC
CTCCTCACTT
TTTCTGCCCA
GCGCCATAGG

GATGGAGGGT
GAGACCAGAG
CCACCTCCTG
CTGCECTGCEA
AAGAGGTCAA
GAAATGICTC
TGGGCTAAGC
TTGGGCCAGA
TTACACCTCT
CTTTTTAAAG
AGTCACAACT
AACTGTGAAA
CTGATGITTG
CTCTTGITAC
AGGGCAGAAC
TCTACAAAAA
TTGECEEGTGT
CCATCCACAA
ACACAGGGAA
ACTCCAGITA
AACTGAAGAA
AAGAAAGCCT
TAGCCAGGEEC
TTGCACCTGG
ACAGCAGACC
CATTCTACTT
AATGCGTTTT
AAGCAGAAGC

AGGAATCTTG
CCGTGCTGCA
GGAGCCTCTG
GCCTGCCTGA
CTCCTCCTTG
TGGGITACCC
ATTAGGGTGT
TCTACCTAGT
GCATCTTAAG
GAGAGGAGAG
TCTCAATGAG
AACGATGCECT
ATGIGGATGG
CCGAAATGCT
AAATCAGGCT
CTTACTGATC
GGATGITTAA
GCTCCTAAAA
CAGCAGICTG
CTCCTCCAAC
AGAACATTCC
AGGTGAGAAA
CCCATTAGCC
CATCTCCCCC
TCAGGTGITG
TAAAGCCACA
TTGCTACCAT
TAAGCCTCTC

GCCCCTCTTT
GGGEGECAGGTT
GCCCCACTAG
ATGECCCTTG
AAAGAGGTAG
AGTCTTCTGG
TACAGAAAAT
TCATGACAGT
TTGTTAATAC
TCCTGEGTTG
TGAATTTACA
GIGGTGEEEA
AACTGECCCC
GGCCTTAGTA
CTGACCAGAA
ACCTCCACAT
ACAAAAAGCT
GAAAGCCATT
GCCAAGGAAG
TGGGAGCTCC
TCTTAGTGCEC
GGCACTGGEA
TTTGECCAGG
AACCCCTCTC
CTGICATTAC
GIGCTAAGGEC
ATCAAAGAAC
TCCAGCTGCT
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GCTGTGTAAA
AAATGGTCCT
GCTACAACCG
CTGICCTTGA
CTGATTCTCT
TATGIGATGC
GACTGITAAA
TTCTGAAAGA
TATTACACTG
TGGITATTAC
TTTGGGAAAC
CTAGATGIGC
TCTCAGAATC
ACACATTTGA
TCTAATACTT
CCATGCCCAG
CAGAGCTTTC
TTCAGAGCCT
AGAAAATCGCC
TCTAGICTTA
ATATTTGGAA
TGGATTTTCC
GIGGGAGGAA
AGGGGTTGEA
TTGATGTATC
AACGGAAAAT
CAATCTACAT
AAGTGATACA

ATCCATGCGT
GGGAAGAACC
GAATCCACCA
CAGAGTAACA
CAGGAAAGEC
TACATAACTT
GCACAGCCAA
TGGAAGCAGC
TTTTTGITCA
AAGGAAAAAT
TTAGGITATA
AGGAGTGAAA
TTTTTGCCAG
AGACCTACTG
CGTATCCTTT
TGGCCTTTAG
CAAGGAATAC
CATCTTCCTG
CTTTTCTCAC
CTGTAGAGCA
AGTGAAAGAC
AAGITTTTCT
CAGCCTGTAG
AGAATTCAGT
TGTGTGAACA
AGAATTGATG
AGATGAAATA
TTTCCAAAGA

GCCCAAAGAG
CTCTGCCTAA
TGAGAGAGTA
CGITAATCTG
ACACATGGTA
CAGTATCTAG
TCCAGGCCAA
ACTGATAGAT
CCATTTTCCT
AAAGT GGEGCGA
AAAACTAAAT
GGTGTAGAGG
AAGIGICTCA
CTCTATTAAG
GI'GACCTAGT
ATTAAGCTAG
ACAGACTCCA
TTATATTCTT
CTTACAAAAG
TGTCCCAAGG
TTATCAACAG
GGTGGITCCA
ATTTCTGAGT
GATTCTCGCTA
AGGATCAACA
ATGAACTTTG
ATTGTGGAGA
AGITTTACTA

AAGT CAGECEG
AACTGICTCC
CTTTCTTCGG
GITCTTGGTG
TGATGCCTCT
CTGAGACATG
GAAGACTAGT
CAAAACCACC
AAGTGIGTTA
GCCTGGITAG
AAAGTTTTTC
GICTTGITTT
TGGGACTTAT
AAGGCAGCCG
TAAAATCTAA
CCTTACCCCT
GTACTCTCAG
CTCTAAGATT
AAAATATGEC
TGTAAAAATT
GGCACAAATC
AATTTTTTGC
CTCTTAGCAT
TCATAAAGCT
TCTCCATAAA
GCTCAATCTT
AAAGCCCTCT
TGTTTAATAA

ATTATGACAT
TTCTCCTGGT
TTCTTTCCTC
GIGITAGGERA
TCCCAGAGIC
CTTCCTACAT
AACAGGCACA
ACTGCATATG
TTTAGAATAT
GCCTTGIGAG
TACTGTGAGA
CCAAATTCEA
CTATAGTGEA
GACAACATGT
ACTTAAGTCG
GGGAGTATAC
GCGAGCAGTG
CATCTGCCTG
TGTCTCCACC
CAAAATGTGG
TTTTTGCAAA
TTTCAACAAA
GTAACTACAA
TCCGITCCCA
TGAAATTGAA
AAGATGTTAT
TTATCTCATT
TTTAGTGAAA
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TTTGCCCTAT
GGCTTACAGC
GATAGAATTA
AGCGAGAAGT
GGCATTCCTT
AAAAAATGCCEC
AATAACTTAT
AGITTTATTT
TTTATAATGA
AGATTTTCAA
CTGATCGGAT
CGCCAGCGTT
TACCTCACCG
GAGGACGACC
CGAGTACCTG
CTGATCTAGG
GCTAAAAAGG
TTCAACCTGT
TCTAACCAAC
AAATTGGCAT
AAAATATTTT
AATTTCCACA
AACTTGIGIT
GICCTTTGIG
TGITGITAAT
GITTCATCTG

GIGITTATTG
CTTAGGATTA
AATAACATAA
GGTATGAAAA
GCTACTAAAA
CCTGTTCATA
ATTAAGAACC
AAACATGTAG
GAAATTTTAG
AATTCACTTA
GIGAGGCECGA
GATTCGECECTG
CTCCATGIGC
AACCCCGATA
CCCTCCCCTG
GCCACTAAGT
ACCTCAACCC
GIGACATTTA
AAAAAGTTAA
TTAAAAATAC
CTTTTTGAAG
TTTCTTATTT
TCATTATTAA
TACATAGAGA
GIGAAAATTA
AATGAA

ATTCAGCTCA
TAGGATACTA
AAATCAAAAA
TACAAATTCA
ATTGCCTTGT
AAATTTTTAA
TCCTGGECTA
TGTCTACGGT
ATGTCAATAT
AGAGTATCTG
TCTGECTGCG
ATCTGGECTGG
GICCCTCCCG
GAGGAGGACC
CTGGAACCTC
GATGAATTGT
TTTTGACTTT
ACTTTTTGAA
TAATTAGATT
TCAATAATTT
AGCCAGATTC
TTCATTAGCC
ACCTTAATTT
ATTAAGTGAA
AACACCTGTA

ATCCAGAGGA
TATAATACTT
TTTATTAGEC
AGGAGTAAAA
TCCAGGTAAG
AAAGATCATA
AATTTAAAAA
ATGCCAGCAC
AGCAATGTCC
AGCATAAAAT
ACATCTGICA
CTAGGTGEGT
AAGCTGCGCG
GGICTTCGGT
CAAACAAGCT
ATTTGGAAGC
AAAAGGAAAA
CCCAACCGTA
TGGAATTATA
GICCCTGGTT
CAGTGATCCT
CTTAAGAAGC
ATTTTTTATA
TGAGICACAC
TCACATTTTG

AAATTTTAAA
TTGGTACAGA
TAAAATTTTG
GGAAAAGT GG
ACTGATCATA
GTATCTATCA
GTAATACAAC
TTTGCAGCTA
AAGAAGATAG
GITAAGATTG
CCCCATTGAT
GICCCCTTCC
CTCCGTCGAA
CAAGGGTATA
CTCAAGATTG
AAAAAGGATG
TAGCTTAACC
AAAGCTATCT
CAGAATTAGA
TTTAATTTTC
GCCTCTCAGA
TGCATTTGTA
TAAATAGTAT
AGATGITGEC
AAAAATAAAA
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