GAGICAAGCC
GCGCECTTCAT
Me

ATTGGTGCCC
Il ed yAl aG

CTACCTGCAC
yTyrLeuH s

TGCGCTTTGT
euAr gPheVa

ACCTCTGCCT
Thr Ser Al aS

GATGCGGEECG
| Met Ar gAl a

TCATCCATAT

lell eH sl

GCCGCCTCGA
GGCGCECTGAA
t Al aAl ad u

AGAACCTGCT
| nAsnLeulLe

AAGAAGGGECG
LysLysd yG

CATCATCCAC

I1lelleH s

CCCCGCAGGG
er Prod nd

CCTGAGGAGA
Al ad ud@ uT

CAGCAAGAAG
eSer LysLys

SH3BP2 (NM 001122681. 2)

CCCAGGEECCC
GAGATGCATT
d uMet Hi sT

AACCATGCCT
uThr Met Pro

GTACCCAGCT
| yThr @ nLe

AAACGCTCCG
LysArgCysV

CGCCTTCTCC
yAl aPheSer

CCACGTCCAA
hr Thr Ser As

CACCGCACGT
H sArgThr T

ATA

GCGEEECCAGG AGAGCECTCG -9

GGCCTGICCC
r pProVval Pr

GGGGEGECGTGG
dydyval A

GCACGCTCCTG

ud nLeulLeu

TCTACTACTT
al Tyr Tyr Ph

CTGAGTGGCT
LeuSerd yT

CAACGITTTC
nAsnVal Phe

GGITCTTCTC
r pPhePheSe

TATGAAGGCC
oMet LysAl a

CCAAGCCTGG
| aLysAl ad

AAATGGECCCC
LysTr pProL

CAAGAGTAGC
eLysSer Ser

ATAACCGEGT
yr AsnAr gVa

CCCTTCAAGA
Pr oPhelLysl

GGCCTCCTCC
r Al aSer Ser

42
14

92
31

142
48

192
64

242
81

292
98

342
114

408del

evers

cDNA + Protein

C

2026-06- 18


https://infevers.umai-montpellier.fr
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=1092&page=sequence&seq=cDNA&ancre=1092&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=1092&page=sequence&seq=cDNA&ancre=1092&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=2245&page=sequence&seq=cDNA&ancre=2245&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=2245&page=sequence&seq=cDNA&ancre=2245&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=959&page=sequence&seq=cDNA&ancre=959&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=959&page=sequence&seq=cDNA&ancre=959&prot=1

GAGGAGGAGC
d ud ud uA

CTTCCACGAA
sPheH sA3 u

ACACAGACAG
spThr AspSe

TCCCCGTACC
SerProTyr P

CTCCTACCTG
pSer Tyr Leu

TGATGCACCC
eulMet Hi sPr

CCAGCCTTCT
Pr oAl aPheS

CGGTCCCCTA
od yProLeu

GCCTGGCTGC
| yLeuAl aAl

GAGCCTTGCC

GCAAGACCTG
rgLysSer Tr

AAGAAAGACC
LysLysAspL

CTTCTACGGC
rPheTyrdy

CCACGGACAA
roThr AspAs

GAGCCTGACT
A uPr oAspS

ACCGGCTTAC
oPr oAl aTyr

CTGACATGCC
er AspMet Pr

CTGCCACCCC
LeuPr oPr oP

TGAGGACTCC
ad uAspSer

CCAGGGTACC

GATGGCCTTG
pMet Al aLeu

TGCCCTTGAA
euPr oLeuAs

CCAGITGAGC
Al aval G uA

TGAAGACTAT
nGd uAspTyr

CCCCGGAGCC
er Prod uPr

CCACCACCCC
Pr oPr oPr oP

CCGGGECCCAC
0Ar gAl aHi s

CGCCCCCTAA
r oPr oPr oLy

AAGAGGGACC
LysAr gAspP

TGCTACCCCC

CTGCGCAGGEG

AGATTGGCCA

LeuAr gArgG | ul | ed yHi

CACCAGCGAC
pThr Ser Asp

GGCCTGTGGA
r gProval As

GAGCACGACG
G uH sAspA

CGGAAGCCTT
od yArgLeu

CAGTGCCCAC
roVal ProTh

TCCTTTACCT
Ser PheThr S

GCACGGCCTC
sHi s@ yLeu

CACTGTIGCCC
roLeuCysPr

CGAAGGATCGA

TCCAGCTCGG
Ser Ser Ser A

TATCAGCCTT
pl | eSer Leu

ATGAGGATGA
spd uAspAs

GAGGATGCCC
G uAspAl aL

GCCCAGGAAG
r ProArgLys

CCAAGGEECCC
erLysd yPr

CCAGATGITG
ProAspVal G

GAGGCGGEECT
OAr gAr gAl a

GCGATCCCCC

392
131

442
148

492
164

542
181

592
198

642
214

692
231

742
248

792
264

842



https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=1440&page=sequence&seq=cDNA&ancre=1440&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=1440&page=sequence&seq=cDNA&ancre=1440&prot=1

d uProCysP

TCTGAGCACC
oLeuSer Thr

GGGAGAGTGC
rgd uSer Al

TGCTCCACTT
CysSer Thr S

TGACAAACTC
SsAspLyslLeu

AGCCCCCACC
| uPr oPr oPr

GAGGACCCCC
A uAspProP

GGCTCCCCGG
| Al aProArg

GGCCCGCAGT
r gPr oAl ava

CGATCACCCC

r oAr gVal Pr

ATGCCCACCG
Met ProThr A

CAGCCCCAGC

aSer Pr oSer

CCAGTGCTGC
er Ser Al aAl

AAGTCCTTCC
LysSer PheH

TGTGCCAGCC
oVal Pr oAl a

CAAGGGAGGEC
r oAr gd uAl

CCTCCTGCGC
Pr oPr oAl aL

CCTGCCCAGG
| LeuPr oAr g

CCGATGCGCA

HA20R GA A20E

oAl aThr Pro

CACCCGGCCT
| aProd yLe

CCGGAGCCCT
Prod uProT

CATCATGGECC
all eMet Al a

ACCTGTICCCC

i sLeuSer Pr

AACAAGCCCA
AsnLysProL

AGCCATGCCC
aAl aMet Pro

TGAAGCTGCC
euLysLeuPr

CCAGAGAAGC
Prod uLysP

Ar gAr ghet S

CCGGAAACCC
UArgLysPro

GGACCCCTGG
rpThr Prod

ACTGCCACCT
Thr Al aThr S

CCGAGGACCA
0Argd yPro

AGTTCCTGAA
ysPhelLeulLy

GGACTCTTTG
G yLeuPheV

AGTGCCTGAG
oVal Prod u

CGCAGCTCCC

rod nLeuPr

GAGITTCAGG AGCTTCTCCT

er AspPr oPr

CCTTGCTTCC
Pr oCysPheA

CCACGEEECC
yH sd yAl a

CCAGAAACTG
er Ar gAsnCy

CCCACATCTG
ProThr Ser G

GATAGCTGAA
slleAlad u

TGCCCCCCGT

al ProProVva

GCCATGGCGC
Al aMet Al aA

GCACCTCCAG

oHi sLeud n

TTGAAAAGCC

281

892
298

63
-
w
0

942
314

992
331

1042
348

1092
364

1142
381

1192
398

1242
414

1292 c.1243CT RA15P R415Q P418T P418L P418H P418R P418Ha D419N D419Y D419G A20R &C


https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=2108&page=sequence&seq=cDNA&ancre=2108&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=2108&page=sequence&seq=cDNA&ancre=2108&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=1523&page=sequence&seq=cDNA&ancre=1523&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=953&page=sequence&seq=cDNA&ancre=953&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=957&page=sequence&seq=cDNA&ancre=957&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=1438&page=sequence&seq=cDNA&ancre=1438&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=1345&page=sequence&seq=cDNA&ancre=1345&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=956&page=sequence&seq=cDNA&ancre=956&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=958&page=sequence&seq=cDNA&ancre=958&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=955&page=sequence&seq=cDNA&ancre=955&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=1523&page=sequence&seq=cDNA&ancre=1523&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=952&page=sequence&seq=cDNA&ancre=952&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=953&page=sequence&seq=cDNA&ancre=953&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=957&page=sequence&seq=cDNA&ancre=957&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=950&page=sequence&seq=cDNA&ancre=950&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=951&page=sequence&seq=cDNA&ancre=951&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=1003&page=sequence&seq=cDNA&ancre=1003&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=1438&page=sequence&seq=cDNA&ancre=1438&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=961&page=sequence&seq=cDNA&ancre=961&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=1345&page=sequence&seq=cDNA&ancre=1345&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=956&page=sequence&seq=cDNA&ancre=956&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=954&page=sequence&seq=cDNA&ancre=954&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=958&page=sequence&seq=cDNA&ancre=958&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=955&page=sequence&seq=cDNA&ancre=955&prot=1

Ar gSer Pr oP

CCGGCAACCC
0Ar gd nPro

ATGAGAAGGT
yrd uLysVa

TGCGAAGT GG
Cysd uval G

GGATGGACTC
nAspd yLeu

TGGITGIGTG
euVal Val Tr

GAGAACGACT
A uLysAspS

GGGCAGCATG
| G ySer Met

GCCTGCTGCT

er LeuLeulLe

TCCATGTGEC
ACACAGACGG

r oAspd yd

TCACAGCCTG
Ser d nAl aA

GCCACTGCCC

| ProLeuPro

AAACGTTGTT
| uAr gLeuPh

TACTGCATCC
Tyr Cysl | eA

GGACGAAACC
pAspd uThr

CTAAGTTCTA
er LysPheTy

GTGGAGCACT
Val d uHi sT

GCGGCACCCC
UAr gHi sPro

TGCCAGGCCA
ACATGGEECCC

nSer PheAr g

ACACTGGECCG
spThrd yd

AACTCGGTCT
AsnSer Val P

CAAGGCTACA
eLysAl aThr

GGAACTCCTC
r gAsnSer Se

TCTAACAAAG
Ser AsnLysV

CCTGGAGGEC
rLeud udy

ACCACACCCA
yr Hi sThr Hi

TACGGCTACA
TyrdyTyrT

AGGCAGTCAC
ACATGCGCGAGG

Ser PheSer P

GGACGACTCG
yAspAspSer

TCGTCAACAC
heVal AsnTh

AGCCCCCGGEG
Ser Pr oArgG

TACCAAGTCG
r Thr LysSer

TGAGGAACTA
al ArgAsnTy

GAGGTCCTGT
d uVal LeuP

CGTGCTGCCC

sVal LeuPr o

CTGGCCCTAG
hr G yPr oAr

AGGEECCCTG
GIGAGCAGERA

hed uLysPr

GACGAGGACT
Aspd uAspT

CACGGAGTCC
r Thr A uSer

GAGAGCCCCA
| yd uProd

GGGAAGGTCC
d yLysVal L

TCGCATTTTT
r Argl | ePhe

TTGTGAGTGT
heVal Ser Va

AGCCACCAGA
Ser H sd nS

GTGATGGCAG
gSt op

ACCCCAGECC
GCAAGECTGT

431

1342
448

1392
464

1442 Q481L
481

1492
498

1542
514

1592
531

1642 V542M S545N

548

*6

*56
*106


https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=960&page=sequence&seq=cDNA&ancre=960&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=960&page=sequence&seq=cDNA&ancre=960&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=2105&page=sequence&seq=cDNA&ancre=2105&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=2106&page=sequence&seq=cDNA&ancre=2106&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=2105&page=sequence&seq=cDNA&ancre=2105&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=2106&page=sequence&seq=cDNA&ancre=2106&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=2107&page=sequence&seq=cDNA&ancre=2107&prot=1
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=2107&page=sequence&seq=cDNA&ancre=2107&prot=1

GCTTGCCTAG
ATCCAGCAGG
CGAAGGGACT
ACCCAGGACC
CCATCACACT
CTGGGTGEGEG
AGGCTCCAGT
TTGGTGECTG
GCCCATCCTG
CAGITGGITG
GGGTGCACAG
GGGAGCCCAC
CAGTGCTGCT
CTGCATTAGT
CAGAACTTGC
ACAGCTGCTT
ATGCCTGGTIC
CCCAGTCTGG
GCAGCTGEGT
GTAACACCTA
GCGTAGGGAC
CTCAGGCCCA
CAGGTCACTC
ACTCAGGGAG
TTAGCACCTT
CTGACAGTGA
TGTGITCTGG
TTAGCGCGATG

GCCCTCTGTG
TTGGGITCTA
CTGITGECCCC
AACCTGTCGCC
CACCCCTAAG
GCCGEECECTG
AGGGECECTGIT
GCCCTTGATT
ATGTCTAAGT
TCTTGICTTC
CGAGTAACAG
ACCCCACTCA
GCAGAGCTAG
GCCTGGITAC
ATACACTGAG
CATTCCCTGC
CCATTCCAGA
GGACAGCTGG
GIGCAGGGAC
CGATGGEGATG
GGTGGTACCC
GCCCCAATCC
TCCCTGGCAC
GIAGECECCTG
ATGTCAGGGA
CTGACTGEEG
GGACCTGT GG
TGGGAGECTG

ATGGACATCT
GGECTGAACC
ACACTAACTT
TGGGCTCCAA
TGGGECTGGGA
GCCCTGCGAC
GCCTCCAATA
GCGAAGGAGG
GGTGACCGCA
CAGGGTGCAG
ATCAGGACCC
CCAGITCTGC
AAGGCCCTCGC
TGGGTACCTC
CGGGCTACAG
ATTAGCGAGC
CAGGEECCTC
GTATGAGGTG
TGGEEEECTCC
GGAACAGT GG
AGATGCCCAA
ATCCCCTTAC
ACCTTCCAGG
GCAGGGACCC
AACCTAAACT
GAGAAGGTCC
TTTGCTGECG
TGACCCCAGG

CGTAGGACCC
AGGCGCCAGG
GCCCTGICcC
GGACAGGAAC
GCCAGGCAGG
CCCCAGGAAC
AAGCAGCAGT
GGATTACCAG
GCAGTACCCG
GICACTGAGT
AAACTTGGEEC
TGCCTCAGGT
AGCTACACGCT
CTGAGIGECT
AGCTAGAAGG
AGITATTGCG
TGGCCTGECT
CTTACGGECAC
CCGAAGATTT
ACCCTAACCA
GICTTCCAGG
TTTCTGCCAT
CTGGATTTTT
TAGAATCCTT
GAGGTCAGCA
TGCAGCCCCC
GAAACAAGTG
GGGECCATAGG

AGCCAGICTC
CTCCAGAGA
AATCCCAGAA
ACTGGTCCCC
GCCAGGCCAG
GCTAAGACAC
GAGCTTTGCC
CTTACTGGGT
GGAACCCCAA
GACTTCCCCA
AGICTGGEECT
CAGGCCAGSG
GCTTCATTCC
GICCCCGITC
CCCTGCAGCT
TACCTCCTGC
GAGITCACAG
AGTGTCCAGG
TTTGGAGGAA
GGCCAAGEGT
CAATACCTGG
GGAGTTCCAG
AATGAAACAG
GIGATTTTTC
CTTGGGCCCA
TTCCCCTGGEG
ATGAGCCTGG
GIGCGGTGA

*156
*206
*256
*306
*356
*406
*456
*506
*556
*606
*656
*706
*756
*806
*856
*906
*956
*1006
*1056
*1106
*1156
*1206
*1256
*1306
*1356
*1406
*1456
*1506



ACTGCAGECC
TCCAAGGCCA
GGTCAGIGCA
GATCTATCTC
TTGCCCTGIC
TGGCCATAGT
TTGAGATGTA
CTCCGCTCAC
CAGCCTCCCG

CTGCAGATGA
CCTCTGCAGG
CCACAGCCEA
TGGAAAACCA
TGACCTGAAC
TTCTCTTCCT
GICTCACCCT
TGCCACCTCC
AGTACCTGCG

ATTTTTTGTA
GICTCGAACT
GCTGGGATTA
TTTAAATGGA
GIGCTGAGCT
TTACACGGTIC
AGAGCCAGGT
TTACCCGAAG
GCACCTCGCTA
GCCCTCAGIT
TCCAGCATCGA
GCCATAAGTG
ACTGACCACA
GGAGAAGCAG
CACAGAGGECC
CCTATCTATC
CCCTGCCAGG
GGICTCTTGC
CACTCAACCA

TTTTTAGTAG
CCTGACCTCA
CAGCCATGAG
GAATTGCGTG
AGTGAGTGGT
ACCTGGAGCC
GATAGGTCCC
CCCAGCTGEG
GCACAGCTGT
TCAAGAGTGT
AGAAGGAGCC
TTCTAGTCCA
TCTGTGAGGT
CTCCTAGTAG
TGGGITCAAG
CTTCACTGCT
CTCCCTGCCA
CTGGECTCCCA
AGGGEGGECCAC

CGGCAGCCAG
GGITTCCTCT
GGCTGGAGCA
GCCATTCCTC
TTGCTTAGGG
GTAAAATTTT
GI'CGCCCAGG
GCCTCTCTAG
ATTCCAGECG
AGACCGGATT
GGTGATCTGC
CCACTGIGCC
CGAGATGT GG
GCAGTCCAGG
GCCTCAAGTG
TCTGGCCAAC
GCCCTGGTCC
CCACGTCTGT
GITCEEGTGG
ATGAGGAGIT
CATATAAGGG
GCCGACCTGG
ACCCATTTTA
TCCCACCTCT
CTGAGCCTAG
CCCCTCACERA
GGGECTAGEGT
AGCACTGEEG

CTGCTTCCAG
TCAGCCTGCC
CAGGGACCTT
CTCCCTCCAG
AGTCATGCCA

GAACCAGGTG
TGGGGTGAGA
CTGITGITCT
TCAGAATTCT
CTCCCCACTG

ATTATTTTAG
CTGGAGIGCA
TTCAAGCGAT
CCCGCCACCA
TTATCATGIT
CCACCTTGEC
TGGECCCCTTC
TTTCCAGCCT
ACACCTTTGC
GCTAAAGCAT
TGGACAGITG
AGCCTCGCCT
GIGAGCTGCT
GATGGGGECAG
CCCATGACCT
TAGGGTTGGEG
GIGCTTGACA
CAGGTGAGAG
GCCACTAACT
ACCCTGGECCC
CCTCTGATGG
TAGGECTCTG
AGTGAAACTG

ITTTTTGITI
ATGCCGTGAT
TTTCCTGCCT
CCCCTGCCTA
GGCCAGCCTG
CTCCCAAAGT
CTGTAAAATT
GGTGCCTGEG
TTTATGICAC
CCTGEEECCC
AGGCCTGTGG
CCCAGACTCT
CTAGGCCGAG
GCCGTGEGTCC
CCCGAGACTT
ATTACCATTT
TCATTTGCTT
AACCAAGTCT
GCCATGTGAC
CTGCCTGECT
TCGITGTGGEG
GAGGTGCTTT
CCCCGCCTCA

*1556
*1606
*1656
*1706
*1756
*1806
*1856
*1906
*1956
*2006
*2056
*2106
*2156
*2206
*2256
*2306
*2356
*2406
*2456
*2506
*2556
*2606
*2656
*2706
*2756
*2806
*2856
*2906



CCCTCCGITG
CCTTGCCCTA
AGCCTTTGEG
GGGECTCAGIT
CCCCCAGCCC
AAGCGATTGTG

CCCTCTGEGT
GGGEECAGTCC
AGGACTCACT
CTGEEETTG
AGGGTGAAAC
GIGAGCCCCG

AAAAGATTTT
GCTAGAGTGG
ATCGATTCTC

TTCTTTTTTT
ATTGCCGTGA
CTGCCTCACC

CCAAATTTTT

CTGGICTTGA
GIGCTGCGAT
TTTAGAACCA
GIGCGGAGCT
TTCCTGCACC
TGGGACCTCGC
TTCATAGAAA
ATCCAGGECGEC
TGGGAGGEECC
ACCTCTGITT
CACACACCCC
GACTGCCTGC
AGGGECCAGTG
GAAGTGTIGTG
ACTGGAGGGA
CCTTCGGACC
GCCCTGEECGT
GAGCTGAGEC

GTATTTTTAG
ACTCCTGACC
TACAGCCGCG
GAAGAAACCT
CCCCTCCTGG
TCAGGATGGG
GCCTTAGITC
GCCAGATTGA
TGGAGGGATG
GIGCTTGICT
CTGTGACCCA
CTGCCTTATC
TGAGGGGGECA
ACCCTGTGAA
TGAGIGGTGA
GATTTGATGG
CCTAGGAAGC
TGCCGICTCGC
AGAATCCCTT

CTGTGAGGGT
TGCTTCCTCA
GACATACCTA
GGAAAAGGEC
ATGCTTCTTC
TGCCTTCAGT
TTTGGGACAC
TCTCGCCTCA
CTCCCATGTA
TGGAACCGEG
TCAACTGATC
AGCCACGECG
CGGTTCCCAC
TTGGGECCTCA
CGAGGEGTGEG
CCTGAGCCAG
AGCTCAGCAG
GCCTAGGACA
CTAGACGAGG
GCAGCATCAA
TCTGCCTGCA
GIGCCAGGAG
GATGCTTGAC
ACCCTTTTAA
GTACAGAGCA
TTCGCAGECC
TTCTTCCCTG
TTTCATTCAT

GCCCTCCCAG
TTTTATAGAT
CCTTCAAGAT
CCCAGTGECT
TCTTCCTGIG
TAATAAAGAT
AGTCTCACTC
ATGCAAATCT
GCTGGGATTA
GITTCACCAT
CGCCCACCTT
CCCAGCCTTG
TGATCCTTCT
GCGCAGCCCC
CATTGGCGEA
GCAGGCCTTA
GGAAGAGCECT
CCAGGGICAC
GGAATGEEEG
GCCCCTCECT
CGCCCTGITC
GITGCCTGTC
AGACAACCCC
GCCATCTTCC
GACCCCTACC
TTCCAGECTG
GCCCCACTCT
TTCCTGCAGA

GAGGCCTAGG
AGGCGAAACTG
GAGITCAGGT
TTGGGAAGCA
GITCCATCCG
TTGTATTGIG
TGTCGCCCAG
CCAGGGITCA
CACGCTCCCTG
GI'TGGCCAGG
GGCCTCCCAA
AAAAGATGIT
GGGCCACGTT
AGGGAGGTCGC
GAGGGGGACC
TTGGGGCCAT
TTTGAGGGTG
ACCAGGAACA
AAGGGCCACA
GGGECACCTCG
CCTCCACCTA
CTTGGGGAAG
CACCACCTCA
AGCCATTCTC
TGTCTACCCT
CCAGACAGCT
GAGGGECTCA
ATAAAACAAC

*2956
*3006
*3056
*3106
*3156
*3206
*3256
*3306
*3356
*3406
*3456
*3506
*3556
*3606
*3656
*3706
*3756
*3806
*3856
*3906
*3956
*4006
*4056
*4106
*4156
*4206
*4256
*4306



ATACAGAAAA
AAGTGAACGA
GIracecrecce
GAGICTTGTIG
GGCATTGCAG
GATGCAAATT
ATTTATTCAT
AAACTTCCAT
AGTCAAGCTT
AACACAAATT
ATTTTTTTTT
GIGACCCGAG
ACATGCCTCGC
ACACACAATG
GITTTTTGCA
TGACTCCTGG
TACGTGCCCA
CAGACATTTC
TTTGCATTTA
TTAACCATTT
TTTTTTAACT
AGACAGGGTC
AGCTCACTCC
CCCAAGTAGC
TGTATTTTTA
AACTCTTGAG
TATAGCCGTG
ATAGTCTTGA

GIGAATAAAA
TCTGCAACCA
CTCACAGTGT
TTCTTGITTT
TATTTTCCTG
CTGGCACCTG
GITGCTGIGC
TGITTGECTG
GI'CCAATGCA
TGTAAACTTT
TTAGCTCATC
ACAGITCTTC
TGTAGATGGA
CTGCTAGCAA
AATGGTGCAC
GITCTAGGGT
CCAGCAGTAA
ACTTTTGCCA
GCTAATTACC
TGATTTTGIC

CATAAATGCA
CCATCAGGAA
CACTTCCGEC
TCTAAAAAGT
TTTCTGTGCT
GCTTCTTTGG
GTAGTATAGT
TATCGTAGIT
TGCAGCCCAG
CTTAAAACAT
AGCTATAGIT
CGGTATGGTC
CAGITGGITT
CAGITTTGTIC
AAATTTTTCT
ATGAAGATCT
AACAGAATTC
GICTGGT GGG
AAGGAGATTG
TCCTGIGAAG

TGITGICTTT

TCACTCTGIT
AGCCTTGAGT
TGGGACCACA
AGTAGAGACG
CTCAAGCGAT
AGCTACCAGA
TATTATCCAT

TTCTTTTTCT
GCCCTCCECTG
CAGGCTCAGG
GGCCCACACC
GGITTCATCA
CTGCTGECCT
TTTTTTCTTA
AATGTGTATT

CAACCTAACA
ATAGITTTGC
CTCTCTCCCC
CTTCAGCACC
TTATCCCCTT
CTCGTTATTA
TTGTGCATGT
CACAGATTCA
GATGCCTTTG
TATAAAGATT
AGIGGTAGTG
CATGGAAGCC
GITTCTAGIT
CATGTCTCTG
AGGGITTGTA
TTCTAAATAT
CCTTGCCTTC
GIGTATAGIT
AGCATATTTT
TGTCTATCAT

CACTGITAGG
CAGCACCCAA
TGECTTATGT
CAATTATGCA
GAATCATACA
TGTCTGTGAG
TCATTCGCTAA
TTTCACTGIC
AATGTGECCC
TTTGTTTGCG
TATTTTATCGC
AAAAGATTGG
TGGGGTAACT
ATGCACGTIGT
CTCAGGAGTC
TGITCTAGIT
CCATCCTTGG
ATGGCCTTAA
TATGITTTTA
CTTTTGCCCA

TTTCTTTTTT

GAGTGCAGTG
TGATTCTCTC
ACCAAGCCCA
TGITATGCAG
CAGCCTCCCA
TTAATCTAAT
GCAAATATCT

[TTTTTTCTG
GIGCAATCTC
ACCTCAGCCT
GCTAATTTTT
GCTGCTCTCA
AAGT TGGGAT
AATTCTTTGT
TCTCTAACTC

*4356
*4406
*4456
*4506
*4556
*4606
*4656
*4706
*4756
*4806
*4856
*4906
*4956
*5006
*5056
*5106
*5156
*5206
*5256
*5306
*5356
*5406
*5456
*5506
*5556
*5606
*5656
*5706



TGGCTTGACT
CAAGGTCTTG
TTATTGCAGC
CTGAGTAGCC
TTTTTTTTITT
CTAGACTCAA
GGCATGAGCC
ATCAGIGITT
CCAGECTGEG
GAGGCAGGAG
ATGGCGAAAC
GGTGCGTECC
CTTGAGCCCA
CTTCAGCCTG
AAAAAAAAAA
AAGATAGTCT
TATTTAGGECC
GIAAGGATTC
TATCATTGIT
GICATATGTC
CTGITCCATT
ATTATCAATT
TTTTCTTCTT
TAAGGTTTTT
ACAATGATCC
TTGGGAAAAT
GGTTTACCTC
TTTATATTTT

GITTATGGTG
CTCTGTCACC
CTCAATTCCT
GGAACTACAG
AGAGATAGGA
TGAGCCTCCC
ACTGIGCATG
TCATTTTGGT
TACAGTGGECT
GATTACTTGA
ACCATCTCTA
TGTAGICCCA
GAAGGTCAAG
TGAGACAGAG
AAAAGAAAAC
CTTAGATTAT
TTTAATTCAC
ACTTTCATTT
TGTAATCTAA
CACATATGAC
AGTCTGICTG
ATGTATTGAG
TGAGAGIGIC
CTCCCATATA
ACTTGATAGT
TGACGICTTT
TCTTTCCATT
TGTCCATTGT

TCCTTTTTTT
CAGCCTGGAG
AGCCTTAAAC
TCACGCACTT
TCTTACTATG
ATCTTGACCT
CCAGTTCTTA
TAGTCCTTTT
CACACCTGTA
GCTCAGGAGT
CAAAAAATAC
GCTACTCAGG
GCTGCAGTGA
TGAGACCCTA
CACTGAAATT
ATTCTGAAAT
CTAGATTTGG
TTTTCTCTCC
CTTTCTGCGC
ATATGTAGAT
TTCTTGTGCC
ATCTGATAAA
TTGACTATTC
AGTTTTAAAA
TTGGGAATTT
ACAATATTGA
TGGGTCTTCT
GGTCTTCCTT

TTGEEEEEEG
TGTTATGGCA
AGTCCTCCCA
CCATGTCCAG
CCCCACCTGG
CCCAAAGTGC
TTTTTAATCC
TGTGCCTTAA
ATGCCAGCAC
TTGAGACCAA
AAAAATTAGC
TGECTGCEEGET
GCTGTGATTG
TCTCAAAAAA
ATTTCCACTC
CCTTATAAAT
TTTTTTGCAT
ATAGGGTTAC
CCATCTGCAA
CTGITGITGG
AATATCAAGC
GTAAGICTTT
TGGCTCTTTG
TCAGCTTGIC
ATTATAGCTA
GITTTCTGAT
TTAAGGTTTA
ATCTTAAGIT

TTTTTTGAGA
CAATCTTGEC
CCTCAGCCTC
ATAATTTTTT
TCTCAAACTC
TGGGAGTACA
AGTTGAATTG
GAAATTCTTT
TTTGGGGEGECA
CCTGGACAAC
TGGACATGGT
GAGAGGATTG
TGCCACTGCA
AACCAAAAAA
CAAGGTCATG
GTAAATTTCA
ATGGTGTGAG
ACACCTGICC
TGCCACCTCT
ATTCTTTCCT
TGTCTTCATT
TCCACCTTAT
TATTTTCATG
AATTCCAACA
TCAATCAGIT
TCATGAACAT
CCAATAGGAT
TGATTTGTAA

*5756
*5806
*5856
*5906
*5956
*6006
*6056
*6106
*6156
*6206
*6256
*6306
*6356
*6406
*6456
*6506
*6556
*6606
*6656
*6706
*6756
*6806
*6856
*6906
*6956
*7006
*7056
*7106



ATATTTTATG TTTCTTTTAG TCTATTGTAA ATTGIGTATT TTTAATTTCA *7156
TTTTTTTTTT TGITAATAGC ATATAAAACA CACCTTGICT TTTAACTGGA *7206

GCATTTTGIC CATTGIGTAT TTAATGTAAT TAAATCTACC ATCTTATTTT *7256
ATCCTA

SH3BP2 (NM 001122681.2) - cDNA + Protein - 2026-06-18
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