GAGICAAGCC
GCGCECTTCAT
ATTGGTGCCC
CTACCTGCAC
TGCGCTTTGT
ACCTCTGCCT
GATGCGEEECG
TCATCCATAT
GAGGAGGAGC
CTTCCACGAA
ACACAGACAG
TCCCCGTACC
CTCCTACCTG
TGATGCACCC
CCAGCCTTCT
CGGICCCCTA
GCCTGECTGC
GAGCCTTGCC
TCTGAGCACC
GGGAGAGTGC
TGCTCCACTT
TGACAAACTC

GCCCCCTCEA
GGCGECTGAA
AGAACCTGCT
AAGAAGEECG
CATCATCCAC
CCCCGCAGEG
GCTGAGGAGA
CAGCAAGAAG
GCCAAGACCTG
AAGAAAGACC
CTTCTACGEC
CCACGGACAA
GAGCCTGACT
ACCGCCTTAC
CTGACATGCC
CTGCCACCCC
TGAGGACTCC
CCAGGGTACC
ATGCCCACCG
CAGCCCCAGC
CCAGTGCTGC
AAGTCCTTCC

SH3BP2 (NM 001122681. 2)

CCCAGEECCC
GAGATGCATT
AACCATGCCT
GIACCCAGCT
AAACCCTGCG
CCGCCTTCTCC
CCACGTCCAA
CACCGCACGT
GATGCECCTTG
TGCCCTTGGA
GCAGTTGAGC
TGAACGACTAT
CCCCGGAGCC
CCACCACCCC
CCGGEECCCAC
CGCCCCCTAA
AAGAGGGACC
TGCTACCCCC
CACCCGEECCT
CCGGAGCCCT
CATCATGGECC
ACCTGTICCCC

A

GCGEECCAGG AGAGCECTCG -9

GGECCTGICCC
GGEEECGTGCG
GCACCTCCTG
TCTACTACTT
CTGAGTGGCT
CAACGTTTTC
GGITCTTCTC
CTGCGCAGGEG
CACCAGCGAC
GCCCTGTGA
GAGCACGACG
CGGAAGCCTT
CAGTGCCCAC
TCCTTTACCT
GCACGECCTC
CACTGTGCCC
CGAAGGATCGA
CCGGAAACCC
GGACCCCTGG
ACTGCCACCT
CCGAGGACCA

TATGAAGGECC
CCAAGECTGG
AAATGGECCCC
CAAGAGTAGC
ATAACCGEGT
CCCTTCAAGA
GGECCTCCTCC
AGATTGGCCA
TCCAGCTCGG
TATCAGCCTT
ATGAGGATGA
GAGGATCGCCC
GCCCAGGAAG
CCAAGGECCC
CCAGATGITG
GAGGECGEEECT
GCGATCCCCC
CCTTGCTTCC
CCACGEEECC
CCAGAAACTG
CCCACATCTG

42
92
142
192
242
292
342
392
442
492
542
592
642
692
742
792
842
892
942
992
1042
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https://infevers.umai-montpellier.fr
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=1092&page=sequence&seq=cDNA&ancre=1092&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=1092&page=sequence&seq=cDNA&ancre=1092&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=2245&page=sequence&seq=cDNA&ancre=2245&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=2245&page=sequence&seq=cDNA&ancre=2245&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=959&page=sequence&seq=cDNA&ancre=959&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=959&page=sequence&seq=cDNA&ancre=959&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=1440&page=sequence&seq=cDNA&ancre=1440&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=1440&page=sequence&seq=cDNA&ancre=1440&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=2108&page=sequence&seq=cDNA&ancre=2108&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=2108&page=sequence&seq=cDNA&ancre=2108&prot=0

AGCCCCCACC
GAGGACCCCC
GGCTCCCCEG
GGCCCGCAGT
CGATCACCCC

TGTGCCAGCC
CAAGGGAGEC
CCTCCTGCGEC
CCTGCCCAGG
CCGATGGEGCA

HA20R GA A20E

CCGGCAACCC
ATGAGAAGGT
TGCGAAGT GG
GGATGGACTC
TGGITGIGIG
GAGAAGGACT
GGCCAGCATG
GCCTGCTGCT
TCCATGTGEC
ACACAGACGCG
GCTTGCCTAG
ATCCAGCAGG
CGAAGGGACT
ACCCAGGACC
CCATCACACT
CTGGGTGEEG
AGGCTCCAGT
TTGGTGECTG
GCCCATCCTG
CAGITGGITG
GGGTGCACAG
GGGAGCCCAC

TCACAGECTG
GCCACTGCCC
AAACGGTTGIT
TACTGCATCC
GGACGAAACC
CTAAGTTCTA
GIGGAGCACT
GCGGECACCCC
TGCCAGGCCA
ACATGGEECCC
GCCCTCTGTG
TTGGGITCTA
CTGITGCCCC
AACGCTGTCGCC
CACCCCTAAG
GCCEEECECTG
AGGCECCTGIT
GCCCTTGATT
ATGICTAAGT
TCTTGICTTC
CGAGTAACAG
ACCCCACTCA

AACAAGCCCA
AGCCATGCCC
TGAAGCTGCC
CCAGAGAAGC
GAGITTCAGG

ACACTGGECCG
AACTCGGTCT
CAAGGCTACA
GGAACTCCTC
TCTAACAAAG
CCTGGAGEEC
ACCACACCCA
TACGGCTACA
AGGCAGTCAC
ACATGCGGAGG
ATGGACATCT
GGECTGAACC
ACACTAACTT
TGGGCTCCAA
TGGGECTGGGA
GCCCTGCGAC
GCCTCCAATA
GCGAAGGAGG
GGTGACCGCA
CAGGGTGCAG
ATCAGGACCC
CCAGITCTGC

AGTTCCTGAA
GGACTCTTTG
AGTGCCTGAG
CGCACGCTCCC
AGCTTCTCCT

GGACGACTCG
TCGICAACAC
AGCCCCCGCEG
TACCAAGTCG
TGAGGAACTA
GAGGTCCTGT
CGTGCTGCCC
CTGGGECCTAG
AGGGECECCCTG
GIGAGCAGGA
CGTAGGACCC
AGGCGCCAGG
GCCCTGICcC
GGACAGGAAC
GCCAGGCCAGG
CCCCAGGAAC
AAGCAGCAGT
GGATTACCAG
GCAGTACCCG
GICACTGAGT
AAACTTGGEEC
TGCCTCAGGT

GATAGCTGAA
TGCCCCCCGT
GCCATGGECEC
GCACCTCCAG
TTGAAAAGCC

GACGAGGACT
CACGGAGTCC
GAGAGCCCCA
GGGAAGGTCC
TCGCATTTTT
TTGTGAGTGT
AGCCACCAGA
GIGATGCCAG
ACCCCAGCECC
GCAAGCCTGT
AGCCAGTCTC
CTCCAGAGRA
AATCCCAGAA
ACTGGTCCCC
GCCAGGCCAG
GCTAAGACAC
GAGCTTTGCC
CTTACTGGGT
GGAACCCCAA
GACTTCCCCA
AGTCTGGEECT
CAGGCCAGSG

1092
1142
1192
1242
1292

1342
1392
1442
1492
1542
1592
1642
*6

*56
*106
*156
*206
*256
*306
*356
* 406
* 456
*506
*556
*606
*656
*706
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https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=1523&page=sequence&seq=cDNA&ancre=1523&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=953&page=sequence&seq=cDNA&ancre=953&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=957&page=sequence&seq=cDNA&ancre=957&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=1438&page=sequence&seq=cDNA&ancre=1438&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=1345&page=sequence&seq=cDNA&ancre=1345&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=956&page=sequence&seq=cDNA&ancre=956&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=958&page=sequence&seq=cDNA&ancre=958&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=955&page=sequence&seq=cDNA&ancre=955&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=1523&page=sequence&seq=cDNA&ancre=1523&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=952&page=sequence&seq=cDNA&ancre=952&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=953&page=sequence&seq=cDNA&ancre=953&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=957&page=sequence&seq=cDNA&ancre=957&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=950&page=sequence&seq=cDNA&ancre=950&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=951&page=sequence&seq=cDNA&ancre=951&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=1003&page=sequence&seq=cDNA&ancre=1003&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=1438&page=sequence&seq=cDNA&ancre=1438&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=961&page=sequence&seq=cDNA&ancre=961&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=1345&page=sequence&seq=cDNA&ancre=1345&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=956&page=sequence&seq=cDNA&ancre=956&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=954&page=sequence&seq=cDNA&ancre=954&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=958&page=sequence&seq=cDNA&ancre=958&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=955&page=sequence&seq=cDNA&ancre=955&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=960&page=sequence&seq=cDNA&ancre=960&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=960&page=sequence&seq=cDNA&ancre=960&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=2105&page=sequence&seq=cDNA&ancre=2105&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=2106&page=sequence&seq=cDNA&ancre=2106&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=2105&page=sequence&seq=cDNA&ancre=2105&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=2106&page=sequence&seq=cDNA&ancre=2106&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=2107&page=sequence&seq=cDNA&ancre=2107&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=2107&page=sequence&seq=cDNA&ancre=2107&prot=0

CAGTGCTGCT
CTGCATTAGT
CAGAACTTGC
ACAGCTGCTT
ATGCCTGGTC
CCCAGICTGG
GCAGCTGEGT
GTAACAGCTA
GCGTAGGGAC
CTCAGGCCCA
CAGGTCACTC
ACTCAGGGAG
TTAGCACCTT
CTGACAGTGA
TGTGITCTGG
TTAGCGGATG
ACTGCAGECC
TCCAAGGCCA
GGTCAGIGCA
GATCTATCTC
TTGCCCTGIC
TGGCCATAGT
TTGAGATGTA
CTCCGCTCAC
CAGCCTCCCG

GCAGACCTAG
GCCTGGITAC
ATACACTGAG
CATTCCCTGC
CCATTCCAGA
GGACACCTGG
GIGCAGCGAC
CGATGCGATG
GGTGGTACCC
GCCCCAATCC
TCCCTGGCAC
GIAGGEECTG
ATGICAGCGA
CTGACTGGGEG
GGACCTGTGG
TGGGAGECTG
CTGCAGATGA
CCTCTGCAGG
CCACAGCCEA
TGGAAAACCA
TGACCTGAAC
TTCTCTTCCT
GICTCACCCT
TGCCACCTCC
AGTACCTGCG

ATTTTTTGTA
GICTCGAACT
GCTGGGATTA

TTTTTAGTAG
CCTGACCTCA
CAGCCATGAG

AAGGCCCTCC
TGGGTACCTC
CGGECECTACAG
ATTAGCGAGC
CAGGGEECCTC
GITATGAGGTG
TGGEGEECECTCC
GGAACAGT GG
AGATGCCCAA
ATCCCCTTAC
ACCTTCCAGG
GCAGGGACCC
AACCTAAACT
GAGAAGGTCC
TTTGCTGGECG
TGACCCCAGG
CGGCAGCCAG
GGITTCCTCT
GGCTGGAGCA
GCCATTCCTC
TTGCTTAGGG
GTAAAATTTT
GI'CGCCCAGG
GCCTCTCTAG
ATTCCAGECG
AGACGCGGATT
GGTGATCTGC
CCACTGIGCC

AGCTACAGCT
CTGAGTGECT
AGCTAGAAGG
AGITATTGEG
TGGECCTGECT
CTTACGCGCAC
CCGAAGATTT
ACCCTAAGCA
GICTTCCAGG
TTTCTGCCAT
CTGGATTTTT
TAGAATCCTT
GAGGTCAGCA
TGCAGCCCCC
GAAACAAGTG
GGCCCATAGG
CTGCTTCCAG
TCAGCCTGCC
CAGGGACCTT
CTCCCTCCAG
AGTCATGCCA

GCTTCATTCC
GICCCCGITC
CCCTGCAGCT
TACCTCCTCC
GAGITCACAG
AGTGITCCAGG
TTTGGAGGAA
GGCCAAGEGT
CAATACCTGG
GGAGI TCCAG
AATGAAACAG
GIGATTTTTC
CTTGGGCCCA
TTCCCCTGEG
ATGAGCCTGG
GIGCGGTGEA
GAACCAGGTG
TGGGGTGAGA
CTGITGITCT
TCAGAATTCT
CTCCCCACTG

ATTATTTTAG
CTGGAGIGCA
TTCAAGCGAT
CCCGCCACCA
TTATCATGIT
CCACCTTGEC
TGGCCCCTTC

ITTTTTGITI
ATGCCGTGAT
TTTCCTGCCT
CCCCTGCCTA
GGCCAGCCTG
CTCCCAAAGT
CTGTAAAATT

*756

*806

*856

*906

*956

*1006
*1056
*1106
*1156
*1206
*1256
*1306
*1356
*1406
*1456
*1506
*1556
*1606
*1656
*1706
*1756
*1806
*1856
*1906
*1956
*2006
*2056
*2106



TTTAAATGGA
GIGCTGAGCT
TTACACGGTC
AGAGCCAGGT
TTACCCGAAG
GCACCTCCTA
GGCCTCAGTT
TCCAGCATGA
GCCATAAGTG
ACTGACCACA
GGAGAAGCAG
CACAGAGECC
CCTATCTATC
CCCTGCCAGG
GGICTCTTGC
CACTCAACCA
CCCTGCGITG
CCTTGCCCTA
AGCCTTTGEG
GGGECTCAGIT
CCCCCAGCCC
AAGGATTGTG

GAATTCGGTG
AGITGAGTGGT
ACCTGGAGCC
GATAGGTCCC
CCCAGCTGGEG
GCACACCTGT
TCAAGAGTGT
AGAAGGAGCC
TTCTAGICCA
TCTGTGAGGT
CTGCTAGTAG
TGGGTTCAAG
CTTCACTGCT
CTCCCTGCCA
CTGGCTCCCA
AGGGEGEGECCAC
CCCTCTGEGT
GGEECAGTCC
AGGACTCACT
CTGEEETTG
AGGGTGAAAC
GIGAGCCCCG

AAAAGATTTT
GCTAGAGTGG
ATCGATTCTC

TTCTTTTTTT
ATTGCCGTGA
CTGCCTCACC

CCAAATTTTT
CTGGICTTGA
GIGCTGCGAT

GTATTTTTAG
ACTCCTGACC
TACAGCCGCG

CGAGATGTGG
GCAGTCCAGG
GCCTCAAGTG
TCTGGECCAAC
GCCCTGGTCC
CCACGICTGT
GITGEEGTGG
ATGAGGAGIT
CATATAAGEG
GCCGAGCTGG
ACCCATTTTA
TCCCACCTCT
CTGAGCCTAG
CCCCTCACGA
GGCCTAGGGT
AGCACTGECG
CTGTGAGGGT
TGCTTCCTCA
GACATACCTA
GGAAAAGGEC
ATGCTTCTTC
TGCCTTCAGT
TTTGGGACAC
TCTCGCCTCA
CTCCCATGTA
TGGAACCGEG
TCAACTGATC
AGCCACGECG

TTTCCAGCCT
ACACCTTTGC
GCTAAAGCAT
TGGACAGTITG
AGCCTCGCCT
GIGAGCTGCT
GATGGGECCAG
CCCATGACCT
TAGGGTTGCG
GIGCTTGACA
CAGGTGAGAG
GCCACTAACT
ACCCTGECCC
CCTCTGATGG
TAGGCCTCTG
AGTGAAACTG
GCCCTCCCAG
TTTTATAGAT
CCTTCAAGAT
CCCAGTGECT
TCTTCCTGIG
TAATAAAGAT
AGTCTCACTC
ATGCAAATCT
GCTGGGATTA
GITTCACCAT
CGCCCACCTT
CCCAGCCTTG

GGTGCCTGEG
TTTATGICAC
CCTEEEECee
AGCCCTGTGG
CCCAGACTCT
CTAGGCCGAG
GCCGTGGTCC
CCCGAGACTT
ATTACCATTT
TCATTTGCTT
AACCAAGTCT
GCCATGIGAC
CTGCCTGECT
TCGTTGT GGG
GAGGTCCTTT
CCCCGCCTCA
GAGGCCTAGG
AGGGAAACTG
GAGITCAGGT
TTGGGAAGCA
GITCCATCCG
TTGTATTGIG
TGTCGCCCAG
CCAGGGITCA
CAGCTCCCTG
GI'TGGCCAGG
GGCCTCCCAA
AAAAGATGIT

*2156
*2206
*2256
*2306
*2356
*2406
*2456
*2506
*2556
*2606
*2656
*2706
*2756
*2806
*2856
*2906
*2956
*3006
*3056
*3106
*3156
*3206
*3256
*3306
*3356
*3406
* 3456
*3506



TTTAGAACCA
GIGCGGAGCT
TTCCTGCACC
TGGGACCTCC
TTCATAGAAA
ATCCAGGCCC
TGGGAGGECC
ACCTCTGITT
CACACACCCC
GACTGCCTGC
AGGGECECAGTG
GAAGTGIGTG
ACTGGAGCGA
CCTTCGGACC
GCCCTCEECGT
GAGCTGAGEC
ATACAGAAAA
AAGTGAACGA
GIracecrecce
GAGICTTGTG
GGCATTGCAG
GATGCAAATT
ATTTATTCAT
AAACTTCCAT
AGTCAAGCTT
AACACAAATT
ATTTTTTTTT
GIGACCCGAG

GAAGAAACCT
CCCCTGECTGG
TCAGGATGGEG
GCCTTAGITC
GCCAGATTGA
TGGAGGGATG
GIGCTTGICT
CTGTGACCCA
CTGCCTTATC
TGAGGGEGEGECA
ACCCTGTGAA
TGAGTGGTGA
GATTTGATGG
CCTAGGAAGC
TGCCGICTCGC
AGAATCCCTT
GIGAATAAAA
TCTGCAACCA
CTCACAGTGT
TTCTTGITTT
TATTTTCCTG
CTGGCACCTG
GITGCTGIGC
TGITTGECTG
GI'CCAATGCA
TGTAAACTTT
TTAGCTCATC
ACAGITCTTC

CGGITCCCAC
TTGGGEECTCA
CGAGGGT GGG
CCTGAGCCAG
AGCTCAGCAG
GCCTAGGACA
CTAGACGAGG
GCAGCATCAA
TCTGCCTGCA
GI'GCCAGGAG
GATCCTTGAC
ACCCTTTTAA
GIACAGAGCA
TTCGCAGGECC
TTCTTCCCTG
TTTCATTCAT
CATAAATGCA
CCATCAGGAA
CACTTCCGEC
TCTAAAAAGT
TTTCTGTGCT
GCTTCTTTGG
GTAGTATAGT
TATCGTAGIT
TGCAGCCCAG
CTTAAAACAT
AGCTATAGIT
CGGTATGGTC

TGATCCTTCT
GCGCAGCCCC
CATTGGGEEEA
GCAGGECTTA
GGAAGAGCECT
CCAGGGTCAC
GGAATGCCEEG
GCCCCTCECT
CCCCCTGITC
GITGCCTGTC
AGACAACCCC
GCCATCTTCC
GACCCCTACC
TTCCAGGCTG
GCCCCACTCT
TTCCTGCAGA
CAACCTAACA
ATAGITTTGC
CTCTCTCCCC
CTTCAGCACC
TTATCCCCTT
CTCGTTATTA
TTGTGCATGT
CACAGATTCA
GATGCCTTTG
TATAAAGATT
AGIGGTAGTG
CATGGAAGCC

GGGCCACGTT
AGGGAGGTGC
GAGGGGEGACC
TTGGGEECCAT
TTTGAGGGTG
ACCAGGAACA
AAGGGCCACA
GGCCACCTCG
CCTCCACCTA
CTTGGGGAAG
CACCACCTCA
AGCCATTCTC
TGTCTACCCT
CCAGACAGCT
GAGGGGECTCA
ATAAAACAAC
CACTGITAGG
CAGCACCCAA
TGECTTATGT
CAATTATGCA
GAATCATACA
TGTCTGTGAG
TCATTGCTAA
TTTCACTGIC
AATGTGECCC
TTTGTTTGCG
TATTTTATCGC
AAAAGATTGG

*3556
*3606
*3656
*3706
*3756
*3806
*3856
*3906
*3956
*4006
*4056
*4106
*4156
*4206
*4256
*4306
*4356
*4406
*4456
*4506
*4556
*4606
*4656
*4706
*4756
*4806
*4856
*4906



ACATGCCTCC
ACACACAATG
GITTTTTGCA
TGACTCCTGG
TACGIGCCCA
CAGACATTTC
TTTGCATTTA
TTAACCATTT
TTTTTTAACT
AGACAGEGTC
AGCTCACTGC
CCCAAGTAGC
TGTATTTTTA
AACTCTTGAG
TATAGGCGTG
ATAGICTTGA
TGGCTTGACT
CAAGGTCTTG
TTATTGCAGC
CTGAGTAGCC
TTTTTTTTITT
CTAGACTCAA
GGCATGAGCC
ATCAGIGITT
CCAGECTGEG
GAGGCAGGAG
ATGGCGAAAC
GGTGCGTECC

TGTAGATGGA
CTGCTAGCAA
AATGGTGCAC
GITCTAGEGT
CCAGCAGTAA
ACTTTTGCCA
GCTAATTACC
TGATTTTGIC

CAGITGGITT
CAGITTTGTIC
AAATTTTTCT
ATGAAGATCT
AACAGAATTC
GICTGGTGGEG
AAGGAGATTG
TCCTGTGAAG

TGITGICTTI

TCACTCTGIT
AGCCTTGAGT
TGGGACCACA
AGTAGAGACG
CTCAAGCGAT
AGCTACCAGA
TATTATCCAT
GITTATGGTG
CTCTGTCACC
CTCAATTCCT
GGAACTACAG
AGAGATAGGA
TGAGCCTCCC
ACTGIGCATG
TCATTTTGGT
TACAGTGGECT
GATTACTTGA
ACCATCTCTA
TGTAGICCCA

TTCTTTTTCT
GCCCTGEECTG
CAGCCTCAGG
GGCCCACACC
GGITTCATCA
CTGCTGCECCT
TTTTTTCTTA
AATGIGTATT
TCCTTTTTTT
CAGCCTGGAG
AGCCTTAAAC
TCACGCACTT
TCTTACTATG
ATCTTGACCT
CCAGTTCTTA
TAGTCCTTTT
CACACCTGTA
GCTCAGGAGT
CAAAAAATAC
GCTACTCAGG

GITTCTAGIT
CATGICTCTG
AGCGTTTGTA
TTCTAAATAT
CCTTGCCTTC
GIGTATAGTT
AGCATATTTT
TGTCTATCAT

TGGGGTAACT
ATGCACGTGT
CTCAGGAGTC
TGITCTAGIT
CCATCCTTGG
ATGCCCTTAA
TATGITTTTA
CTTTTGCCCA

TTTCTTTTTT

GAGIGCAGTG
TGATTCTCTC
ACCAAGCCCA
TGTTATGCAG
CAGCCTCCCA
TTAATCTAAT
GCAAATATCT
TTGEEEEEEGE
TGTTATGGCA
AGTCCTCCCA
CCATGTCCAG
CCCCACCTGG
CCCAAAGTGC
TTTTTAATCC
TGTGCCTTAA
ATGCCAGCAC
TTGAGACCAA
AAAAATTAGC
TGECTGCEEGET

TTTTTTTCTG
GIGCAATCTC
ACCTCAGCCT
GCTAATTTTT
GCTGCTCTCA
AAGI TGGGAT
AATTCTTTGT
TCTCTAACTC
TTTTTTGAGA
CAATCTTGEC
CCTCAGCCTC
ATAATTTTTT
TCTCAAACTC
TGGGAGTACA
AGTTGAATTG
GAAATTCTTT
TTTGGGGEGECA
CCTGGACAAC
TGGACATGGT
GAGAGGATTG

*4956
*5006
*5056
*5106
*5156
*5206
*5256
*5306
*5356
*5406
*5456
*5506
*5556
*5606
*5656
*5706
*5756
*5806
*5856
*5906
*5956
*6006
*6056
*6106
*6156
*6206
*6256
*6306



CTTGAGCCCA
CTTCAGCCTG
AAAAAAAAAA
AAGATAGTICT
TATTTAGGECC
GTAAGGATTC
TATCATTGIT
GICATATGTC
CTGITCCATT
ATTATCAATT
TTTTCTTCTT
TAAGGITTTT
ACAATGATCGC
TTGGGAAAAT
GGITTACCTC
TTTATATTTT
ATATTTTATG
TTTTTTTTTT
GCATTTTGTIC
ATCCTA

GAAGGTCAAG
TGAGACAGAG
AAAAGAAAAC
CTTAGATTAT
TTTAATTCAC
ACTTTCATTT
TGTAATCTAA
CACATATGAC
AGICTGICTG
ATGTATTGAG
TGAGAGIGIC
CTCCCATATA
ACTTGATAGT
TGACGICTTT
TCTTTCCATT
TGTCCATTGT
TTTCTTTTAG
TGTTAATAGC
CATTGTGTAT

GCTGCAGTGA
TGAGACCCTA
CACTGAAATT
ATTCTGAAAT
CTAGATTTGG
TTTTCTCTCC
CTTTCTGCGC
ATATGTAGAT
TTCTTGIGCC
ATCTGATAAA
TTGACTATTC
AGITTTAAAA
TTGGGAATTT
ACAATATTGA
TGGGICTTCT
GGICTTCCTT
TCTATTGTAA
ATATAAAACA
TTAATGTAAT

SH3BP2 (NM 001122681. 2) -

GCTGTGATTG
TCTCAAAAAA
ATTTCCACTC
CCTTATAAAT
TTTTTTGCAT
ATAGGGTTAC
CCATCTCCAA
CTIGITGITGG
AATATCAACC
GTAAGTCTTT
TGECTCTTTG
TCAGCTTGIC
ATTATAGCTA
GITTTCTGAT
TTAAGGTTTA
ATCTTAAGIT
ATTGIGTATT
CACCTTGICT
TAAATCTACC

TGCCACTGCA
AACCAAAAAA
CAAGGTCATG
GTAAATTTCA
ATGGTGTGAG
ACACCTGICC
TGCCACCTCT
ATTCTTTCCT
TGICTTCATT
TCCACCTTAT
TATTTTCATG
AATTCCAACA
TCAATCAGIT
TCATGAACAT
CCAATAGGAT
TGATTTGTAA
TTTAATTTCA
TTTAACTGGA
ATCTTATTTT

*6356
*6406
*6456
*6506
*6556
*6606
*6656
*6706
*6756
*6806
*6856
*6906
*6956
*7006
*7056
*7106
*7156
*7206
*7256
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