SH3BP2 (NM 003023. 4) -

CAGCCGEGTG ACCCAGGCCG AGGCCGECAG AAGACAGCCT

AGACTTCCTC
GAGTATTTTT
CAGCTCAGTT
TCCTGGAACT
ACTATAGCTT
GCCATTGGTG
TGGECTACCTG
CCCTGCCCTT
AGCACCTCTG
GGTGATGCGG
AGATCATCCA
TCCGAGGAGG
CCACTTCCAC
CGGACACAGA
CTTTCCCCGT
TGACTCCTAC
CCCTGATGCA
AAGCCAGCCT
cceeaarece
TTGECCTGEC
GCTGAGCCTT

TTGCACTTTT
CTTTTTATTT

GITGGAGEGT

GCTGGTTTGC

GATGCCTTGA
TAAAAGCAGA

ATTTTGITTT

TAATTTTTTA

GCCCAGACTG GAGAGCAGTIG GCCAATCATA

CCTGGCTCAA
CATGGECGECT
CCCAGAACCT
CACAAGAAGG
TGTCATCATC
CCTCCCCGCA
GCGCECTGAGG
TATCAGCAAG
AGCGCAAGAG
GAAAAGAAAG
CAGCTTCTAC
ACCCCACGGA
CTGGAGCCTG
CCCACCGECT
TCTCTGACAT
CTACTGCCAC
TGCTGAGGAC
GCCCCAGEGT

TCGATCCTCC
GAAGAGATGC
GCTAACCATG
GCGGTACCCA
CACAAACGCT
GGECECCTTC
AGACCACGTC
AAGCACCGCA
CTGGATGGECC
ACCTGCCCTT
GCCCCAGI TG
CAATGAAGAC
ACTCCCCGCGA
TACCCACCAC
GCCCCEEECe
cceeaeeccee
TCCAAGAGGG
ACCTGCTACC

TGGATAAGCC
ATTGGECCTGT
CCTGCEEEECG
GCTGCACCTG
GCGTCTACTA
TCCCTGAGIG
CAACAACGTT
CGTGGITCTT
TTGCTGCGCA
GGACACCAGC
AGCGGECCTGT
TATGAGCACG

ATTTTAGCTC
GCTTACTGCC
TCCTCCGEGT
CCCTATGAAG
TGGCCAAGEC
CTGAAATGEC
CTTCAAGAGT
GCTATAACCG
TTCCCCTTCA
CTCcaeECCTCe
GCGAGATTGG
GACTCCAGCT
GGATATCAGC
ACGATGAGGA

g fevers

-212
-162
-112
-62
-12
39
89
139
189
239
289
339
389
439
489
539

GCCCGGAAGG CTTGAGGATG 589

CCCCAGTIGCC
CACTCCTTTA
TAAGCACGEC
ACCCACTGTG
CCCCGAAGGA

CACGCCCAGG
CCTCCAAGGG
CTCCCAGATG
CCCGAGCCGG
TGAGCGATCC

639
689
739
789
839

cDNA - 2025-10-29
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https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=1092&page=sequence&seq=cDNA&ancre=1092&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=1092&page=sequence&seq=cDNA&ancre=1092&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=2245&page=sequence&seq=cDNA&ancre=2245&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=2245&page=sequence&seq=cDNA&ancre=2245&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=959&page=sequence&seq=cDNA&ancre=959&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=959&page=sequence&seq=cDNA&ancre=959&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=1440&page=sequence&seq=cDNA&ancre=1440&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=1440&page=sequence&seq=cDNA&ancre=1440&prot=0

CCCTCTGAGC
TCCCEGAGAG
GCCTGCTCCA
CTGTGACAAA
CTGAGCCCCC
GAAGAGGACC
CGIrGaECTCCC
CGCEECCCEC
CAGCGATCAC

ACCATGCCCA
TGCCAGCCCC
CTTCCAGIGC
CTCAAGTCCT
ACCTGTGCCA
CCCCAAGGCGA
CGCCCTCCTG
AGTCCTGCCC
CCCCCGATGG

HA20R GA A20E

GCCCCGGECAA
ACTATGAGAA
TCCTGCGAAG
CCAGGATGGA
TCCTGGTTGT
TTTGAGAAGG
TGTGGGCACC
AGAGCCTCCT
CAGICCATGT
GCCACACAGA
TGTGCTTGCC
CTCATCCAGC
GGACGAAGGEG
GAAACCCAGG
CCCCCATCAC
CAGCTGEGTG
CACAGECTCC

CCCTCACAGG
GGTGCCACTG
TGGAAAGGTT
CTCTACTGCA
GTI'GGGACGAA
ACTCTAAGIT
ATGGTGGAGC
GCTGCGGCAC
GGCTGCCAGG
CGGACATGEG
TAGGGECCTCT
AGGITGEGTT
ACTCTGITGC
ACCAAGCTGT
ACTCACCCCT
GEEECCEEEG
AGTAGGGEECT

CCGCACCCGG
AGCCCGGAGC
TGCCATCATG
TCCACCTGIC
GCCAACAAGC
GGCAGCCATG
CGCTGAAGCT
AGGCCAGAGA
GCAGAGITTC

CTGACACT GG
CCCAACTCGG
GITCAAGGECT
TCCGGAACTC
ACCTCTAACA
CTACCTGGAG
ACTACCACAC
CCCTACGECT
CCAAGGCAGT
CCCACATGCG
GIGATGGACA
CTAGGCCTGA
CCCACACTAA
GCCTGEECECTC
AAGTGGECTG
CTGGECCCTGG
GITGCCTCCA

CCTCCGGAAA
CCTGGACCCC
GCCACTGCCA
CCCCCGAGGA
CCAAGTTCCT
CCCGCGACTCT
GCCAGTCGCCT
AGCCGCAGCT
AGGAGCTTCT

CGGEGEGACGAC
TCTTCGICAA
ACAAGCCCCC
CTCTACCAAG
AAGTGAGGAA
GGCGAGGTCC
CCACGTGCTG
ACACTGEECC
CACAGEEECC
AGGGTGAGCA
TCTCGTAGGA
ACCAGGCGCC
CTTGCCCTGT
CAAGGACAGG
GGAGCCAGEC
GACCCCCAGG
ATAAAGCAGC

GCCTTGGTGG CTGEECECTTG ATTGGGAAGG AGGGGATTAC

CCCCCTTGCT
TGGECCACGEG
CCTCCAGAAA
CCACCCACAT
GAAGATAGCT
TTGIGCCCCC
GAGGCCATGG
CCCGCACCTC
CCTTTGAAAA

TCGGACGAGG
CACCACGCGAG
GGGGAGAGCC
TCGGEGCGAAGS
CTATCGCATT
TGTTTGTGAG
CCCAGCCACC
TAGGTGATGG
CTGACCCCAG
GGAGCAAGEC
CCCAGCCAGT
AGGCTCCAGA
CCCAATCCCA
AACACTGGTC
AGGGECCACEG
AACGCTAAGA
AGITGAGCTTT
CAGCTTACTG

889

939 G313R

989

1039
1089
1139
1189
1239
1289

1339
1389
1439
1489
1539
1589
1639
*3
*53
*103
*153
*203
*253
*303
*353
*403
*453
*503
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https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=2108&page=sequence&seq=cDNA&ancre=2108&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=1523&page=sequence&seq=cDNA&ancre=1523&prot=0
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https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=956&page=sequence&seq=cDNA&ancre=956&prot=0
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https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=951&page=sequence&seq=cDNA&ancre=951&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=1003&page=sequence&seq=cDNA&ancre=1003&prot=0
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https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=961&page=sequence&seq=cDNA&ancre=961&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=1345&page=sequence&seq=cDNA&ancre=1345&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=956&page=sequence&seq=cDNA&ancre=956&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=954&page=sequence&seq=cDNA&ancre=954&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=958&page=sequence&seq=cDNA&ancre=958&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=955&page=sequence&seq=cDNA&ancre=955&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=960&page=sequence&seq=cDNA&ancre=960&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=960&page=sequence&seq=cDNA&ancre=960&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=2105&page=sequence&seq=cDNA&ancre=2105&prot=0
https://infevers.umai-montpellier.fr/web/detail_mutation.php?n=11&Id_mutation=2106&page=sequence&seq=cDNA&ancre=2106&prot=0
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GGTGCCCATG
CAACAGITGG
CCAGGGTGCA
GCTGGGAGCC
GGGCAGTGCT
TCCCTGCATT
TTCCAGAACT
GCTACACCTG
TGCATGCCTG
CAGCCCAGTC
AGGGECAGCTG
GAAGTAACAG
GGTGCGTAGG
TGGCTCAGEC
CAGCAGGTCA
CAGACTCAGG
TTCTTAGCAC
CCACTGACAG
GGGIGTGITC
TGGTTAGCGG
GGAACTGCAG
GIGTCCAAGG
AGAGGTCAGT
TCTGATCTAT
TCTTTGCCCT
CTGIGGCCAT
TTTTTGAGAT
GATCTCCGCT

CTGATGICTA
TTGICTTGIC
CAGCGAGTAA
CACACCCCAC
GCTGCAGAGC
AGTGCCTGGT
TGCATACACT
CTTCATTCCC
GICCCATTCC
TGGGGACAGC
GGTGTGCAGG
CTACGATGGG
GACGGTGGTA
CCAGCCCCAA
CTCTCCCTGG
GAGGTAGGEEG
CTTATGICAG
TGACTGACTG
TGGGGACCTG
ATGTCGGAGG
GCCCTGCAGA
CCACCTCTGC
GCACCACAGC
CTCTGGAAAA
GICTGACCTG
AGITTCTCTT
GITAGICTCAC
CACTGCCACC

AGTGGTGACC
TTCCAGEGTG
CAGATCAGGA
TCACCAGTTC
TAGAAGGCCC
TACTGGGTAC
GAGCGGCCTA
TGCATTAGCG
AGACAGGEEEC
TGGGTATGAG
GACTGEEEEC
ATGGGAACAG
CCCAGATGCC
TCCATCCCCT
CACACCTTCC
CTGGCAGGEA
GGAAACCTAA
GGGEGAGAAGG
TGGITTGCTG
CTGTGACCCC
TGACGGCAGC
AGGCEGTTTCC
CGAGECTGEAA
CCAGCCATTC
AACTTCCTTA
CCTGTAAAAT
CCTGreacecec
TCCGCCTCTC

GCAGCAGTAC
CAGGTCACTG
CCCAAACTTG
TGCTGCCTCA
TGCAGCTACA
CTCCTGAGTG
CAGAGCTAGA
AGCAGITATT
CTCTGCECCTG
GIGCTTACGG
TCCCGGAAGA
TGGACCCTAA
CAAGTCTTCC
TACTTTCTGC
AGGCTGGATT
CCCTAGAATC
ACTGAGGTCA
TCCTGCAGCC
GCGGAAACAA
AGGGGGECCAT
CACCTGCTTC
TCTTCAGCCT
GCACAGCGAG
CTCCTCCCTG
GCGAGICATG
TTTATTATTT
AGCCTGGAGT
TAGITCAACGC

CCGGGAACCC
AGIGACTTCC
GGCAGTCTGG
GGTCAGGCCA
GCTGCTTCAT
GCTGTCCCCG
AGGCCCTGCA
GGGTACCTCC
GCTGAGITCA
CACAGTGTCC
TTTTTTGGAG
GCAGGCCAAG
AGGCAATACC
CATGGAGITC
TTTAATGAAA
CTTGTGATTT
GCACTTGGEC
CccrTeecer
GIGATGAGEC
AGGGTGCGGET
CAGGAACCAG
GCCTGEECGETG
CTTCTGITGT
CAGTCAGAAT
CCACTCCCCA
TAGITTTTTG
GCAATGCCGT
GATTTTCCTG

*553
*603
*653
*703
*753
*803
*853
*903
*953
*1003
*1053
*1103
*1153
*1203
*1253
*1303
*1353
*1403
*1453
*1503
*1553
*1603
*1653
*1703
*1753
*1803
*1853
*1903



CCTCAGCCTC

CCGAGTAGCT

CTAATTTTTT

CTGGTCTCERA
AGTGCTGCGA
ATTTTTAAAT
GGCGTGCCTGA
CACTTACACG
CCCAGAGCCA
TGGTTACCCG
TCTGCACCTG
GAGGGCCTCA
TCCTCCAGCA
CTTGCCATAA
TTTACTGACC
CTTGGAGAAG
TCTCACAGAG
GACCCTATCT
GCTCCCTECC
GGEEGTCTCT
TTTCACTCAA
TCACCCTGCG
AGGCCTTGCC
CTGAGCCTTT
GGTGGCECTCA
GCACCCCCAG
CCGAAGGATT
GIGAAAAGAT
CAGCCTAGAG

GTATTTTTAG
ACTCCTGACC
TTACAGGCAT
GGAGAATTGG
GCTAGIGAGT
GICACCTGEA
GGTGATAGGT
AAGCCCAGCT
CTAGCACAGC
GITTCAAGAG
TGAAGAAGGA
GIGITCTAGT
ACATCTGIGA
CACGCTCCTAG
GCCTGEEGITC
ATCCTTCACT
AGCCTCCCTG
TGCCTGECTC
CCAAGEEEEC
TTGCCCTCTG
CTAGGGCCAG
GGGAGGACTC
GITCTGEEEC
CCCAGCGTGA
GIGGTGAGCC

GCGATTCCAG
TAGAGACGGEG
TCAGGTGATC
GAGCCACTGT
GIGCGAGATG
GGTGCAGTCC
GCCGGECTCAA
CCCTCTGGECC
GCGECCCTGEG
TGTCCACGIC
TGTGTTGEEG
GCCATGAGA
CCACATATAA
GGTGCCGAGC
TAGACCCATT
AAGTCCCACC
GCTCTGAGCC
CCACCCCTCA
CCAGGECTAG
CACAGCACTG
GGICTGTGAG
TCCTGCTTCC
ACTGACATAC
TTGGGAAAAG
AACATCCTTC
CCGIGCCTTC

ITTTTCTTTI
TGGATTGGECG

TTTTTTGGGA
TGATCTCGCEC

GCGCCCGCCA
ATTTTATCAT
TGCCCACCTT
GCCTGECCCC
TGGTTTCCAG
AGGACACCTT
GIGGCTAAAG
AACTGGACAG
TCCAGCCTCG
TGTGTGAGCT
TGGGATGEEG
GITCCCATGA
GGGTAGGGTT
TGGGICCTTG
TTACAGGTGA
TCTGCCACTA
TAGACCCTGG
CGACCTCTGA
GGTTAGGECT
GGGAGTGAAA
GGTGEECTGG
TCATTTTATA
CTACCTTCAA
GGCCCCAGTG
TTCTCTTCCT
AGITAATAAA
CACAGTCTCA
TCAATGCAAA

CCACGCCTGG
GI'TGGCCAGG
GGCCTCCCAA
TTCCTGTAAA
CCTGGIGCCT
TCCTTTATGT
CATCCTGEEG
TTGAGGCCTG
CCTCCCAGAC
GCTCTAGECC
CAGCCCGTGG
CCTCCCGAGA
GGGATTACCA
ACATCATTTG
GAGAACCAAG
ACTGCCATGT
CCCCTCCCTG
TGGICGTTGT
CTGGAGGTGC
CTaceceece
CAGGAGCECCT
GATAGGGAAA
GATGAGITCA
GCTTTGGGAA
GIGGTTCCAT
GATTTGTATT
CTCTGTCGECC
TCTCCAGGGT

*1953
*2003
*2053
*2103
*2153
*2203
*2253
*2303
*2353
*2403
*2453
*2503
*2553
*2603
*2653
*2703
*2753
*2803
*2853
*2903
*2953
*3003
*3053
*3103
*3153
*3203
*3253
*3303



TCAATCGATT
CTGCCAAATT
AGCCTGGTCT
CAAGTGECTGG
GITTTTAGAA
GITGTGCGEA
TGCTTCCTCGC
ACCTGGGACC
CATTTCATAG
GIGATCCAGG
ACATGGGAGG
ACAACCTCTG
TCGCACACAC
CTAGACTGCC
AAGAGGGGCA
TCAGAAGTGT
CTCACTGGAG
CCTCCTTCGG
GCTGCCCTGG
TCAGACCTGA
AACATACAGA
AGGAAGTGAA
CAAGTGCCCT
TGTGAGICTT
GCAGGCATTG
ACAGATGCAA
GAGATTTATT
TAAAAACTTC

CTCCTGCCTC
TTTGTATTTT
TGAACTCCTG
GATTACAGEC
CCAGAAGAAA
GCTCCCCTGC
ACCTCAGGAT
TGCGCCTTAG
AAAGCCAGAT
CCCTGGAGEG
GCCGTECTTG
TTTCTGTGAC
CCCCTGCCTT
TGCTGAGGEG
GIGACCCTGT
GIGTGAGIGG
GGAGATTTGA
ACCCCTAGGA
CGITGCCGTC
GGCAGAATCC
AAAGTGAATA
CGATCTGCAA
CCCCTCACAG
GIGITCTTGT
CAGTATTTTC
ATTCTGGCAG
CATGITCCTG
CATTGITTGG

ACCCTCCCAT
TAGIGGAACC
ACCTCAACTG
GCGAGCCACG
CCTCGGITCC
TGGTTGGEGEEC
GGCCGAGEGET
TTCCCTGAGG
TGAACCTCAG
ATGECCTAGG
TCTCTAGACG
CCAGCAGCAT
ATCTCTGCCT
GCAGTGCCAG
GAAGATCCTT
TGAACCCTTT
TGGGTACAGA
AGCTTCGCAG
TGCTTCTTCC
CTTTTTCATT
AAACATAAAT
CCACCATCAG
TGTCACTTCC
TTTTCTAAAA
CTGITTCTGT
CTGECTTCTT
TGCGTAGTAT
CTGTATCGTA

GTAGCTGGGA
GGGEGTITTCAC
ATCCGCCCAC
GCGCCCAGCC
CACTGATCCT
TCAGCGCAGC
GCCCATTGEG
CAGGCAGGEC
CAGGGAAGAG
ACACCAGGEGT
AGGCGCGAATGG
CAAGCCCCTC
GCACGCCCTG
GAGGTTGCCT
GACAGACAAC
TAAGCCATCT
GCAGACCCCT
GCCTTCCAGG
CTGGECCCCAC
CATTTCCTGC
GCACAACCTA
GAAATAGTTT
GCECCTCTCTG
AGTCTTCAGC
GCTTTATCCC
TGGCTCGTTA
AGITTGTGCA
GITCACAGAT

TTACAGCTCC
CATGITGECC
CTTGECCTCC
TTGAAAAGAT
TCTGGGCCAC
CCCAGGCGAGG
GGAGAGCEEG
TTATTGGEGEEC
GCTTTTGAGG
CACACCAGA
GGGAAGGECC
GCTGGECACC
TTCCCTCCAC
GICCTTGEGEG
CCCCACCACC
TCCAGCCATT
ACCTGICTAC
CTGCCAGACA
TCTGAGGGEEC
AGAATAAAAC
ACACACTGIT
TGCCAGCACC
CCCTGCECTTA
ACCCAATTAT
CTTGAATCAT
TTATGICTGT
TGITCATTCC
TCATTTCACT

*3353
*3403
*3453
*3503
*3553
*3603
*3653
*3703
*3753
*3803
*3853
*3903
*3953
*4003
*4053
*4103
*4153
*4203
*4253
*4303
*4353
*4403
*4453
*4503
*4553
*4603
*4653
*4703



GICAGICAAG
CCCAACACAA
GCGATTTTTT
TGCGTGACCC
TGGACATGCC
ACTACACACA
TGIGITTTTT
GICTGACTCC
GITTACGIGC
TGGCAGACAT
TAATTTGCAT
TTATTAACCA
CCATTTTTTA
CTGAGACAGG
CTCAGCTCAC
CCTCCCAAGT
TTTTGTATTT
TCAAACTCTT
GATTATAGGEC
TGTATAGTCT
CTCTGECTTG
AGACAAGGTC
GCCTTATTGC
CTCCTGAGTA
TTTTTTTTTT
CTCCTAGACT
ACAGGCATGA
TTGATCAGIG

CTTGTCCAAT
ATTTGTAAAC
TTTTTAGCTC
GAGACAGITC
TGCTGTAGAT
ATGCTGCTAG
GCAAATCGTG
TGGGITCTAG
CCACCAGCAG
TTCACTTTTG
TTAGCTAATT
TTTTGATTTT
ACTTGITGIC
GICTCACTCT
TGCAGCCTTG
AGCTGGGACC
TTAAGTAGAG
GAGCTCAAGC
GIGAGCTACC
TGATATTATC
ACTGITTATG
TTGCTCTGIC
AGCCTCAATT
GCCGGAACTA
TTTAGAGATA
CAATGAGCCT
GCCACTGTGC
TTTTCATTTT

GCATGCAGCC
TTTCTTAAAA
ATCAGCTATA
TTCCGGTATG
GGACAGITGG
CAACAGITTT
CACAAATTTT
GGTATGAAGA
TAAAACAGAA
CCAGTCTGGT
ACCAAGGAGA
GICTCCTGTIG

CAGGATGCCT
CATTATAAAG
GITAGTGGTA
GICCATGGAA
TTTGITTCTA
GICCATGICT
TCTAGGGTTT
TCTTTCTAAA
TTCCCTTGCC
GGGEGTGTATA
TTGAGCATAT
AAGTGTCTAT

TTGAATGT GG
ATTTTTGITT
GIGTATTTTA
GCCAAAAGAT
GITTGGGGTA
CTGATGCACG
GITACTCAGEA
TATTGITCTA
TTCCCATCCT
GITATGECCT
TTTTATGITT
CATCTTTTGC

TTTTTCTTTI
GITGCCCTGG
AGTCAGGCTC
ACAGGCCCAC
ACGGGITTCA
GATCTGCTGG
AGATTTTTTC
CATAATGTGT
GIGICCTTTT
ACCCAGECTG
CCTAGCCTTA
CAGTCACGCA
GGATCTTACT
CCCATCTTGA
ATGCCAGITC
GGTTAGTGCT

TCTTTTCTTT

CTGGAGIGCA
AGGTGATTCT
ACCACCAAGC
TCATGITATG
CCTCAGCCTC
TTATTAATCT
ATTGCAAATA
TTTTTGGEGEEG
GAGIGITATG
AACAGTCCTC
CTTCCATGTC
ATGCCCCAGC
CCTCCCAAAG
TTATTTTTAA
TTTTGIGECT

ITTTTTTTTI
GIGGTGCAAT
CTCACCTCAG
CCAGCTAATT
CAGGCTCCTC
CCAAAGTITGG
AATAATTCTT
TCTTCTCTAA
GCGITTTTTG
GCACAATCTT
CCACCTCAGC
CAGATAATTT
TGGTCTCAAA
TGCTGEGAGT
TGCAGITGAA
TAAGAAATTC

*4753
*4803
*4853
*4903
*4953
*5003
*5053
*5103
*5153
*5203
*5253
*5303
*5353
*5403
*5453
*5503
*5553
*5603
*5653
*5703
*5753
*5803
*5853
*5903
*5953
*6003
*6053
*6103



TTTCCAGGECT
GCAGAGGCAG
AACATGGECGA
GGTGGTCCGT
TTGCTTGAGC
GCACTTCAGC
AAAAAAAAAA
ATGAAGATAG
TCATATTTAG
GAGGTAAGEA
TCCTATCATT
TCTGTCATAT
CCTCTGITCC
ATTATTATCA
TATTTTTCTT
ATGTAAGGTIT
ACAACAATCGA
GITTTGEGAA
CATGGTTTAC

GCGTACAGTG
GAGGATTACT
AACACCATCT
GCCTGTAGTC
CCAGAAGGTC
CTGTGAGACA
AAAAAAAGAA
TCTCTTAGAT
GCCTTTAATT

GCTCACACCT
TGAGCTCAGG
CTACAAAAAA
CCACCTACTC
AAGCCTGCAG
GAGTGAGACC
AACCACTGAA
TATATTCTGA
CACCTAGATT

TTCACTTTCA
GITTGTAATC
GICCACATAT
ATTAGTCTGT
ATTATGTATT
CTTTGAGAGT
TTTCTCCCAT
TGCACTTGAT
AATTGACGTC
CTCTCTTTCC

GATTTTATAT

TTTTGICCAT

TAAATATTTI
TCATTTTTTT
GGAGCATTTT
TTTATGCTA

ATGITTCTTT
TTTTGITAAT
GICCATTGTG

[TTTTTTCTC
TAACTTTCTG
GACATATGTA
CTGITCTTGT
GAGATCTGAT
GICTTGACTA
ATAAGITTTA
AGTTTGGGAA
TTTACAATAT
ATTTGGGTCT
TGTGGICTTG
TAGTCTATTG
AGCATATAAA
TATTTAATGT

GTAATGCCAG
AGITTGAGAC
TACAAAAATT
AGGTGCECTGG
TGAGCTGTGA
CTATCTCAAA
ATTATTTCCA
AATCCTTATA
TGGITTTTTG
TCCATAGGGT
CGCCCATCTG
GATCTGITGT
GCCAATATCA
AAAGTAAGTC
TTCTGCCTCT
AAATCAGCTT
TTTATTATAG
TGAGITTTCT
TCTTTAAGGT
CTTATCTTAA
TAAATTGTGT
ACACACCTTG
AATTAAATCT

CACTTTGEEG
CAACCTGGAC
AGCTGGACAT
GGTGAGAGERA
TTGTGCCACT
AAAAACCAAA
CTCCAAGGTC
AATGTAAATT
CATATCGTGT
TACACACCTG
CAATGCCACC
TGGATTCTTT
AGCTGICTTC
TTTTCCACCT
TTGTATTTTC
GICAATTCCA
CTATCAATCA
GATTCATGAA
TTACCAATAG
GITTGATTTG
ATTTTTAATT
TCTTTTAACT
ACCATCTTAT

*6153
*6203
*6253
*6303
*6353
*6403
*6453
*6503
*6553
*6603
*6653
*6703
*6753
*6803
*6853
*6903
*6953
*7003
*7053
*7103
*7153
*7203
*7253
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