How to submit a new simple sequence variant to Infevers?
Dear colleague,
Thank you for your interest in our mutation database
We are making every effort to keep it updated.
Would you be so nice to submit your novel sequence variant to our database?

This will take only a few minutes of your time.
Here is how to proceed:
Click on the button “submit a novel sequence variant”
1. Before the first submission, if you don’t already have an account on either Infevers,
MetaFMF or ISSAID, click on "get ID/PSSWD" Please get one, it is free, easy and quick.
Submit your details; you will be receiving an intermediate automatic email asking whether
you really want to submit a new mutation. Just answer yes, and your account will be
activated.
You will then receive your login/password by email
If you don’t receive your login/password within 48hours, please contact I Touitou or F
Milhavet
2. If you already have an account: log in to access the submission form
For each novel submission:
- Choose whether you ask for confidentiality or not
- Propose a usual name (e.g. as published) and the name at the nt level (sequence
variant) as shown in the examples. Please pay attention to the nomenclature.
http://www.hgvs.org/mutnomen/
- Click on “submit”: INFEVERS will check whether the variant is truly new,
- Then you will just have to fill in a short descriptive form, and click on summary at the
bottom of the page.
- Check the information, then click on submit at the bottom of the page, otherwise the
data will not be sent to the corresponding editor and will be lost
3. As soon as you have submitted your contribution, the editor responsible for this gene will
receive an email alert. He/she will check your data (edit or contact you if necessary). The
variant will be online as soon as the editor has validated (unless you asked for
confidentiality).
Do not hesitate to contact me for any further information or should you face any problem.
Thank you very much in advance for your contribution
Isabelle Touitou, editor in chief

