>NC_000014.8:c23589464-23585515 Homo sapiens chromosome 14, GRCh37.p13 Primary Assembly

CATTGGAGATCAGAGAGCGGCCATGCAAAAGGAAAGACAGCAAACGAGCTGCAGCAAGCTCCTAAGCCCT

GCAGCCCAGGCACAGGAAACCAGAGGCAGAGCCTCAGGCCCAGGGTGAGGGGCGAAGCACCAGCCTGAGC

CTCTTGCAGCACAGAGCAGCTGGAAGAGAGAAGTGCTGGAGCCACCGGAGGATTATGGCTGTCTACTCCG

AGGGCAGCAACCTGCCTAGGCCTGCGGTGCAAGGCCCAAGTCCTGACCAGGTGCTTTGGCCAAGCCCAGG

GAGTTAGGAAGTGTACCAGGCTGCTAGAGGTAGCTAGGGCTGGAAACGCACTAACATGTGGGCTATTGCA

CAGCTCCTGTGCAAAAACCTAGCAAATGAGCATGCTCTGGAGCACCACGCAGGCTCGCGTGTAGAGCTTG

TTCCTAGGACCTATCACTACTCCCTAGACCCCTCAAAAAACAAACCCTGGCCTACACTCAGAGAATGCTC

TGGGAGGTGGGGCTACAAAAGAAACTTTCTCTTGGGGGTAGGTGGAGCCCAGCAGCAGGGGAGAGCCAGA

GGAAGGCGTGTCAAGGGAGGAGGTGAGACCCAACTGAGGGTAGGCACTGGAAGAGGGCTTTCTCTCTTCA

CTCTAACTTGGAACCTCATTCTGCATAGAACTTTTTCAAAGTCGGAGGGAGGAGGTTGCTCAGAGTGGGG

TGTTGCCCTCTGCGAGGATTTGGAGTCCCCTGGCCTCCCAGCAGGGAGTGGAGAGGCATTCCCAGAAGCA

TCAGCTTCGGGCATCTCCAGAACCCTGGCTTGGTCCCTGACCAAGGAGTGTCCCCAACTGCTGAATAGGC

CAGGAGTCGCCTTTCTCTAAGGCTTACATCTCTCCCTCTGGGGTGTGTCCTGCCCCTCCCTGAGTCACCC

CAAGGGGAGAGAGGGGAAAAAAGGGAAGAGAAGAGAGGCATTGACTACAGAGGAAGGAAAAGGAAGCAGA

GCAGAGGGGGGAGAGAGGCCACACAGGAGTGGGTGACAGAGGAGACTGCAGAGGGCAGGTCTAGGGCAGA

AGATCGAGAGAGGGCAGGCCCAGGTCAGGAGGAGGTAGAGAGAGGGCAGCCGGAGCACCCCAAGGGGTGC

CTCAAGAGCAGGTGGGGGCGGGGAGCCGAGGGGGCGGGCCGGCCATGTCCCACGGGACCTACTACGAGTG

TGAGCCCCGGGGTGGCCAGCAGCCACTCGAGTTCTCAGGGGGCCGAGCTGGGCCCGGGGAGCTAGGGGAC

ATGTGTGAGCATGAGGCCTCCATTGACCTCTCCGCCTACATCGAGTCTGGGGAAGAGCAGCTTCTCTCCG

ATCTCTTTGCCGTGAAGCCAGCGCCTGAGGCCAGAGGCCTCAAGGGCCCCGGAACCCCTGCCTTCCCCCA

CTACTTGCCGCCTGACCCTCGGCCCTTTGCCTACCCTCCACATACCTTCGGCCCAGACAGGAAGGCGCTG

GGGCCTGGCATCTACAGCAGCCCAGGGAGCTACGACCCCAGGGCTGTGGCGGTGAAGGAGGAGCCCCGGG

GGCCAGAGGGCAGCCGAGCTGCCAGCCGAGGCAGCTACAATCCCCTGCAGTACCAAGTGGCACACTGTGG

GCAGACAGCCATGCACCTGCCCCCAACTCTGGCAGCACCCGGCCAGCCTCTGCGCGTTCTCAAGGTAAGA

GCAGGCCAGCCCTCCTCCCTCCTGCCCGGGGCTGGAGAGGCTGGTGTGGACAGGACCCTGTGCCCCGGCT

CATGCTGCTGAGCCTGTGCTTGGTGTCGCTCTGTGAAATGGACCCAACCCACAGTCCTCTGTGTTCACAC

CCCACCATGACCTCCCTTTCCTTCTCTGTGAATTCATTCCCACCCTGAATCCCCACCCAAAGCCCCTGTG

GCAAGCTGACCTACTTGATCTCAGGCCCCCACCGCCAGCCTCTCTGCTGCTCACCATGCCCCCTCCTCTT

GTTTCTCTGCCGCCTGCTTCTGTGAGAAATGTCTACTGGTCATAGAACGGGAGACTCAAGGCAGATTGAG

GGAAAGTGTACTCAGAAAGTGTGAGAGCATTGGCTGGGTGTCGTGGCTCATGCCTGTAATCCCAGCGCTT

TGGGAGGCCAAAGCAGGAGGTTCGCTTAAGGCCAGGGGTTGGAGACCAGCCTGGACAACATAGCAAGGCT

CCATCTTTACAAAAAAAGAAAGAAAGAAAGTGTGAGAACATGAAAGGGAGTTTTGGTCTCAAGCAGAGGA

CCCTGTGCATCTGGGTCACCATCTCCCAGAAGCAGAGCGATGATAGTTTTGACCTGAGAGACAGGAGCTG

GCTCTGAGTCCTGTATTCCTTTGACGCATCAAGTGTGCCCTGGCTGCCGAGATTCCCGCCCCGCCTCCGC

TCTGCCTCCTGGCCAGCCCTCACCTCTCCGTCTCTCCGTGCCTTCCCCTCCAGGCCCCTTTGGCCACTGC

CGCACCCCCCTGCAGTCCCCTCCTGAAGGCGCCCTCCCCGGCTGGCCCCTTACACAAGGGCAAGAAGGCA

GTGAACAAAGATAGCCTTGAGTACCGGCTGAGGCGGGAGCGCAACAACATCGCCGTGCGCAAGAGCCGAG

ACAAGGCCAAGAGGCGCATTCTGGAGACGCAGCAGAAGGTGCTGGAGTACATGGCAGAGAACGAGCGCCT

CCGCAGCCGCGTGGAGCAGCTCACCCAGGAGCTAGACACCCTCCGCAACCTCTTCCGCCAGATTCCTGAG

GCGGCCAACCTCATCAAGGGCGTGGGGGGTTGCAGCTGAGGCTGGCTGGTGGATTGTGGGCACCAGGCTC

CCTGGCACGGCCTAACTCTGCGGACCCCCATCCTGCTGGGGGCCTAGAACCCTGAGACATAGACCATGGA

TAAATGGCAACCGGGGTGGCAAAGAGGGCAGGACCCAGCATAATGATTATATGGCTGAATAAAGTTGCAC

TGTGACTGGGTGTTGGGACTGTTGGCTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTCAT

GGAGGACCCTGGGGACAGAGGATGCATGTGGCTAGGTCTGCACCTCTTGTTTCCATGACCAAGTGGACAT

GTGGAAACACAGACATGCTGTCCACAGCCCACCCCCAATATACCACACAGCCAGGCCGTGTATCTGTCAC

TCTGCTCTTCTCTCCCTGACATCCCCCATCACCCCCTTCTGTGAGCTGAAGGCACATCCCCGCCCCCCAC

AGGACCTGGAGCACCTTTGTATGCTCTGCTAACAAAGATCTTCAGCTTGTAGGGAGATCCCGGCACCACA

CAGTCCTTCATGCCCAGGCCTGCTGATCCCAGGCCCACTCTCTCTCACCTTGAGGTATAGGTCTGGGAGC

TCCTGCCCCAGGTGACCATGGGAAAATTCCTGATGGCTCTGCCATATTTATGGTCCCTTGATCCAGCCCG

CCATCTCTTCTCTCCATTTCCAAAGCCTCAGTCTACCAGATGGACACCCTCCCCACGCTGCTCCCACCCA

TTCATTTCCATCCTTTGTCCCTCATCCCTGAGGCTCCAGTTCCCTAAAGCTTGAGAATTGAGTGCATGGG

ACAGGAATCGGTTGGGAAAGACCTGGAGACCGGATTTGTGTATGAGAACACTGGTAGTGAGAAGGAGGAT

GACAATCTGCCCGTGCCAGGGAAACCCATCATTCGAAACAGCATTTTCTTTTGCATTGGACTACAGCCTA

AGAGACAGAATGGTACAATAATTAAGAGCCTCAGTTTGAATCTTACACTGCTACTTACTAGCTGTGAGCC

TTGAGCCATTATGTCTTTCTGTGCCTCAGTTTCCTCATCTGCAAAATGGTTGCAATATTTGTCCCCACTC

CGTAGTGTTGTTATATTCATAGAAAAAGAAAACTTTGCATGTAATAAGCATATTTATTATGATTCCTCCA

TTTTGCTGGAACTGAAAGGACCTCAGAGAT
